Figure S11:

(A) UMAP plot of expression profile of myeloid cells from 8 HNSCC patients (GSE164690). Each dot represents a cell.
UMAP is colored by cluster. Feature plot showing expression levels of (B) anti-inflammatory, (C) pro-inflammatory, (D)
M1 macrophages, and (E) M2 macrophage marker genes, across clusters. Each cell is denoted by a dot and the color
intensity represents the gene expression level.
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