Supplementary information

Supplementary Table S1. The primer sequences (5°-3’) used in this study for gqRT-PCR
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Supplementary Table S2. Differentially expressed genes (59) in the liver of HFA-fed mice

compared to HF-fed mice.

ID Symbol Expr Log Ratio Expr P-value Expr False Discovery
Rate (q-value)
ENSMUSG00000053168 = 9030619P08Rik 1.050132497 2.11E-05 9.93E-03
ENSMUSG00000040584 = ABCB1 1.966583642 8.74E-05 2.92E-02
ENSMUSG00000055782 = ABCD2 -1.708393761 8.21E-13 1.90E-08
ENSMUSG00000024254 = ABCG8 1.070794203 5.15E-05 1.86E-02
ENSMUSG00000069170 = ADGRV1 2.268584488 3.60E-05 1.41E-02
ENSMUSG00000024411 = AQP4 1.5635961108 1.41E-05 7.26E-03
ENSMUSG00000074794 ARRDC3 1.103159466 8.31E-05 2.82E-02
ENSMUSG00000022508 BCL6 1.864520818 1.45E-07 2.79E-04
ENSMUSG00000015854 = CD5L -1.341182353 1.91E-07 3.16E-04
ENSMUSG00000061825 Ces2c 1.096634714 2.66E-07 3.42E-04
ENSMUSG00000001128 = CFP -1.19413972 8.52E-06 5.27E-03
ENSMUSG00000030364 = Clec2e/Clec2h 1.749863847 3.52E-08 9.82E-05
ENSMUSG00000023349 = CLEC6A -1.093727114 4.99E-06 3.60E-03
ENSMUSG00000032310 CYP1A2 1.327416164 1.55E-04 4.22E-02
ENSMUSG00000030483 CYP2B6 3.876652384 2.82E-05 1.25E-02
ENSMUSG00000096852 @ Cyp2d9  (includes @ 1.846693101 7.70E-06 5.08E-03
others)
ENSMUSG00000061292 = Cyp3a25 (includes @ 1.066023232 2.46E-07 3.42E-04

others)
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Uncropped western blots used in Figure 3d
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Uncropped western blots used in Figure 3d
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