
 

Supplementary Figure 1 Blood DNA methylation at cg16966520 in the promoter region of the EIF2D 
gene is significantly associated with brain DNA methylation in the prefrontal cortex (PFC), entorhinal 
cortex (EC), superior temporal gyrus (STC), and cerebellum (CER). These results were obtained from 
the Blood Brain DNA Methylation Comparison Tool (https://epigenetics.essex.ac.uk/bloodbrain/).  

 

 . CC-BY-NC-ND 4.0 International licenseIt is made available under a 
 is the author/funder, who has granted medRxiv a license to display the preprint in perpetuity. (which was not certified by peer review)

The copyright holder for this preprint this version posted December 5, 2023. ; https://doi.org/10.1101/2023.12.04.23299412doi: medRxiv preprint 

https://doi.org/10.1101/2023.12.04.23299412
http://creativecommons.org/licenses/by-nc-nd/4.0/


Supplementary Figure 2 DNA methylation at cg13270055 located on the CACNG2 gene 
increases with age (Pdiscovery = 1.89 ×10-20, Preplication = 6.89 ×10-20), but decreases in the blood 
samples of Alzheimer’s subjects (Pmeta-analysis = 1.65×10-6, PAIBL = 9.79×10-4, PADNI = 4.58×10-4). The 
summary statistics are shown under (A) Display Data tab, and the forest plots are shown under (B) 
Display Plot tab. 
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Supplementary Figure 3 Blood DNA methylation at cg13270055 located on the CACNG2 gene is 
significantly associated with brain DNA methylation in the prefrontal cortex (PFC), entorhinal cortex 
(EC), superior temporal gyrus (STC), and cerebellum (CER). These results were obtained from the 
Blood Brain DNA Methylation Comparison Tool (https://epigenetics.essex.ac.uk/bloodbrain/).  
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A. No CpG was selected when intersecting the female and male summary statistics dataset 

B. Selecting female‐specific CpGs associated with AD

C. Selecting male‐specific CpGs associated with AD

Supplementary Figure 4 Using Genome‐wide Query to perform sex‐specific analysis. 
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B Results under “Display Data” tab 

A. Selected Datasets and CpG

C Results under the “Display Plot” tab

Supplementary Figure 5 The CpG Query Tool can be used to explore details of DNA methylation
at female-specific CpG cg03546163 associated with AD.
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