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All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy
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Note that full information on the approval of the study protocol must also be provided in the manuscript.
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Reporting for specific materials, systems and methods

All data underlying the graphs in this study are available in the Source Data Files. For graphical display items throughout the study, raw data points have also been
plotted overlaid on each box-and-whisker plot to maximise the reproducibility of the research data.

Fly Cell Atlas single nuclear transcriptomic data is publicly available at https://www.flyrnai.org/scRNA/kidney/ and https://flycellatlas.org/scope. The UniProt
"Drosophila melanogaster" database is publicly available at https://www.uniprot.org/proteomes/UP000000803
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This study used the fruit fly Drosophila melanogaster. Although Drosophila is an invertebrate species, not covered by the Animal Scientific
Procedures Act, we used the minimum number of animals possible to provide rigorous data (ARRIVE guidelines were followed for the study).
No a priori sample-size calculation was performed, sample size was set according to the reproducibility of each experiment. The maximum
number of replicates were used for each experiment above which additional replicates did not alter the statistical significance.

No data were excluded from the analyses

Each experiment was performed with control and test samples processed simultaneously (under equivalent conditions) and repeated in
tandem to mitigate spurious non-replicable results. On average each unique experiment was repeated using at least 10 independent
biological replicates (where each replicate is tissue obtained from different adult flies) for each experimental group.

All attempts at replication were successful.

Adult flies of the appropriate genotype were randomly selected for analysis

In order to avoid bias, all experiments were conducted single-blind where possible. Experimental data generated by microscopy was blinded
prior to analysis/quantification (each experimental group were given numbers prior to analysis) and then unblinded after data collection to
allow final evaluation.




