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Supplementary Figure S5. RTqPCR analysis of cell lines. RTqPCR analysis of MYC, MYB,
CCNE1, CCNE2, BRD4, MYCN and WEE1 expression in MCF7 LTED and T47D LTED and
their respective palbociclib resistant lines (n=2 biological replicates, n=3 technical replicates,
+SEM per cell line; two-tailed, unpaired t-test). Assays IDs: B2M, Hs00187842_m1; BRDA4,
Hs04188087_m1; CCNE1, Hs01026536_m1; CCNE2, Hs00180319_m1; MCL1,
Hs00766187_m1; MYB, Hs00920556_m1; MYC, Hs00153408_m1; MYCN, Hs00232074_m1;
WEE1, Hs00268721_m1.



