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206  Figure S16. Inhibitory rate of 19AA-2M-tag among Gram-negative strains.

207 By treating E. coli ATCC 25922, P. aeruginosa ATCC 27853, S. Typhimurium SL1344, K. pneumonic
208  ATCC 13883, and A. baumanii ATCC 19606 with 19AA-2M-tag in a series of concentrations, dose-
209 response curves were generated. The in vitro inhibitory rate and ICso value of various strains treated
210  with 19AA-2M-tag are presented. The raw data underlying this Figure can be found in S1_data.



