
Supplementary Figure 1. Microbiome profiles of vaginal swab samples taken at different 
timepoints during the pregnancies of the 93 subjects included in this study. Profiles were 
generated by 16S rRNA taxonomic classification. The relative abundance of Sneathia 
vaginalis within each sample is displayed as a percentage on each bar. Presence of IgA, IgG, 
or IgM or absence of Ig was determined by ELISA at a single timepoint for each participant 
and the results are displayed on the column for that timepoint. ELISA assays were performed 
in duplicate and were considered positive if both values were ³ 0.05. The participant number 
and whether birth was at term or preterm is shown in the header for each graph. 


