
Tab. S1: Frequency distribution of different constellations of findings in French Tumor Collective [10] 

Classic dMMR findings
MSI-H & MLH1/PMS2  isolated  PMS2 or dMMR classic pMMR complex MMR

or MSH2/MSH6 loss MSH6 loss & MSS/MSI-L & MSI-H/MSI-L protein loss 

n=496 n=89 Group 1, n=53 Group 2, n=16 Group 3, n=5 Group 4, n=15

Prevalence (total) 85% 15% 59.6% 17.9% 5.6% 16.9%
Non-CRC 13.1% 32.6% 26.4% 62.5% 20.0% 26.7%

Genetic/LS 21.4% 44.9% 45.3% 37.5% 53.3% 53.3%

MLH1/PMS2 70-80% 16.8% 11 5x all four MMR proteins

MSH2 / MSH6 20-30% 8.9% 5 3x three MMR proteins

MSH6 38.2% 32 2x non-heterodimer proteins

PMS2 28.1% 21 5x heterogeneous, unclear
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