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Fig 3-S1
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Fig 3-S3
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Fig 3-S4
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Fig 5-S1
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Fig 5-S2
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Fig 6-S1

B

)

KO+LV-GFP

Lentiviral
transduction rate
125 ns
—
1004 .
=
75 | ® -
50—
254

Percentage (%

Area relative to WT

(%)

KO+

250

200

150

100

LV-wt-NMNAT2 KO+ LV ED-NMNAT2

APP accumulation

Kk
[ I
*kkk *kkk *kkk WT
| | KO+LV-GFP
it KO+ LV-wt-NMNAT2
Fie KO+ LV ED-NMNAT2



Fig 6-S2
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Fig 7-S1
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Fig 8-S1
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