FAM_5-5129-003 FAM_MT_151 Q

CTCF +/+ CTCF +/+ MAPIA: NM_002373:¢.6126dupT:p.T2042fs MAPIA +/+
VEZF1 +/+ VEZF1:NM_001330393:c.6+1G>A
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CTCF:NM_001363916:¢c.C1176A:p.Y392X CTCF:NM_001363916:¢c.C1176A:p.Y392X MAPI1A: NM_002373:¢.6126dupT:p.T2042fs MAPI1A: NM_002373:¢.6126dupT:p.T2042fs
VEZF1 +/+ VEZF1:NM_001330393:c.6+1G>A
FAM_AU3721302 FAM_MSSNG00342-003 O
1921.1, copy neutral 1921.1, 3.28Mb DUP SHANK3:NM_001080420:c.3727dup:p.A1243Gfs, mosiac SHANK3 +/+
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1g21.1, 3.28Mb DUP 1g21.1, 3.28Mb DUP Sample NA SHANK3:NM_001080420:¢.3727dup:p.A1243Gfs SHANK3:NM_001080420:¢.3727dup:p.A1243Gfs



