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Figure Legend 

Supplementary Fig. 1 a. Cell viability assay of human chondrocytes with different 

concentrations of neomycin treatment at 24 h (n=7). b. Cell viability assay of human 

chondrocytes with different concentrations of puromycin treatment at 24 h (n=8).  

Data are presented as means ± SEM. *P < 0.05; **P < 0.01; ***P < 0.001; ns, not significant. 

Supplementary Fig. 2 a. Detection of ROS in TNF-a-pretreated chondrocytes with or without 

KO-WTAP treatment. Scale bars: 200 µm. b. The quantitative analysis of (a) (n=3).   

Data are presented as means ± SEM. *P < 0.05; **P < 0.01; ***P < 0.001; ns, not significant. 

Supplementary Fig. 3 a. The cell viability of human chondrocytes with different 

concentrations of 3-deazaadesine (DAA, n=8) treatment.  

Data are presented as means ± SEM. *P < 0.05; **P < 0.01; ***P < 0.001; ns, not significant. 

Supplementary Fig. 4 a. IHC staining of WTAP in different groups. 

Supplementary Fig. 5 a. H&E-stained images of major organs of mice in different groups. 

Supplementary Table 1 primer sequence. 
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Supplementary Fig. 1 
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Supplementary Fig. 2 
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Supplementary Fig. 3 
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Supplementary Fig. 4 
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Supplementary Fig. 5 
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Supplementary Table 1. primer sequence. 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 

 

 

Gene name forward 5'-3' reverse 5'-3' 
ADAMTS4 TCACTGACTTCCTGGACAATGGC GGTCAGCATCATAGTCCTTGCC 
ADAMTS5 TTGGCCTCTCCCATGACGAT CGTGGTAGGTCCAGCAAACA 

MMP13 CGGCCATCAAGGGAAGAACTA GAACCCTCTTTGGGTGAGGAA 
IL8 ATGCTTCCCCTTAGCATTTTGT CCAACATTCTGTGGAGGACACT 
IL6 AGACAGCCACTCACCTCTTCAG TTCTGCCAGTGCCTCTTTGCTG 

iNOS GCTCTACACCTCCAATGTGACC CTGCCGAGATTTGAGCCTCATG 
FRZB GCTACACAGAAGACCTATTTCCG CCGTGGAATGTTTACCAGAGAGG 

β-catenin CACAAGCAGAGTGCTGAAGGTG GATTCCTGAGAGTCCAAAGACAG 
β-actin CACCATTGGCAATGAGCGGTTC AGGTCTTTGCGGATGTCCACGT 


