Supplementary Figure 1

S1A S1B

104 ENSG00000164465(DCBLD1) GSE39001 GSE751 32
L
mH —_ —_
c * c
.S 10.0q S 2.0q *
- 2 @ —
[ le) [
z = = o
% g 9.5 S Q
s s 15 °
: ‘ $ 9.0 8 s
e B o o .
0s - < € 1.0
— 8.5 -
g B
petred ; 0.5
| ; [} m U
00 HR=2.53,95CI%(1.53,4.17) 2056 6401 8.0
lumber at risk 8 8 o) e
L2 32 13 5 1 ~ ~
H bt 2 i S 7.5- <, 0.0-
) ) o i o D 2
‘ Overal sunival k ] Normal Tumor S Normal Tumor

S1C S1D

k¥

£ i
o " il
& 3
3. .
S g
g 3
8.

Relative DCBLD1 mRNA Level
N
L

10g2(DCBLD1 TPM) 10g2(DCBLD1 TPM)

© 2 o® ¥
AR 23 &



Supplementary Figure 2
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