
1 patient excluded (withdrew consent) 

61 patients were randomized 

41 patients in Arm A 

37 patients with 
contributive DNAseq at 

baseline  

20 patients in Arm B 

35 patients with 
contributive RNAseq at 

baseline 

26 patients with 
contributive RPPA at 

baseline  

35 patients evaluated for 
metabolic response on PET scan 

34 patients evaluated for 
metabolic response on PET scan 

19 patients with 
contributive DNAseq at 

baseline  

18 patients with 
contributive RNAseq at 

baseline  

16 patients with 
contributive RPPA at 

baseline  
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22 PR 12 SD 1 PD 

2 non evaluable patients 

19 PR 14 SD 1 PD 

26 patients evaluated for 
metabolic response   

15 PR 10 SD 1 PD 

8 patients excluded  
from paired RNAseq analyses:
-7 patients without paired sample
-1 patient without contributive 
surgery sample

25 patients evaluated for 
metabolic response on PET scan 

14 PR 11 SD 

1 non evaluable patient 1 non evaluable patient 

Samples used for the prognostic biomarkers analyses 

Samples used for the predictive biomarkers analyses 

Samples used for the pharmacodynamic biomarkers analyses 

Supplementary Figure 1 




