Tonsillar cytotoxic CD4 T cells are involved in the control of EBV primary infection in children
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Infection VCAIgM VCAIgG EAIgG EBNA1IgG

status by 1/10. 1/40.
EBV 1/320
Primary + +/- +/- -
infection
Healthy - + - +
carrier
Reactivation -[+ + + +

Non-infected - - - -

Supplementary table S1. Infection status by EBV serological profile.
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Supplementary table S2. Latency profile by EBV protein expression

Infection status by Median age (range)

EBV
Primary infection 5(2-12)
Healthy carrier 6 (2-15)
Reactivation 5(2-11)
Non-infected 2 (1-11)

Supplementary table S3. Age distribution of EBV infection status
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Supplementary table S4. Median and Interquartile (1Q) range according to EBV infection status. GC: germinal center;

IF: interfollicular region.
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Supplementary table S5. Median and Interquartile (1Q) range according to latency profiles. GC: germinal center; IF:

interfollicular region.
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Supplementary table S6. Median and Interquartile (1Q) range according to BMRF1 expression. GC: germinal center; IF:
interfollicular region.
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Supplementary figure 1. Correlation of IL-10+ cells with CD4 (a) and GZMB (b) in latency .
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Supplementary figure 2. Correlation of TGF3+ cells with Foxp3 (a) and CD4-Foxp3 (b) in reactivation, and with CD4-
Foxp3 at the GC (c).
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Supplementary figure 3. Correlation of TGFB+ cells with Foxp3 (a), CD4-Foxp3 (b) and with CD4-GZMB (c) in BMRF1+

cases.



