
type I interferon response (M127)
innate antiviral response (M150)
enriched in activated dendritic cells (II) (M165)
antiviral IFN signature (M75)
activated dendritic cells (M67)
RIG−1 like receptor signaling (M68)
viral sensing & immunity; IRF2 targets network (II) (M111.1)
viral sensing & immunity; IRF2 targets network (I) (M111.0)
chemokines and inflammatory molecules in myeloid cells (M86.0)
AP−1 transcription factor network (M20)
cell cycle and growth arrest (M31)
innate activation by cytosolic DNA sensing (M13)
putative targets of PAX3 (M89.1)
inflammasome receptors and signaling (M53)
signaling in T cells (I) (M35.0)
myeloid, dendritic cell activation via NFkB (I) (M43.0)
enriched in activated dendritic cells/monocytes (M64)
DC surface signature (S5)
Activated (LPS) dendritic cell surface signature (S11)
putative targets of PAX3 (M89.0)
TLR and inflammatory signaling (M16)
cell activation (IL15, IL23, TNF) (M24)
receptors, cell migration (M109)
enriched in monocytes (III) (M73)
enriched in neutrophils (I) (M37.1)
suppression of MAPK signaling (M56)
enriched in NK cells (II) (M61.0)
NK cell surface signature (S1)
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respiratory electron transport chain (mitochondrion) (M219)
respiratory electron transport chain (mitochondrion) (M216)
plasma cells, immunoglobulins (M156.1)
plasma cells & B cells, immunoglobulins (M156.0)
translation initiation factor 3 complex (M245)
T cell activation (II) (M7.3)
chromosome Y linked (M240)
enriched in B cells (I) (M47.0)
inflammatory response (M33)
T cell surface signature (S0)
T cell differentiation (Th2) (M19)
integrins and cell adhesion (M84)
Monocyte surface signature (S4)
enriched in antigen presentation (III) (M95.1)
T cell activation (III) (M7.4)
MHC−TLR7−TLR8 cluster (M146)
B cell surface signature (S2)
enriched in antigen presentation (I) (M71)
immune activation − generic cluster (M37.0)
enriched in antigen presentation (II) (M95.0)
regulation of antigen presentation and immune response (M5.0)
enriched in NK cells (I) (M7.2)
T cell activation (I) (M7.1)
enriched in T cells (I) (M7.0)
T cell activation and signaling (M5.1)
enriched in monocytes (II) (M11.0)
cell cycle and transcription (M4.0)
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