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SUPPLEMENTAL INFORMATION

Additional resources

More information about the I-SPY 2 platform trial (NCT01042379) and associated resources can be found
at https://clinicaltrials.gov/ct2/show/NCT01042379, https://www.ispytrials.org/i-spy-platform/i-
spy2 and https://ispypatient.org.
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Figure S1. Dot plots of Protein/phosphoprotein expression/activation levels associated with HR/HER2 subtype and
pCR. related to Figure 3. Dot plots of A) HR+HER2- subtype, B) Triple negative (TN) subtype, C) HR+HER2+
subtype and D) HR-HER2+ subtype.
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Figure S2. Treatment arm, HR/HER2 subgroup distribution and pCR rates for the 11 protein/phosphoprotein-driven
cluster signatures identified, related to Figure 4. Donut plots of treatment arm composition (left), HR/HER2 subtype
composition (middle) and pCR rates for each of the therapeutic arms (right) are shown.



Ctr 91 78 15 10 194

N 16 31 36 22 105

VC 28 35 0 0 63
AMG386 58 52 14 4 128
MK2206 27 29 14 17 87
Pertuzumab 0 0 29 14 43
TDM1/P 0 0 34 15 49
PD1-inh 40 27 0 0 67
Total 260 252 142 82 736

Table S1. Patient distribution between arms and HR/HER2 subtypes in the RPPA dataset, related to Figure 1.



