
Supplemental Figure. Heatmap of cell types present derived by using deconvolution of bulk 
RNA-sequencing data.CLP, common lymphoid progenitor; CMP, common myeloid progenitor; 
DC, dendritic cells; MSC, mesenchymal stem cell; NK cells, natural killer cells; PPI, proton 
pump inhibitor; Tgd, gamma delta T cells.



Supplemental Table S1. Characteristics of Study Cohort

Overall 
(N = 17)

PPI− 
(n = 7)

PPI+ 
(n = 10)

p Value

Age at endoscopy, y* 14 (12–16) 14 (11–15) 14 (13–16) 0.44

Female† 12 (63) 3 (43) 7 (70) 0.18

White† 17 (89) 7 (100) 8 (80) 0.12

Presenting symptoms†

Abdominal pain 13 (68) 5 (71) 6 (60) 0.41

Dysphagia 3 (16) 1 (14) 2 (20) 0.56

Throat clearing 1 (5) 1 (14) 0 (0) —

Allergic comorbidities†

Food allergies 4 (21) 1 (14) 3 (30) 0.16

Allergic rhinitis 2 (11) 1 (14) 1 (10) 0.22

Asthma 2 (11) 1 (14) 1 (10) 0.22

Eczema 3 (16) 2 (28) 1 (10) 0.12

No. of esophageal biopsies* 3 (2–4) 3 (3–4) 3 (2–4) 0.38

PPIs† Omeprazole 8 (80)

Esomeprazole 1 (10)

Pantoprazole 1 (10)

Duration of PPI,‡ days 53 (3–224)

Dose of PPI,‡ mg/kg/day 0.6 (0.4–0.9)

PPI, proton-pump inhibitor

* Median (IQR).
† n (%).
‡ Median (min–max): The daily dose was identical for the 3 PPIs studied.
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