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Supplementary data 

Supplementary Table 1: Genera detected in negative extraction controls (EC1-9) and negative PCR (no template) controls (NTC1-5). Values are read numbers. 

Genus EC1 EC2 EC3 EC4 EC5 EC6 EC7 EC8 EC9 NTC1 NTC2 NTC3 NTC4 NTC5 
Acinetobacter 1 8 8 0 2 2 0 9 4 5 2 2 1 1 
Azomonas 0 0 0 0 1 0 0 0 0 0 1 0 0 0 
Bacillus 0 14 1 0 0 0 0 0 0 2 1 0 0 0 
Blastococcus 0 0 0 0 2156 0 0 0 0 0 0 0 0 0 
Bradyrhizobium 0 1 1 0 0 0 0 0 0 1 0 2 0 0 
Caldimonas 0 0 1 0 0 0 0 0 0 0 0 0 0 0 
Chryseobacterium 0 0 4 0 1 1 0 0 0 6 2 0 0 0 
Corynebacterium 0 0 3 1 2 1 0 0 0 3 0 0 0 0 
Curvibacter 0 0 2763 1 0 476 0 0 0 0 0 0 0 0 
Cutibacterium 0 0 4 0 0 0 0 0 2 3 0 1 6 0 
Delftia 0 0 0 0 0 0 101 0 0 0 0 0 0 0 
Enhydrobacter 0 8 54 2855 17 20 0 0 0 55 19 21 0 0 
Enterobacter 1 0 3 0 2 8 0 30 0 461 0 0 14 1 
Gemella 0 2 2 0 0 1 0 1 0 8 0 0 0 0 
Granulicoccus 0 0 0 0 0 0 0 0 0 1 0 0 0 0 
Ideonella 0 0 4600 0 0 0 0 0 0 0 0 0 0 0 
Lactobacillus 0 0 0 0 0 0 0 0 0 2 0 1 0 0 
Lawsonella 0 0 0 33 0 0 0 0 0 0 0 0 0 0 
Methylarcula 0 0 0 0 0 0 0 0 0 0 0 1 0 0 
Methylobacterium-Methylorubrum 0 0 0 0 0 20 0 0 0 0 0 0 0 0 
Pantoea 4 0 0 0 2 3 0 0 1 0 0 0 0 0 
Planifilum 0 1 0 0 0 0 0 0 0 0 0 0 0 0 
Propioniferax 0 0 0 0 0 0 0 0 0 4 0 0 0 0 
Pseudarthrobacter 0 0 0 1 0 0 0 0 0 0 0 0 0 0 



Pseudomonas 3 0 17 0 8 7 0 2 5 24 7 3 4 0 
Ralstonia 0 37 1 0 0 0 0 0 0 0 0 0 0 0 
Serratia 0 0 1 0 0 0 0 0 0 0 0 0 0 0 
Skermanella 0 0 0 0 0 0 0 0 0 1 0 0 0 0 
SN8 0 1 0 2 1 0 0 0 0 0 0 0 1 0 
Sphingomonas 0 1 0 0 0 0 0 0 0 0 0 0 0 0 
Staphylococcus 0 302 86 92 17 17 0 32 41 110 25 42 39 3 
Stenotrophomonas 0 124 14 2 6 5 0 1 0 17 15 22 0 0 
Streptococcus 0 380 19 3 1 1 0 1 1 62 16 0 0 0 
Thermoactinomyces 0 0 0 213 0 0 0 0 0 0 0 0 0 0 
Unclassified Bacillaceae 0 2 0 1 2 0 0 1 1 6 1 1 1 0 
Unclassified Comamonadaceae 0 6194 17 0 0 0 0 0 0 0 0 2 0 0 
Unclassified Enterobacteriaceae 1 0 3 0 2 2 0 7 3 13 1 0 3 0 
Unclassified Erwiniaceae 0 0 0 0 0 1 0 0 0 0 0 0 0 0 
Unclassified Micrococcaceae 0 0 0 1 0 0 0 0 0 0 0 0 0 0 
Unclassified Moraxellaceae 0 0 1 0 0 1 0 0 1 0 0 1 1 0 
Unclassified Propionibacteriaceae 0 0 0 0 0 0 0 0 0 1107 0 0 0 0 
Unclassified Pseudomonadaceae 0 0 1 1 1 2 0 0 0 0 3 0 1 0 
Unclassified Rhizobiaceae 0 0 0 0 0 0 0 0 0 1 0 0 0 0 
Unclassified Staphylococcaceae 0 0 0 0 0 0 0 0 0 1 0 1 0 0 
Unclassified Streptococcaceae 0 0 0 0 0 1 0 0 0 0 0 0 0 0 
Unclassified Weeksellaceae 0 0 0 1 0 1 0 0 0 1 0 0 0 0 
Unclassified Xanthobacteraceae 0 0 0 0 0 0 0 0 0 0 0 0 1 0 
Unclassified Xanthomonadaceae 0 0 0 0 0 0 0 0 0 0 1 0 0 0 
Yokenella 0 0 0 0 0 0 0 0 0 2 0 0 0 0 

 



Supplementary Table 2: Comparison of bacterial titers in recolonized Holder pasteurized and 
recolonized UV-C treated milk samples. Data are P values derived from Wilcoxon signed-rank test. * 
Denotes significant P values. 

% Inoculation  Time MSA Nutrient agar MRS Wilkins Chalgren 
5%  
  

T0 0.44 0.085 0.20 0.27 
T4 0.025 * 0.12 0.58 0.94 
T8 0.16 0.30 0.11 0.098 

10%  
  

T0 0.94 0.61 0.89 0.028 * 
T4 0.013 * 0.83 0.58 0.14 
T8 0.074 0.57 0.17 0.20 

30%  
  

T0 1 0.83 0.60 0.050 
T4 0.098 0.41 0.29 0.13 
T8 0.055 0.21 0.036 * 0.027 * 

 

 

 

Supplementary Table 3: Comparison of bacterial titers in fresh (T0) MOM and recolonized milk 
samples. Data are P values derived from Wilcoxon signed-rank test. * Denotes significant P values. 

Pasteurization 
method 

% Inoculation  Time MSA Nutrient 
agar 

MRS Wilkins 
Chalgren 

UV 
 

5%  
  

T0 0.0039 * 0.0039 * 0.023 * 0.0039 * 
T4 0.0039 * 0.0091 * 0.023 * 0.0039 * 
T8 0.36 1 0.052 0.82 

10%  
  

T0 0.014 * 0.0039 * 0.022 * 0.0039 * 
T4 0.014 * 0.16 0.022 * 0.13 
T8 0.57 0.73 0.023 * 1 

30%  
  

T0 0.0039 * 0.0039 * 0.076 0.0039 * 
T4 0.19 0.30 0.074 0.34 
T8 0.20 0.20 0.17 0.25 

HP 
 

5%  
  

T0 0.0039 * 0.0091 * 0.022 * 0.0039 * 
T4 0.0039 * 0.098 0.022 * 0.13 
T8 0.91 0.91 0.93 1 

10%  
  

T0 0.0039 * 0.0039 * 0.022 * 0.0039 * 
T4 0.014 * 0.13 0.023 * 0.13 
T8 0.30 0.65 0.93 0.65 

30%  
  

T0 0.0039 * 0.0039 * 0.023 * 0.0090 * 
T4 0.73 0.48 0.21 0.77 
T8 0.0091 * 0.055 0.014 * 0.0039 * 

 



 

Supplementary Figure 1: Mean relative abundance the major viable genera (>0.05% relative 
abundance) across each sample type. MOM: mother’s own milk. T0: baseline. T4: 4 hours. T8: 8 hours. 

 

 


