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Supplementary Material

Supplementary Table S1: miRNA profiles on PBMC of RRMS patients before either CLA or
OCRE treatment (TO in pre-CLA vs pre-OCRE) compared to known literature.

Supplementary Table S2: miRNA profiles on PBMCs post-treatment, T1 (CLA T1vs OCRE T1)
compared to known literature.

Supplementary Figure S1. miRNA profile levels on PBMC in post-treatment groups (T1).

1A) Venn Diagram for the DE miRNAs in pretreatments and post treatments groups, for CLA and
OCRE. 1B) Volcano plot of the CLA T1 vs OCRE T1 miRNAs comparison. DE miRNAs (down-
regulated in green and up-regulated in red) were selected by the R limma tool with thresholds
FDR<0.05 and linear FoldChange >1.5. 1C) DE miRNAs in CLA T1 vs OCRE T1 comparison. Log2
median normalized expression values of DE miRNAs are shown; miRNAs were selected using the
following thresholds: R limma test FDR<0.05 + linear FoldChange >1.5. Boxes correspond to median
+ IQR, black dots are outliers.

Supplementary Figure S2: OCRE-T1 vs pre-OCRE effect on miRNA DE profiles. 2A) Volcano
plot of the OCRE T1 vs pre-OCRE microRNAs comparison. 2B) Multidimensional Scaling of CLA
samples based on the miRNA transcriptome. Each arrow corresponds to a different patient treated with
OCRE and connects the miRNAs profile at TO (light blue dot) to the profile at T1 (dark blue dot).

Supplementary Table S3: Effects of CLA treatment on PBMCs miRNA profiles at T1. Data
comparison to known literature.

Supplementary Table S4: miRNA profile values in different group comparison. Different
comparisons between groups present DE miRNAs which are significantly overexpressed (red),
downregulated (green) or non-significantly deregulated (black). Log2 median normalized expression
values of DE miRNAs are shown; miRNAs were selected using the following thresholds: R limma test
FDR<O0.05 + linear FoldChange >1.5.

Supplementary Table S5: Statistical comparisons between CLA and OCRE treated patients for
demographics and clinical data. Either two-sided Mann-Witney or Fisher’s exact test p-values are
shown where appropriate.

Supplementary Table S6: Pearson’s correlation between miRNAs expression values and
lymphocytes counts. Pre-CLA and pre-OCRE groups are correlated to counts at TO, while CLA T1
and OCRE T1 groups are correlated to counts at T1.

tatistical comparisons between CLA and OCRE treated patients for demographics and clinical
data. Either two-sided Mann-Witney or Fisher’s exact test p-values are shown where appropriate.

Supplementary Figure S3: Correlation between miRNA profiles and clinical data in pre-
treatment groups. 3A) The Pearson correlation index between DE miRNA (selected by the pre-CLA
vs pre-OCRE contrast) and specific clinical variables is shown in case of statistical significance. T1 =
6 months after treatment start. Analyzed clinical variables: presence of urinary symptoms (yes/no,
binary); EDSS score (integer discrete); Frailty Index score; Disease duration in months. Table of



significant correlations. 3B) Scatter plot expression value vs clinical variable for selected correlations
with miRNAs in the different pre-CLA and pre-OCRE groups; the regression line is drawn.

Supplementary Figure S4: Correlation between miRNA profiles and clinical data in post-
treatment groups. 4A) The Pearson correlation index between DE miRNA (CLA T1 vs OCRE T1)
and selected clinical variables is shown in case of statistical significance. T1 = 6 months after treatment
starts. Analyzed clinical variables: presence of urinary symptoms (yes/no, binary); EDSS score (integer
discrete); Frailty Index score; Disease duration in months. Table of significant correlations. 4B) Scatter
plot expression value vs clinical variable for selected correlations with miRNAs in the OCRE T1 and
CLA T1 groups; the regression line is drawn. Scatter plot expression value vs clinical variable for
selected correlations with miRNA in both groups; the regression line is drawn

Supplementary Figure S5: Correlation between miRNA profiles and clinical data in pre and post
CLA treatment. 5A) The Pearson correlation index between DE miRNA (pre- CLA vs CLA T1) and
selected clinical variables is shown in case of statistical significance. T1 = 6 months after treatment
start. Analyzed clinical variables: presence of urinary symptoms (yes/no, binary); EDSS score (integer
discrete); Frailty Index score; Disease duration in months. Table of significant correlations. 5B) Scatter
plot expression value vs clinical variable for selected correlations with miRNA in the pre-CLA and
CLA T1 groups; the regression line is drawn.

Supplementary Figure S6: Boxplots non-normalized and median normalized of Log2
transformed data samples.

Supplementary Figure S7: Venn diagram with numbers of DEGs, vs controls, for pooled pre-
CLA and pre-OCRE groups, compared to pre-CLA and pre-OCRE groups separately analysed.
DE miRNAs were selected by the R limma tool with thresholds FDR<0.05 and linear FoldChange
>1.5.

Supplementary Figure S8: Heat maps of DEGs in different comparisons. The normalised
expression value for each miRNA is mean-centered.
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MiRNA profiles on PBMC of RRMS patients before either CLA or OCRE treatment (TO in

pre-CLA vs pre-OCRE) compared to known literature

MiRNAs Log2FC Previous studies on MS and other neurodegenerative diseases
miR-1260a 1.60
miR-186-5p 1.42 T in MS (Angerstein et al 2012), dysregulated in MS (Keller et al., 2013), T decreased
CXCL13 expression, alleviating neuropathic pain (Jiang et al., 2016)
miR-1260b 1.30 | 1 in Addison’s Disease (Fichna et al., 2021), | in glaucoma (Martinez et al., 2021)
miR-6085 1.27
miR-142-3p 1.09 1 in MS with | IL-1B (De Vito et al., 2021, Mandolesi et al., 2017), T in MS (Arruda et al.,
2014, Ma et al., 2014, Luo et al., 2018)
miR-29b-3p 101 | 1 in RRMS in CD4*T, | after INF-B (Fattahi et al., 2018), | Thi7e IL-17A after IFN-B
treatment, whereas miRNA levels remained constant (Karimi et al., 2021)
miR-29¢-3p 0.96 | in MS (Gandhi etal., 2015), | in GMLS (gray matter lesions in MS) (Tripathi et al.,
2021) | in MS (Hecker et al., 2013)
miR-30c-5p 0.92 1 in MS (both RR and PP) in CSF (Amoruso et al., 2020), |, in CI (cognitive impairment)
vs non-Cl MS patients (Lovera et al., 2020), l PD (Yourefi et al., 2022), J, in SALS (Liguori
et al., 2018)
miR-150-5p 0.92 1 in MS and remains 1 after Natalizumab treatment (Bergman et al., 2016), MiRNA
enriched in microglia controlling synaptic plasticity and cognition (Scaroni et al, 2022)
miR-874-3p 0.90 1 in PD (Chen et al., 2020), T in hippocampal sclerosis (Bencurova et al., 2017), | in AD
(Van den Berg et al., 2019)
miR-155-5p 0.88 1 in MS (Maciak et al., 2021), T in MS (McCoy et al., 2017), | in SPMS targeting SOCS6
in CD4*T (Sanders et al., 2016)
miR-146b-5p 0.86 1 in MS, | after dmf treatment which targets NF-kpB pathway to avoid Th transition
(Giuliani et al., 2021), T in MS correlated with EDSS (Mozo et al., 2022), T in MS (Magheri
et al., 2022)
miR-940 0.86 possible biomarker for AD (Zakeri et al., 2020)
miR-5100 0.80 1 in familial MS different from sporadic MS (Altun et al., 2017, Harirchian et al., 2018), T
in AD (Sun etal., 2021)
miR-29a-3p 0.78 | | in MS (Chenetal. 2018), | in MS (Ghandi etal., 2015) | In RRMS (Dolati et al., 2018)
miR-222-3p 0.73 1 in TSC (Trelinska et al., 2016) T in Huntington Disease (Phanelles et al., 2016), | in PD

(Chen et al., 2018)




miR-30b-5p 0.71 | in RRMS (Groen et al., 2018), biomarker for RRMS, AD and PD (Ebrahimkhani et al.,
2017), l in NMOSD (Neuromyelitis Optica Spectrum disorders) (Chen et al., 2017),
dysregulated in all neurodegenerative diseases (Brennan et al., 2019)
miR-7977 0.70 1 in ALS (Chen et al., 2021) T in CD4*T in Addison's Disease (Fichna et al., 2021)
miR-4286 0.68 T in MS, targets synaptotagmin-7 (syt7) (Fritsche et al., 2019)
miR-664b-3p 067 | 1 in AD (Wen et al., 2022)
miR-342-3p 0.64 1 in RRMS (Dolati et al., 2018), T in ALS (Wen-Lo etal., 2021) | in AD (Chen et al., 2018)
miR-361-3p 0.60 T in AD inhibits $-amyloid (Ji et al., 2019) in mice, | in Huntington disease (Dhawan
2021)
miR-638 -0.91 l in MS (Mandegarfard et al., 2022) | in the skeletal muscle in ALS patients (Menges et al.,
2021)
miR-130a-3p -0.79 1 in MS (Hanselmann et al., 2020), T in TSC (Trelinska et al., 2016), |, in ALS (Liguori et
al, 2018), | in AD (Luetal., 2022) | in Chron's Disease it provokes 1 inflammation
(Pang et al., 2020), l in psoriasis (Huang et al., 2022, Alatas et al., 2020)
miR-151a-5p -0.69 | in MS (white matter lesions) (Hanselmann et al., 2020), T ALS (Dobrowolny et al., 2021)
T in PD (Tong et al., 2022)
miR-126-3p -0.68 | in MS after Natalizumab treatment (Mancuso et al., 2022, Meira et al., 2014)
miR-151a-3p -0.68 | in MS (Keller et al., 2013), 1 in ischemic stroke (Sorensen et al., 2014), Tautism
spectrum disorder (Asfar et al., 2019)
miR-199a-3p -0.64 | serum MS vs HC | remitting vs relapsing (Regev et al., 2018), it promotes ERK-

mediated IL-10 production in systemic lupus erythematosus (Su et al., 2019)
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Supplementary Table S2

MiRNA profiles on PBMCs post-treatment, T1 (CLA T1 vs OCRE T1) compared to known
literature

MiRNAs LogzF Previous studies on MS and other neurodegenerative diseases

miR-4530 -0.90 | [in ALS (Taguchi et al., 2018), dysregulated in ALS (Kmetzsch et al.,2022)

miR-4507 -0.86 | | in ALS (Katsu et al., 2019)

miR-4443 -0.85 | 1in PD (salemi et al., 2021), dysregulated in ALS (Wen Lo etal., 2021), It
induces CD4" dysfunction (Qi et al, 2017; Li et al, 2020)

miR-6780b- | -0.83

op
miR-6763- -0.83
op
miR-6740- -0.81 | 1 in Ossessive-Compulsive Disorder (ydin et al., 2022)
5p
miR-1268b -0.79 | 1 in psoriasis (Solvin et al., 2021), biomarker of ischemic stroke (Deng et

al., 2022)
miR-4442 -0.76 | | inidiopathic inflammatory myopathy (I11M) (Chen et al., 2018)

miR-4713- -0.71

3p
miR-1202 -0.68 | 1 in hippocampal sclerosis (Gattas et al., 2022), T glutamate receptor-4
(GRM4) in major depression state (MD) (wang et al., 2021, Chakraborty et al.,
2019)

miR-6165 -0.63 | biomarker of Moyamoya Disease (MMD) (wang et al., 2021), 1 in
apoptotic role provoked by p75NTR (Shi et al., 2015)

miR-6131 -0.61 | 1in AD (Luetal., 2021)




Supplementary Table S3

Effects of CLA treatment on PBMCs miRNA profiles at T1. Data comparison to known

literature
mIiRNAS LogzF Previous studies on MS and other neurodegenerative diseases
C
miR-151a-3p | 0.76 | | in MS (Keller etal., 2013), 1 in ischemic stroke (Sorensen et al., 2014), 1 Autism
miR-130a-3p | 0.78 | 1 in MS (Hanselmann et al., 2020), T in TSC (Trelinska et al., 2016), | in ALS
(Liguori et al., 2018), | in AD (Luetal,, 2022) | in Chron's Disease it provokes 1
inflammation (Pang et al., 2020), | in psoriasis (Huang et al., 2022, Alatas et al., 2020)
miR-126-3p | 0.81 | | in MS after Natalizumab treatment (Mancuso et al., 2022, Meira et al., 2014)
miR-151a-5p | 0.63 | | in MS (white matter lesions) (Hanselmann et al., 2020), T ALS (Dobrowolny et
al., 2021) 17 in PD (Tong et al., 2022)
miR-151b 0.60 | | in SALS (Liguori et al., 2018)
miR-326 0.85 | 1 MS active lesions | after Natalizumab treatment (Gallardo Perez et al.,
2022), 1 in RRMS, involved in Th17 maturation and differentiation (Azimi
etal., 2019), T inflammation (IFN-vy, IL-17) (Fattahi et al., 2019, Karimi et al., 2020)
mMiR-584-5p | 0.96 | dysregulated in MS (Angersten et al., 2012), dysregulated in pediatric Epilepsy
(Gu et al., 2020), 1 in IV lupus nephritis (Quiroz et al., 2017)
miR-199a-3p | 0.66 | | serum MS vs HC | remitting vs relapsing (Regev et al., 2018) it promotes
ERK-mediated IL-10 production in systemic lupus erythematosus (Su et
al., 2019)
miR-23b-3p | 0.64 | 1 in remitting MS (Baulina et al., 2018), 1 keeps Th/Treg balanced in
intracranial aneurysm (Sun et al., 2020)
miR-221-3p | 0.69 | 7 in MS and targets immunological, autophagic and ATPases
components (Liguori et al., 2017), biomarker in PD (Schultz et al., 2019)
MiR-27b-3p | 0.60 | 1 in MS (Dolati et al., 2018), T in MS (Hanselmann et al., 2022) | in MS, it
generally keeps the BBB less permeable targeting Clandin-5 in the
WNT/B-catenin pathway (Harati et al., 2022)
mMiR-199a-5p | 0.77 | | in remitting phase in CD+T cells (Ghadiri et al., 2018), | in MS (Luo etal.,
2018)
miR-486-5p | 0.76 | | in MS (Manna et al., 2018), dysregulated in MS (Martinez et al., 2022, Regev
et al., 2018)
miR-148b- 0.60 | | in MS (Liguori etal., 2018), it is @ MS biomarker targeting ECMR, PI3K-
3p Akt, TGFp (Prabahar etal., 2022)
miR-150-5p | -0.62 | 1 in MS and remains 1 after Natalizumab treatment (Bergman et al., 2016),
miR enriched in microglia controlling synaptic plasticity and cognition
(Scaroni et al, 2022)
miR-197-5p | -0.63 | | in MS in T-cells and targets TNFSF14 (Jernas et al., 2013), dysregulated in

Autism (Kichukova et al., 2021), 1 in TLE (Yakovleva et al., 2022)
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mMiR-29¢-3p | -0.63 | | in MS (Gandhi etal., 2015), | in GMLS (gray matter lesions in MS) (Tripathi
etal, 2021) | in MS (Hecker et al., 2013)
mMiR-342-5p | -0.58 | 1 in RRMS (Maetal., 2014), T in MS (Gandhi et al., 2015, Hecker et al., 2013), It
regulates Neural Stem Cell Differentiation (Gao et al, 2017). It is required
for TNFa microglia activation (Bras et al, 2020)
miR-4443 -0.60 | 7 in PD (Salemi et al., 2021), dysregulated in ALS (Wen Lo et al., 2021), It
induces CD4+ dysfunction (Qi et al, 2017; Li et al, 2020)
miR-4505 -0.64 | 1 in ALS (Freischmidt et al., 2014)
miR-4507 -0.61 | | in ALS (Katsu et al., 2019)
miR- 8069 -0.59




Supplementary Table S4

CLAT1lvspre-CLA |pre-CLAvs HC| CLAT1vsHC pre-CLA vs pre-OCRE

miRNAs Log,FC Log,FC Log,FC Log,FC
miR-584-5p 0.856 -0.953 -0.053 -0.544
miR-130a-3p | 0.817 -1.090 -0.232 -0.795
miR-126-3p 0.802 -1.151 -0.330 -0.678
miR-199a-5p | 0.783 -0.838 -0.057 -0.187
miR-486-5p 0.748 -0.777 -0.006 -0.688
miR-199a-3p | 0.746 -1.135 -0.383 -0.642
miR-151a-3p 0.740 -1.192 -0.434 -0.676
miR-326 0.726 -0.221 0.537 -0.238
miR-221-3p 0.700 -0.714 0.001 -0.332
miR-151a-5p | 0.668 -0.906 -0.218 -0.694
miR-23b-3p 0.656 -0.638 0.036 -0.506
miR-148b-3p | 0.615 -0.244 0.365 -0.215
miR-27b-3p 0.608 -0.770 -0.161 -0.420
miR-151b 0.603 -0.681 -0.068 -0.554
miR-652-3p 0.536 -0.366 0.171 -0.400
miR-22-3p 0.503 -0.727 -0.224 -0.468
miR-324-5p 0.495 -0.413 0.083 -0.478
miR-185-5p 0.468 -0.612 -0.144 -0.313
miR-24-3p 0.335 -0.368 -0.033 -0.180
miR-17-5p 0.307 -0.391 -0.084 -0.125
miR-376¢-3p 0.258 -1.401 -1.144 -0.680
miR-376a-3p 0.208 -1.181 -0.973 -0.403
miR-197-3p -0.022 0.648 0.625 0.227
let-7c-5p -0.033 0.466 0.433 0.195
miR-181b-5p | -0.153 0.619 0.466 0.254
miR-186-5p -0.203 0.830 0.628 1.416
miR-6826-5p | -0.209 -0.393 -0.602 -0.381
miR-5100 -0.292 0.950 0.658 0.799
miR-6165 -0.304 -0.571 -0.876 -0.372
miR-1268b -0.307 -0.773 -1.079 -0.441
miR-1260a -0.326 1.628 1.302 1.599
miR-1202 -0.335 -0.634 -0.968 -0.375
miR-4281 -0.341 -0.386 -0.728 -0.081
miR-1260b -0.360 1.232 0.871 1.303
miR-6763-5p -0.361 -0.522 -0.883 -0.416
miR-1207-5p | -0.371 -0.390 -0.761 -0.130
miR-874-3p -0.382 0.684 0.303 0.895
miR-940 -0.422 1.290 0.867 0.856
miR-3162-5p | -0.429 -0.247 -0.676 -0.124
miR-6740-5p | -0.476 -0.618 -1.093 -0.495
miR-6717-5p -0.477 -0.574 -1.051 -0.337
miR-3198 -0.479 -0.742 -1.221 -0.293
miR-4713-3p | -0.479 -0.291 -0.771 -0.349
miR-6879-5p | -0.486 -0.138 -0.625 -0.209
miR-6127 -0.495 -0.325 -0.820 -0.137
miR-6131 -0.504 -0.425 -0.929 -0.271
miR-4442 -0.514 -0.375 -0.889 -0.208
miR-638 -0.539 -0.856 -1.395 -0.908
miR-29b-3p -0.568 0.743 0.175 1.009
miR-6780b-5p | -0.579 -0.321 -0.901 -0.330
miR-342-5p -0.586 0.319 -0.256 0.422
miR-8069 -0.598 0.287 -0.306 0.562
miR-4443 -0.609 0.124 -0.468 -0.292
miR-4507 -0.618 0.004 -0.591 -0.079
miR-150-5p -0.626 0.525 -0.111 0.920
miR-29¢-3p -0.630 0.549 -0.089 0.962
miR-4505 -0.641 0.103 -0.523 0.257
miR-197-5p -0.667 -0.027 -0.712 0.212
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Disease . New n. of
Duration Previous lesions GD+ relapses in
Age Sex EDSS TO EDSS T1 FITO FIT1 " P
atT1 Thera T0 Enhacing | the last 6
(years) Py Lesions TO| month
LA:
¢ 39.0+75 56+6.9 1.5+1.1 1.5+1.2 (0.11+0.06(0.11 £ 0.06
Mean +- SD
OCRE:
40.5+104 88+9.1 26+1.8 2.2+1.8 |0.11+0.07|0.11 £ 0.07
Mean +- SD
M-W test,
two-sided, 0.757 0.194 0.052 0.407 0.912 0.889
CLA vs OCRE
Fisher's test,
two-sided, 1.000 0.241 1.000 0.241 1.000
CLA vs OCRE
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Supplementary Table S6

pre-CLA

CLAT1

pre-OCRE OCRET1

hsa-let-7a-5p
hsa-let-7b-5p
hsa-let-7c-5p
hsa-let-7d-5p
hsa-let-7e-5p
hsa-let-7f-5p
hsa-let-7g-5p
hsa-let-7i-5p
hsa-miR-101-3p
hsa-miR-103a-3p
hsa-miR-106b-5p
hsa-miR-107
hsa-miR-1202
hsa-miR-1207-5p
hsa-miR-1225-5p
hsa-miR-1246
hsa-miR-1249-3p
hsa-miR-125a-5p

White_cells

Neutrophils [Lymphocytes

hsa-miR-125b5p | -0.504 | -0.488

hsa-miR-126-3p
hsa-miR-1260a

hsa-miR-1260b

hsa-miR-1268b

hsa-miR-1273g-3p
hsa-miR-128-3p
hsa-miR-130a-3p
hsa-miR-130b-3p
hsa-miR-140-3p
hsa-miR-140-5p
hsa-miR-142-3p
hsa-miR-142-5p
hsa-miR-146a-5p
hsa-miR-146b-5p
hsa-miR-148a-3p
hsa-miR-148b-3p
hsa-miR-150-5p
hsa-miR-151a-3p
hsa-| 151a-5p
hsa-miR-151b

hsa-miR-155-5p
hsa-miR-15a-5p
hsa-miR-15b-5p
hsa-miR-16-5p

hsa-miR-17-5p
hsa-miR-181a-5p
hsa-miR-181b-5p
hsa-miR-185-5p
hsa-miR-186-5p
hsa-miR-18a-5p
hsa-i 18b-5p
hsa-miR-192-5p
hsa-miR-197-3p
hsa-miR-197-5p
hsa-miR-1973
hsa-miR-199a-3p
hsa-|
hsa-miR-19a-3p
hsa-miR-19b-3p
hsa-miR-200c-3p
hsa-miR-20a-3p
hsa-miR-20a-5p
hsa-miR-20b-5p
hsa-miR-21-5p
hsa-miR-22-3p
hsa-miR-221-3p
hsa-miR-222-3p
hsa-miR-223-3p
hsa-miR-223-5p

White_cells |Neutrophils |Lymphocytes | |White_cells Neutrophils [Lymphocytes

-0.402 -0.397
-0.459
-0.645 -0.706
-0.660 -0.784
-0.640 -0.800
-0.342
-0.615 -0.726
-0.336 -0.484
-0.440 -0.590
-0.319 -0.561
-0.618
-0.358
-0.772 -0.874
-0.398
-0.350
-0.385
-0.628 -0.749
-0.327 -0.338
-0.327
-0.452 -0.355
-0.386
-0.406
-0.318 -0.374
-0.325 -0.397
-0.478 -0.646
-0.689 -0.793
-0.496 -0.448
-0.336

White_cells [Neutrophils [Lymphocytes

-0.310

-0.615

-0.310

-0.516
-0.383

-0.495
-0.376

-0.357

-0.340

-0.308

-0.472

-0.498
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hsa-miR-23a-3p
hsa-miR-23b-3p
hsa-miR-24-3p
hsa-miR-25-3p
hsa-miR-26a-5p
hsa-miR-26b-5p
hsa-miR-27a-3p
hsa-miR-27b-3p
hsa-miR-28-5p
hsa-miR-2861
hsa-miR-29a-3p
hsa-miR-29b-3p
hsa-miR-29¢-3p
hsa-miR-301a-3p
hsa-miR-30b-5p

-0.385 -0.307

hsa-miR-30c-5p
hsa-miR-30d-5p
hsa-miR-30e-3p
hsa-miR-30e-5p
hsa-miR-3162-5p
hsa-miR-3195
hsa-miR-3196
hsa-miR-3198
hsa-miR-320a
hsa-miR-320b
hsa-miR-320c
hsa-miR-320d
hsa-miR-320e
hsa-miR-324-3p
hsa-miR-324-5p
hsa-miR-326
hsa-miR-331-3p
hsa-miR-335-5p

-0.525 -0.486

hsa-miR-338-3p
hsa-miR-340-3p
hsa-miR-340-5p
hsa-miR-342-3p
hsa-miR-342-5p
hsa-miR-361-3p
hsa-miR-361-5p
hsa-miR-362-5p
hsa-miR-363-3p
hsa-miR-3651
hsa-miR-3653-3p
hsa-miR-3656
hsa-miR-3665
hsa-miR-374a-5p
hsa-miR-374b-5p
hsa-miR-376a-3p
hsa-miR-376¢-3p
hsa-miR-378a-3p
hsa-miR-378d
hsa-miR-378i
hsa-miR-3960
hsa-miR-423-3p
hsa-miR-423-5p
hsa-miR-424-5p
hsa-miR-425-5p
hsa-miR-4281
hsa-miR-4284
hsa-miR-4286
hsa-miR-4291
hsa-miR-4299
hsa-miR-4306
hsa-miR-4323
hsa-miR-4442
hsa-miR-4443
hsa-miR-4459
hsa-miR-4466

Supplementary Material

-0.348
-0.522 -0.618
-0.511 -0.713
-0.318
-0.377
-0.306
-0.347
-0.362
-0.325
-0.331
-0.370
-0.313
-0.341
-0.412 -0.380
-0.468 -0.461
-0.506 -0.367
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hsa-miR-4485-3p
hsa-miR-4485-5p
hsa-miR-4505
hsa-miR-4507
hsa-miR-4516

hsa-miR-451a
hsa-miR-4530
454-3p
4665-3p
4687-3p
4713-3p
hsa-miR-4739
hsa-miR-484
hsa-miR-486-5p
hsa-miR-487b-3p
hsa-| 494-3p
hsa-miR-5100

hsa-miR-6087
hsa-miR-6088
hsa-miR-6089
hsa-miR-6090
hsa-miR-6125
hsa-miR-6126
hsa-miR-6127
hsa-miR-6131
hsa-miR-6165
hsa-miR-625-5p
hsa-miR-638
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7641
hsa-miR-766-3p
hsa-miR-7704
hsa-miR-7975

hsa-miR-940
hsa-miR-98-5p
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