
Supplemental Figure S1. The frog sperm genome is organized without 
TADs and corner peaks. 
(A) Confocal microscopy of frog sperm and de-membranated frog 

sperm as used for Hi-C analysis. Nuclei were stained with Hoechst 
to visualize DNA and Nile red to visualize the nuclear membrane 

(B) TAD size distribution for frog sperm and frog XL-177 cells 
(C) Aggregate contact frequencies (coverage and distance corrected) 

around the 372 250-350 kb long TADs called in XL-177 cells, for the 
same samples as in (B) 

(D) Corner peak size distribution for the same samples as in (B) 
(E) Aggregate contact frequencies (coverage and distance corrected) 

around the 479 250-350 kb long corner peaks called in XL-177 
cells, for the same samples as in (B)
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Figure: Loops in xenopus sperm.
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Figure. Loops in xenopus sperm.
a) Hi-C matrices for xenopus samples in the chr1S:96-106Mb region, at 25 kb resolution. Loops called using Juicer tools v22.01
are shown on the upper triangle for each condition. Balanced matrices are shown, using Juicebox.
b) Number of loops called for the samples in a).
c) Loop length distribution for the samples in a).
d) 
e) Aggregate contact frequencies around the 479 250-350 kb long loops and 109 550-650kb long loops called in
XL177 sample, for the samples in a) (top: coverage-corrected, bottom: coverage-and-distance-corrected).
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Figure. Loops in xenopus sperm.
a) Hi-C matrices for xenopus samples in the chr1S:96-106Mb region, at 25 kb resolution. Loops called using Juicer tools v22.01
are shown on the upper triangle for each condition. Balanced matrices are shown, using Juicebox.
b) Number of loops called for the samples in a).
c) Loop length distribution for the samples in a).
d) 
e) Aggregate contact frequencies around the 479 250-350 kb long loops and 109 550-650kb long loops called in
XL177 sample, for the samples in a) (top: coverage-corrected, bottom: coverage-and-distance-corrected).

XEE 140min

c

XEE+CTCF 140min XL177

sperm dem. sperm XEE
60min

XEE
140min

XEE+CTCF
140min XL177

250-350kb loops

550-650kb loops

0.
0

2.
5

5.
0

7.
5

10
.0

sp
er

m
−m

em

sp
er

m
−d

em
em

XE
E−

60
m

in

XE
E−

14
0m

in

XE
E−

14
0m

in
−C

TC
F

XL
17

7

sample

lo
op

 s
iz

e 
(M

b) sample
sperm−mem
sperm−demem
XEE−60min
XEE−140min
XEE−140min−CTCF
XL177

0
5

10
15

20
25

30

sp
er

m
−m

em

sp
er

m
−d

em
em

XE
E−

60
m

in

XE
E−

14
0m

in

XE
E−

14
0m

in
−C

TC
F

XL
17

7

lo
op

 s
iz

e 
(M

b)

sp
er

m
−m

em

sp
er

m
−d

em
em

XE
E−

60
m

in

XE
E−

14
0m

in

XE
E−

14
0m

in
−C

TC
F

XL
17

7

0

1

2

3

4

5

6

nu
m

be
r o

f l
oo

ps
 (1

00
0x

)

2L

2L

71
,0

00
 K

B
72

,0
00

 K
B

73
,0

00
 K

B
74

,0
00

 K
B

75
,0

00
 K

B
76

,0
00

 K
B

77
,0

00
 K

B

71,000 KB 72,000 KB 73,000 KB 74,000 KB 75,000 KB 76,000 KB 77,000 KB

2L

2L

71
,0

00
 K

B
72

,0
00

 K
B

73
,0

00
 K

B
74

,0
00

 K
B

75
,0

00
 K

B
76

,0
00

 K
B

77
,0

00
 K

B

71,000 KB 72,000 KB 73,000 KB 74,000 KB 75,000 KB 76,000 KB 77,000 KB

2L

2L
71

,0
00

 K
B

72
,0

00
 K

B
73

,0
00

 K
B

74
,0

00
 K

B
75

,0
00

 K
B

76
,0

00
 K

B
77

,0
00

 K
B

71,000 KB 72,000 KB 73,000 KB 74,000 KB 75,000 KB 76,000 KB 77,000 KB

2L

2L

71
,0

00
 K

B
72

,0
00

 K
B

73
,0

00
 K

B
74

,0
00

 K
B

75
,0

00
 K

B
76

,0
00

 K
B

77
,0

00
 K

B

71,000 KB 72,000 KB 73,000 KB 74,000 KB 75,000 KB 76,000 KB 77,000 KB

2L

2L

71
,0

00
 K

B
72

,0
00

 K
B

73
,0

00
 K

B
74

,0
00

 K
B

75
,0

00
 K

B
76

,0
00

 K
B

77
,0

00
 K

B

71,000 KB 72,000 KB 73,000 KB 74,000 KB 75,000 KB 76,000 KB 77,000 KB

2L

2L

71
,0

00
 K

B
72

,0
00

 K
B

73
,0

00
 K

B
74

,0
00

 K
B

75
,0

00
 K

B
76

,0
00

 K
B

77
,0

00
 K

B

71,000 KB 72,000 KB 73,000 KB 74,000 KB 75,000 KB 76,000 KB 77,000 KB

-300kb

-150kb

0

+150kb

+300kb

-300kb -150kb 0 +150kb +300kbxenopus-sperm-mem
-300kb

-150kb

0

+150kb

+300kb

-300kb -150kb 0 +150kb +300kbxenopus-sperm-demem
-300kb

-150kb

0

+150kb

+300kb

-300kb -150kb 0 +150kb +300kbXEE60min
-300kb

-150kb

0

+150kb

+300kb

-300kb -150kb 0 +150kb +300kbXEE-140min
-300kb

-150kb

0

+150kb

+300kb

-300kb -150kb 0 +150kb +300kbXEE-140min-CTCF
-300kb

-150kb

0

+150kb

+300kb

-300kb -150kb 0 +150kb +300kbXL177

0 3

-300kb

-150kb

0

+150kb

+300kb

-300kb -150kb 0 +150kb +300kb
-300kb

-150kb

0

+150kb

+300kb

-300kb -150kb 0 +150kb +300kbxenopus-sperm-demem
-300kb

-150kb

0

+150kb

+300kb

-300kb -150kb 0 +150kb +300kbXEE60min
-300kb

-150kb

0

+150kb

+300kb

-300kb -150kb 0 +150kb +300kbXEE-140min
-300kb

-150kb

0

+150kb

+300kb

-300kb -150kb 0 +150kb +300kbXEE-140min-CTCF
-300kb

-150kb

0

+150kb

+300kb

-300kb -150kb 0 +150kb +300kb

-0.005 0.005
log2 enrichment

-450kb

-225kb

0

+225kb

+450kb

-450kb -225kb 0 +225kb +450kbxenopus-sperm-mem
-450kb

-225kb

0

+225kb

+450kb

-450kb -225kb 0 +225kb +450kbxenopus-sperm-demem
-450kb

-225kb

0

+225kb

+450kb

-450kb -225kb 0 +225kb +450kbXEE60min
-450kb

-225kb

0

+225kb

+450kb

-450kb -225kb 0 +225kb +450kbXEE-140min
-450kb

-225kb

0

+225kb

+450kb

-450kb -225kb 0 +225kb +450kbXEE-140min-CTCF
-450kb

-225kb

0

+225kb

+450kb

-450kb -225kb 0 +225kb +450kbXL177

0 3
corrected count

-450kb

-225kb

0

+225kb

+450kb

-450kb -225kb 0 +225kb +450kbxenopus-sperm-mem
-450kb

-225kb

0

+225kb

+450kb

-450kb -225kb 0 +225kb +450kbxenopus-sperm-demem
-450kb

-225kb

0

+225kb

+450kb

-450kb -225kb 0 +225kb +450kbXEE60min
-450kb

-225kb

0

+225kb

+450kb

-450kb -225kb 0 +225kb +450kbXEE-140min
-450kb

-225kb

0

+225kb

+450kb

-450kb -225kb 0 +225kb +450kbXEE-140min-CTCF
-450kb

-225kb

0

+225kb

+450kb

-450kb -225kb 0 +225kb +450kbXL177

-0.01 0.01
log2 enrichment

b d

e

a
Figure: Loops in xenopus sperm.

sperm dem. sperm XEE 60min

Figure. Loops in xenopus sperm.
a) Hi-C matrices for xenopus samples in the chr1S:96-106Mb region, at 25 kb resolution. Loops called using Juicer tools v22.01
are shown on the upper triangle for each condition. Balanced matrices are shown, using Juicebox.
b) Number of loops called for the samples in a).
c) Loop length distribution for the samples in a).
d) 
e) Aggregate contact frequencies around the 479 250-350 kb long loops and 109 550-650kb long loops called in
XL177 sample, for the samples in a) (top: coverage-corrected, bottom: coverage-and-distance-corrected).
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Figure: Loops in xenopus sperm.

sperm dem. sperm XEE 60min

Figure. Loops in xenopus sperm.
a) Hi-C matrices for xenopus samples in the chr1S:96-106Mb region, at 25 kb resolution. Loops called using Juicer tools v22.01
are shown on the upper triangle for each condition. Balanced matrices are shown, using Juicebox.
b) Number of loops called for the samples in a).
c) Loop length distribution for the samples in a).
d) 
e) Aggregate contact frequencies around the 479 250-350 kb long loops and 109 550-650kb long loops called in
XL177 sample, for the samples in a) (top: coverage-corrected, bottom: coverage-and-distance-corrected).
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Figure: TADs in xenopus sperm.

sperm dem. sperm XEE 60min

Figure. TADs in xenopus sperm.
a) Hi-C matrices for xenopus samples in the chr1S:96-106Mb region, at 25 kb resolution. TADs called using HOMER
are shown on the upper triangle for each condition. Balanced matrices are shown, using Juicebox.
b) Number of TADs called for the samples in a).
c) TAD length distribution for the samples in a).
d) The insulation score profile around TAD boundaries called in the XL177 sample, for the same samples as in a).
e) Aggregate contact frequencies around the 372 250-350 kb long TADs and 135 550-650kb long TADs called in
XL177 sample, for the samples in a) (top: coverage-corrected, bottom: coverage-and-distance-corrected).
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Figure: TADs in xenopus sperm.
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Figure. TADs in xenopus sperm.
a) Hi-C matrices for xenopus samples in the chr1S:96-106Mb region, at 25 kb resolution. TADs called using HOMER
are shown on the upper triangle for each condition. Balanced matrices are shown, using Juicebox.
b) Number of TADs called for the samples in a).
c) TAD length distribution for the samples in a).
d) The insulation score profile around TAD boundaries called in the XL177 sample, for the same samples as in a).
e) Aggregate contact frequencies around the 372 250-350 kb long TADs and 135 550-650kb long TADs called in
XL177 sample, for the samples in a) (top: coverage-corrected, bottom: coverage-and-distance-corrected).
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Figure: TADs in xenopus sperm.
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Figure. TADs in xenopus sperm.
a) Hi-C matrices for xenopus samples in the chr1S:96-106Mb region, at 25 kb resolution. TADs called using HOMER
are shown on the upper triangle for each condition. Balanced matrices are shown, using Juicebox.
b) Number of TADs called for the samples in a).
c) TAD length distribution for the samples in a).
d) The insulation score profile around TAD boundaries called in the XL177 sample, for the same samples as in a).
e) Aggregate contact frequencies around the 372 250-350 kb long TADs and 135 550-650kb long TADs called in
XL177 sample, for the samples in a) (top: coverage-corrected, bottom: coverage-and-distance-corrected).
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