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Table S1. Bacterial strains and plasmids used in this study 

 

Strain or plasmid Relevant characteristics 
Reference or 

origin 

PAO1-L Wound isolate, wild type PAO1, Lausanne subline. B. Holloway, 

via D. Haas 

PAO1-L mCTX::PpqsA-lux PAO1-L with chromosomal mini-CTX::PpqsA-lux insertion; TcR 1 

PAO1-N Wound isolate, wild type PAO1, Nottingham subline 2 

PA14 Burn isolate, wild type UCBPP-PA14 3, 4 

PALESB58 CF isolate 5 

IPCD1451 CF isolate, >95% related to PAO1, IPCD ID 1451 6, 7 

IPCD1350 CF isolate, >95% related to PA14, IPCD ID 1350 6, 7 

IPCD1331 CF isolate, >95% related to PAK, IPCD ID 1331 6, 7 

IPCD48 CF isolate, >95% related to PA7, IPCD ID 48 6-8 

PA14 mCTX::PpqsA-lux PA14 with chromosomal mini-CTX::PpqsA-lux insertion; TcR 1 

Plasmids   

mini-CTX::PpqsA-lux R6K-based mini-CTX suicide plasmid for the chromosomal 

insertion of a PpqsA-lux transcriptional reporter fusion; TcR 

9 

pMMG pME6032∆lacI constitutively expressing GFP from the Ptac 

promoter 

10 

   

 

  



S5 

 

 

 
Figure S1: Schematic representation of the measurement between the ortho- position of the phenoxy 

ring of 6f and the oxygen atom of the Tyrosine 258 (PqsR ligand binding domain). 

Figure S2. HRMS spectrum of 6b.
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Figure S3. HRMS spectrum of 6r. 
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Figure S4. HRMS spectrum of 6l.
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Figure S5. HRMS spectrum of 6k.
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Figure S6. HRMS spectrum of 6c.
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Figure S7. HRMS spectrum of 6t. 
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Figure S8. HRMS spectrum of 6h.
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Figure S9. HRMS spectrum of 6j.
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Figure S10. HRMS spectrum of 6g.
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Figure S11. HRMS spectrum of 6q.
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Figure S12. HRMS spectrum of 6v.
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Figure S13. HRMS spectrum of 6o.
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Figure S14. HRMS spectrum of 6n.
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Figure S15. HRMS spectrum of 6e.
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Figure S16. HRMS spectrum of 6a.
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Figure S17. HRMS spectrum of 6f.
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Figure S18. HRMS spectrum of 6w. 
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Figure S19. 1H-NMR spectrum of 6f. 

 
Figure S20. 13C-NMR spectrum of 6f. 
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Figure S21. 1H-NMR spectrum of 6n.

 
Figure S22. 13C-NMR spectrum of 6n.
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Figure S23. 1H-NMR spectrum of 6k. 

 
Figure S24. 13C-NMR spectrum of 6k. 
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Figure S25. 1H-NMR spectrum of 6c.

 
Figure S26. 13C-NMR spectrum of 6c 
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Figure S27. 1H-NMR spectrum of 6b.

 
Figure S28. 1H-NMR spectrum of 6j 
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Figure S29. 13C-NMR spectrum of 6j. 

 
Figure S30. 1H-NMR spectrum of 6v. 
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Figure S31. 13C-NMR spectrum of 6v. 

 
Figure S32. 13C-NMR spectrum of 6o. 
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Figure S33. 1H-NMR spectrum of 6i. 
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Figure S34. 13C-NMR spectrum of 6i. 

 
Figure S35. LCMS spectrum of 6q. 
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Figure S36. LCMS spectrum of 6k. 
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Figure S37. LCMS spectrum of 6c. 
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Figure S38. LCMS spectrum of 6o. 
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Figure S39. LCMS spectrum of 6f. 



S35 

 

 
Figure S40. LCMS spectrum of 6e. 
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Figure S41. LCMS spectrum of 6a. 

  



S37 

 

References 

(1) Soukarieh, F.; Vico Oton, E.; Dubern, J. F.; Gomes, J.; Halliday, N.; de Pilar Crespo, M.; 

Ramirez-Prada, J.; Insuasty, B.; Abonia, R.; Quiroga, J.; et al. In Silico and in Vitro-Guided 

Identification of Inhibitors of Alkylquinolone-Dependent Quorum Sensing in Pseudomonas 

aeruginosa. Molecules 2018, 23 (2). DOI: 10.3390/molecules23020257. 

(2) Dubern, J.-F.; Romero, M.; Mai-Prochnow, A.; Messina, M.; Trampari, E.; Gijzel, H. N.-V.; 

Chan, K.-G.; Carabelli, A. M.; Barraud, N.; Lazenby, J.; et al. ToxR is a c-di-GMP binding protein 

that modulates surface-associated behaviour in Pseudomonas aeruginosa. npj Biofilms and 

Microbiomes 2022, 8 (1). DOI: 10.1038/s41522-022-00325-9. 

(3) Rahme, L. G.; Stevens, E. J.; Wolfort, S. F.; Shao, J.; Tompkins, R. G.; Ausubel, F. M. Common 

virulence factors for bacterial pathogenicity in plants and animals. Science 1995, 268 (5219), 1899-

1902. DOI: 10.1126/science.7604262. 

(4) Lee, D. G.; Urbach, J. M.; Wu, G.; Liberati, N. T.; Feinbaum, R. L.; Miyata, S.; Diggins, L. T.; 

He, J.; Saucier, M.; Déziel, E.; et al. Genomic analysis reveals that Pseudomonas aeruginosa 

virulence is combinatorial. Genome Biol 2006, 7 (10), R90. DOI: 10.1186/gb-2006-7-10-r90. 

(5) Winstanley, C.; Langille, M. G. I.; Fothergill, J. L.; Kukavica-Ibrulj, I.; Paradis-Bleau, C.; 

Sanschagrin, F.; Thomson, N. R.; Winsor, G. L.; Quail, M. A.; Lennard, N.; et al. Newly introduced 

genomic prophage islands are critical determinants of in vivo competitiveness in the Liverpool 

Epidemic Strain of Pseudomonas aeruginosa. Genome Res 2009, 19 (1), 12-23. DOI: 

10.1101/gr.086082.108. 

(6) Freschi, L.; Jeukens, J.; Kukavica-Ibrulj, I.; Boyle, B.; Dupont, M. J.; Laroche, J.; Larose, S.; 

Maaroufi, H.; Fothergill, J. L.; Moore, M.; et al. Clinical utilization of genomics data produced by the 

international Pseudomonas aeruginosa consortium. Front Microbiol 2015, 6, 1036. DOI: 

10.3389/fmicb.2015.01036. 

(7) Freschi, L.; Vincent, A. T.; Jeukens, J.; Emond-Rheault, J. G.; Kukavica-Ibrulj, I.; Dupont, M. J.; 

Charette, S. J.; Boyle, B.; Levesque, R. C. The Pseudomonas aeruginosa Pan-Genome Provides New 

Insights on Its Population Structure, Horizontal Gene Transfer, and Pathogenicity. Genome Biol Evol 

2019, 11 (1), 109-120. DOI: 10.1093/gbe/evy259. 

(8) Roy, P. H.; Tetu, S. G.; Larouche, A.; Elbourne, L.; Tremblay, S.; Ren, Q.; Dodson, R.; Harkins, 

D.; Shay, R.; Watkins, K.; et al. Complete genome sequence of the multiresistant taxonomic outlier 

Pseudomonas aeruginosa PA7. PLoS One 2010, 5 (1), e8842. DOI: 10.1371/journal.pone.0008842. 

(9) Diggle, S. P.; Matthijs, S.; Wright, V. J.; Fletcher, M. P.; Chhabra, S. R.; Lamont, I. L.; Kong, X.; 

Hider, R. C.; Cornelis, P.; Cámara, M.; et al. The Pseudomonas aeruginosa 4-quinolone signal 

molecules HHQ and PQS play multifunctional roles in quorum sensing and iron entrapment. Chem 

Biol 2007, 14 (1), 87-96. DOI: 10.1016/j.chembiol.2006.11.014. 

(10) Popat, R.; Crusz, S. A.; Messina, M.; Williams, P.; West, S. A.; Diggle, S. P. Quorum-sensing 

and cheating in bacterial biofilms. Proc Biol Sci 2012, 279 (1748), 4765-4771. DOI: 

10.1098/rspb.2012.1976. 

 


