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Fig. S3
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Fig. S4
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Fig. S5

B bDNN-chiPr trained on K562 data

A DNN-ChIPr trained on GM12878 data
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Fig. S6
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Fig.S7

H1 cell line
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Fig. S8
HepG2 cell line
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Fig. S9

A H9 B MCF7 C LNCaP
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Fig.S10
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Fig. S11
MCF7 cell line
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Fig. 512
LNCaP cell line 1017
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Fig. S13

BORIS(Zf)/K562-CTCFL-ChIP-Seq(GSE32465)/Homer
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Fig. S14
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