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Appendix Figure S1. Expression of genes involved in epigenetic regulation and transcriptional
reprogramming

Expression responses to each stage of in vitro development of genes involved in epigenetic regulation and
transcriptional reprogramming (heatmap Expression response, all |logz2(Fold-change)| with FDR = 5% are
considered non-significant and set to 0). In addition, expression in in vivo oocytes (heatmap Expression in
vivo), and relative expression in PGC and PGCLC, GRO and FGO are displayed (group of heatmaps Relative
expression, data for biological replicates or single oocytes belonging to particular cohorts were merged).
Relative expression for each gene was calculated as difference between expression level (log2(RPKM)) and
average expression calculated separately for PGC and PGCLC, GRO, and FGO.
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