Figure S3. Frequencies of different SNPs genotypes across SNPs-based prognostic groups
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ms10046 C/C mrs10046 C/C 1510046 C/'C 1510046 C/C
15749292 C/C rs749292C/C 15749292 C'T 15749292 C/'T
727479 TG 727479 T 15727479 G/T 727479 TT
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mrs10046 C/C mrsl0046 CT  mrs10046 CT  mrsl10046 T'T
rsT40200 VT rs749202 VT 1sT49202 VT 15749292 C/C
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