D. melanogaster RT-PCR primers and results

RT-PCR product®

5' sequencing read®

3' sequencing read®

5' RT-PCR primer sequence

3' RT-PCR primer sequence

AT11392-RA-1 Positive Positive AAGCCTTCGACAAGGACTCTCGCTTC |CACCAATCAGAGTTATCCAGAGATT
AT11392-RA-2 Negative Negative AATCTCTGGATAACTCTGATTGGTG AAATAAAGGGTATCTGATAATCGGG
AT22150-RA:1 Negative Negative GTCTTTGTGGAGTGGATACTCTTGT AATACCAACCATCTTCATACTTGGA
AT24650-RA-1 Positive Positive ACCAGAAAGAGTGAGTGAAGACTTG | TCCACTTTTTATATGTGCAAGTGTG
AT24650-RA-2 Positive Positive CTGATATGTCTGCTAGTTATCTGCG CTACATAGCCATAACCCTGAATACG
AT31442-RA-1 Positive Positive GAAATTAAATGTGGGTCAAATTCAG ° | CGTAGTGAATAGCTCGGTTGTAAAT
GHO03576-RA-1 Positive Positive CAATGTTTTTGTGAGTGTTTGAAAG AAGTCTGAGCAAACCAAATAAAGTG
GHO06385-RA-1 Positive Positive GAAATTAAATGTGGGTCAAATTCAG TAGTTGGGACAAAATAGTTGGTTGT
GH14469-RA-1 Positive Positive TATGGTAACTAAAAGATGTGCGGAT GTTTTCAGTCAGAAACATCAGTTTT
GH14469-RA-2 Positive No data GATGTTTCTGACTGAAAACCGAC GATATCAGACGTCCCTATCTAACGA
GH14469-RA-3 Positive Positive CTCTGACAGAAACCCTACGTAAGAA | TTTTTACGTCCACTTTTCTGGC
GMO01028-RA-1 Positive Positive TTTATTGGGTTAGGTATTGTTTCCC GATTATCCACCCTTACCTGATTCTT
GMO01206-RA-1 Negative Negative GATAGAACAGAGCAAAACAGAAAGC | TGTGTGTTTCCTTAATGTTTGCTTA
GM07702-RA-1 Negative Negative CCAACAACAACAAATGTAATGAAAA GGTACATTTAACACCTATTTGCACC
GM12657-RA-1 Negative Negative AAAATCTTTCACTGACAGGAAGTTG CGTTTGTTTAATCGCTTAATGTTTT
GM24362-RA-1 Positive Positive GACTTGCAGGAATTTTAAAAACAAA AAATTGTTATCTGCCAAGTTTTCAA
LD23922-RA-1 Positive Positive ATTGAACTGCTAACGGAAAACTTTA ATCTCTATCTCCTTTCTGCCGTATT
LD23922-RA-2 Positive Positive AATACGGCAGAAAGGAGATAGAGAT |TTCTTGGATTTCTTGGTATTCTCAG
LD23922-RA-3 Positive Positive CTGAGAATACCAAGAAATCCAAGAA | TCTTCAATCAAATTCGAGTTACCAT
LD23922-RA-4 Negative Negative TGGTAACTCGAATTTGATTGAAGAT ATTTGGCGTAGTTGCACTAATTTAT
LD23922-RA-5 Positive Positive ATCCTGCAGACATTTATCAAGACAT TTTATTTTCGATTATTTTGTGGCAT
LD38553-RA-1 Positive Positive TTAAAACAAATCCAGGAAGTGAAAG AACAAGTTCTGTGTTTGTTGTGAAA
LP03188-RA-1 Positive Positive CCATCAAAAACTCATCTTTGGATAC GATGGAGCCTTAGCTCTTAGTTCTT
LP06491-RA-1 Different splice Different splice TGGAAATGGATAACTCAAAGTTGTT TATATGTCTGATCGGTTTCCTCAAT
LP11739-RA-1 Positive Positive GAAGAGGCCACAAACAACTAACTAA  |CTGCTGTTTGCTTTAAGTCTTTTTC
LP11739-RA-2 Positive Positive GAAAAAGACTTAAAGCAAACAGCAG  |ACTCGAGCAAATGTCAATTAAAAAG
RE28911-RA-1 Positive Positive GCTTTCACCAGTTAATAGCACAAAA GGAAACATTTTACAATACGGCATAG
RE28911-RA-2 Positive Positive CTCTACCTCATCTATGCCGTATTGT TCATTCATTTTGATTGATTCGATTT
RE28911-RA-3 Positive Positive CTACGCGTTTAAGATGTTTAGCATT GGTTACCCATCAAAGTGCTCAT
RE28911-RA-4 Positive Positive GATCAGGATGAGCACTTTGATG ACATTGATTGCTGATGTTGTTCTTA
RE45760-RA-1 Positive Positive GTACTCAGATATTTAGCGGAAATGC GAGCTGGATTTGTTATACGCTACAT
[RE54004-RA-1 Positive Positive TGTTTTTGTTTTAATCCCCAAATAA TTTATTTAAGCGTTTGTTGTTAGCC
|RE63504-RA-1 Positive Positive GACCAGAAGGAAAATGAGAGCTAAG | GACCAGAAGGAAAATGAGAGCTAAG
RE63504-RA-2 Positive Positive GTATGCGTAGGTTGAAGCGTAAG GTATGCGTAGGTTGAAGCGTAAG
RE65113-RA-1 Positive Positive ATAAACAAATATGAATCAGTGGCGT GTTCAGCTTGGTTCTGTTGTTTATT

RE66017-RA-1

Positive, different splice

Positive, different splice

AGTTAACCCCAAAATAAGGAAACAT

GCAGCTATTGAATAAATCTATCGGA

RH09485-RA-1

Positive

Positive

GCTATTACTCTTTGTTTCCGCATTA

TACTTAGGATACAGAAGCCCACATC

RH45340-RA-1 Positive Positive AAGACCGATAGACCTCGATAGACTC |CATTGAAGATTTTCGACAGGC
RH45340-RA-2 Positive Positive CTGTCGAAAATCTTCAATGGC TCAAGGTCTTGCACTACACATAAAA
RH57193-RA-1 Positive Positive GAGCAGAGTAGTCTAGAGGAGCAGA |GCAGTTAGCAGTGAGAAATCACATA
RH57193-RA-2 Negative Negative TATGTGATTTCTCACTGCTAACTGC TAAACATTTGGATTATGGATCTGGT
RH57193-RA-3 Positive Positive ACCAGATCCATAATCCAAATGTTTA ACAACTGGAGAGAGACCAGCTACTA
RH62830-RA-1 Positive Positive GTTCTTTGAGTTCTCGACTTTATCG GATGAAATACGCTTTATTGGATCAC
SD04448-RA-1 Positive Positive AGGAAATTACTCAGAGAAAAGGGAA  |TTCTTAACGGCTAGGTGTAACAAAC
SD10988-RA-1 Positive Positive GCAACAGAAGACACTCAAAGAAAAT | CTAATTAACTCATTTAGACCCCCGT
SD25037-RA-1 Negative Negative AGCATGGAACTTTTTCACTCAATAC ATCCCCTTAGATTTCTTACACCAAC

2RT-PCR products are named by cDNA identifier followed by a number corresponding to the predicted intron at issue where introns are numbered ascendlingly, 5' to 3'.
® RT-PCR products were sequenced using the same oligonucleotides which primed the PCR. "Positive" indicates that sequence of the RT-PCR product represents a
splice junction predicted by the cDNA sequence. "Negative" indicates that a PCR representing the exon boundary in question was not amplified under the conditions

we applied. "Different splice" indicates that a spliced transcript related to the curated cDNA was amplified, but that its sequence revealed a different splice
junction than represented by the original cDNA.
¢ Unlike other primers designed for this study, this oligonucleotide necessarily spans a predicted exon boundary due to a short exon.






