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Table S2: The ability of each phage to infect diverse phylogroup and STs, related to Figure 4.  

Phage Number of 
infected 
strains 

Phylo-
groups 

STs based on MLST analysis 

AV101 9 A, B1, C ST-1800, ST-2040, ST-6206, ST-641, ST-88 

AV102 4 B1, C ST-162, ST-1431, ST-23 

AV103 4 B1, C ST-23, ST-641, ST-6254, ST-453 

AV104 2 D ST-69, ST-4243 

AV105 2 D ST-69, ST-4243 

AV106 1 C ST88 

AV108 5 A, B1 ST-295, ST-10, ST-154, ST-6206 

AV109 9 B1, C ST-88, ST-7614, ST-4663, ST-295 

AV110 48 A, B1, B2, C, 
G 

ST-10, ST-101, ST-117, ST-1431, ST-154, ST-155, ST-156, ST-23, 
ST-295, ST-345, ST-3564, ST-429, ST-4580, ST-4663, ST-4980, ST-
58, ST-665, ST-718, ST-75, ST-88 

AV111 46 A, B1, C, D, 
E, F 

ST-10, ST-1147, ST-1640, ST-23, ST-2607, ST-354, ST-4243, ST-
453, ST-4663, ST-4980, ST-57, ST-58, ST-641 

AV112 37 A, B1, C, D ST-10, ST-101, ST-1011, ST-1431, ST-154, ST-155, ST-156, ST-
1800, ST-2040, ST-295, ST-3564, ST-4580, ST-48, ST-4980, ST-58, 
ST-718, ST-75, ST-877, ST-88 

AV113 25 A, B1, C, E ST-295, ST-10, ST-101, ST-1431, ST-154, ST-155, ST-156, ST-1800, 
ST-295, ST-3564, ST-48, ST-57, ST-58, ST-718, ST-877, ST-88 

AV114 29 A, B1, C, G  ST-117, ST-155, ST-165, ST-295, ST-3564, ST-453, ST-4663, ST-
4980, ST-718, ST-7614, ST-88 

AV115 33 A, B1, C, G ST-101, ST-117, ST-1431, ST-165, ST-295, ST-3564, ST-453, ST-
4663, ST-58, ST-88 

AV116 17 A, B1, C ST-101, ST-1431, ST-154, ST-155, ST-156, ST-1800, ST-2040, ST-
295, ST-4580, ST-6206, ST-88 

AV117 16 A, B1, C ST-101, ST-1431, ST-154, ST-155, ST-156, ST-1800, ST-2040, ST-
295, ST-4580, ST-6206, ST-88 

AV118 9 A, B1, C ST-155, ST-1850, ST-4580, ST-88 

AV119 55 A, B1, B2, C, 
D, E, F 

ST-10, ST-1147, ST-115, ST-131, ST-1640, ST-23, ST-355, ST-367, 
ST-4243, ST-453, ST-4663, ST-4980, ST-57, ST-6858, ST-69, ST-
877, ST-88 

AV120 50 A, B1, B2, C, 
D, E 

ST-10, ST-131, ST-1640, ST-23, ST-2607, ST-367, ST-4243, ST-453, 
ST-4663, ST-4980, ST-57, ST-58, ST-602, ST-877, ST-88 

AV121 26 Clade I, A, 
B1, B2, C, D 

ST-115, ST-131, ST-2309, ST-355, ST-4243, ST-453, ST-4980, ST-
770, ST-88 

AV122 16 Clade I, B1, 
C, E 

ST-101, ST-1431, ST-154, ST-155, ST-1640, ST-4580, ST-770, ST-
877, ST-88 

AV123 51 A, B1, B2, C, 
D, E 

ST-101, ST-1056, ST-1147, ST-1286, ST-131, ST-1463, ST-154, ST-
155, ST-162, ST-1800, ST-1850, ST-2040, ST-23, ST-2607, ST-38, 
ST-4243, ST-429, ST-4580, ST-4663, ST-4980, ST-57, ST-602, ST-
6206, ST-718, ST-88 

AV124 2 C ST-23, ST-88 

AV125 84 A, B1, B2, C, 
D, E 

ST-10, ST-101, ST-1011, ST-1056, ST-1147, ST-115, ST-1431, ST-
1463, ST-154, ST-155, ST-156, ST-162, ST-1640, ST-1800, ST-1850, 
ST-2040, ST-23, ST-2309, ST-2607, ST-295, ST-345, ST-3564, ST-
367, ST-38, ST-4243, ST-429, ST-4580, ST-4663, ST-4980, ST-57, 
ST-602, ST-6206, ST-6254, ST-718, ST-88 

AV126 65 Clade I, A, 
B1, B2, C, D, 
E 

ST-770, ST-10, ST-101, ST-1011, ST-115, ST-1463, ST-154, ST-155, 
ST-1640, ST-1800, ST-1850, ST-2040, ST-23, ST-2607, ST-295, ST-
345, ST-351, ST-38, ST-4243, ST-429, ST-4580, ST-4980, ST-57, 
ST-602, ST-6206, ST-718, ST-877, ST-88 

AV127 13 A, B1, C ST-1463, ST-155, ST-23, ST-4980, ST-4980, ST-57, ST-602, ST-88 

AV128 8 A, B1, D, E ST-101, ST-1640, ST-2197, ST-38, ST-57 

AV129 12 A, B1, C, D, 
E 

ST-1640, ST-23, ST-2952, ST-4243, ST-4980 
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Table S3: List of primers for deletions of common bacteriophage receptor genes in E. coli strain ECOR4, 

related to Figure 5.  

Primers for deletion fragment amplification 

ompW-Up ATGAAAAAGTTAACAGTGGCGGCTTTGGCAGTAACAACTCTTCT
CTCTGGAATTAACCCTCACTAAAGGGCG 

ompW-Dw TTAAAAACGATATCCTGCTGAGAGCATAAACACCCACGGATCGA
GGCGTATAATACGACTCACTATAGGGCTC 

tsx-Up ATGAAAAAAACATTACTGGCAGCCGGTGCGGTACTGGCGCTCT
CTTCGTCAATTAACCCTCACTAAAGGGCG 

tsx-Dw TCAGAAGTTGTAACCTACTACCAGGTAACCACCCCAGCCGGTAG
AGCGAATAATACGACTCACTATAGGGCTC 

waaC-Up ATGCGGGTTTTGATCGTTAAAACATCGTCGATGGGCGATGTTCT
CCATACAATTAACCCTCACTAAAGGGCG 

waaC-Dw TTAAATCAATGTGATTTTTTTATAAACAGCCGCTGCTTCTAAATTA
TTTATAATACGACTCACTATAGGGCTC 

tonB-Up ATGACCCTTGATTTACCTCGCCGCTTCCCCTGGCCGACGTTACT
TTCGGTAATTAACCCTCACTAAAGGGCG 

tonB-Dw TTACTGAATTTCGGTGGTGCCGTTAATTTTAAACAGGATATTCAC
CACAATAATACGACTCACTATAGGGCTC 

waaR-Up ATGAATGAATTTATAAAAGAACGGTTTTCGTATTTAGCAGATAAT
AAAAAAATTAACCCTCACTAAAGGGCG 

waaR-Dw TTATTTCTTAAGCTTGTACTTAATTAATGAAGTTATGCCTTTTATA
TACTTAATACGACTCACTATAGGGCTC 

ompF-Up ATGATGAAGCGCAATATTCTGGCAGTGATCGTCCCTGCTCTGTT
AGTAGCAATTAACCCTCACTAAAGGGCG 

ompF-Dw TTAGAACTGGTAAACGATACCCACAGCAACGGTGTCGTCTGAAC
CTACGCTAATACGACTCACTATAGGGCTC 

fadL-Up ATGAGCCAGAAAACCCTGTTTACAAAGTCTGCTCTCGCAGTCGC
AGTGGCAATTAACCCTCACTAAAGGGCG 

fadL-Dw TCAGAACGCGTAGTTAAAGTTAGTACCGAACAGCCAGGCTTTAC
CTTCAGTAATACGACTCACTATAGGGCTC 

ompA-Up ATGAAAAAGACAGCTATCGCGATTGCAGTGGCACTGGCTGGTTT
CGCTACAATTAACCCTCACTAAAGGGCG 

ompA-Dw TTAAGCCTGCGGCTGAGTTACAACGTCTTTGATACCTTTAACTTC
GATCTTAATACGACTCACTATAGGGCTC 

ompC-Up ATGAAAGTTAAAGTACTGTCCCTCCTGGTCCCAGCTCTGCTGGT
AGCAGGAATTAACCCTCACTAAAGGGCG 

ompC-Dw TTAGAACTGGTAAACCAGACCCAGAGCTACGATGTTATCAGTGT
TGATGCTAATACGACTCACTATAGGGCTC 

fhuA-Up ATGGCGCGTTCCAAAACTGCTCAGCCAAAACACTCACTGCGTAA
AATCGCAATTAACCCTCACTAAAGGGCG 

fhuA-Dw TTAGAAACGGAAGGTTGCGGTTGCAACGACCTGACGTTCTGCG
CCCCAGATAATACGACTCACTATAGGGCTC 

fepA-Up ATGAACAAGAAGATTCATTCCCTGGCCTTGTTGGTCAATCTGGG
GATTTAAATTAACCCTCACTAAAGGGCG 

fepA-Dw TCAGAAGTGGGTGTTTACGCTCATATACCACGTACGTCCCGGCT
CGTTATTAATACGACTCACTATAGGGCTC 

btuB-Up CCGCTTGGGCACAGGATACCAGCCCGGATACTCTCGTCGTTAC
TGCTAACCAATTAACCCTCACTAAAGGGCG 

btuB-Dw ATCGATCAAGTCACTGACATCGTTACGATATCCGGAAATACGCC
AGTTCATAATACGACTCACTATAGGGCTC 

tolC-Up ATGAAGAAATTGCTCCCCATTCTTATCGGCCTGAGCCTTTCTGG
GTTCAGAATTAACCCTCACTAAAGGGCG 

tolC-Dw TCAGTTACGGAAAGGGTTATGACCGTTACTGGTGGTAGTGCGT
GCGGATGTAATACGACTCACTATAGGGCTC 
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lamB-Up ATGATGATTACTCTGCGCAAACTTCCTCTGGCGGTTGCCGTCGC
AGCGGGAATTAACCCTCACTAAAGGGCG 

lamB-Dw TTACCACCAGATTTCCATCTGGGCACCGAAGGTCCACTCGTCGC
TGTCGCTAATACGACTCACTATAGGGCTC 
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Table S4: List of primers for control of the deletion of genes expressing common bacteriophage receptor 

genes in E. coli strain ECOR4, related to Figure 5.  

Primers for deletion control 

ompW-F ATGAAAAAGTTAACAGTGGCG               

ompW-R TTAAAAACGATATCCTGCTGAGAG 

tsx_F ATGAAAAAAACATTACTGGCAGCC             

tsx_R TCAGAAGTTGTAACCTACTACCAGG 

waaC_F ATGCGGGTTTTGATCGTTAAAACATC           

waaC_R TTAAATCAATGTGATTTTTTTATAAACAGCCG 

tonB-F ATGACCCTTGATTTACCTCGC                

tonB-R TTACTGAATTTCGGTGGTGC 

waaR_F ATGAATGAATTTATAAAAGAACGGTTTTCG       

waaR_R TTATTTCTTAAGCTTGTACTTAATTAATGAAGTTA 

ompF_F ATGATGAAGCGCAATATTCTGGC              

ompF_R TTAGAACTGGTAAACGATACCCACAG 

fadL_F ATGAGCCAGAAAACCCTGTTTACAAAG          

fadL_R TCAGAACGCGTAGTTAAAGTTAGTAC 

ompA_F ATGAAAAAGACAGCTATCGCGATTG            

ompA_R TTAAGCCTGCGGCTGAGTTACAAC 

ompC_F ATGAAAGTTAAAGTACTGTCCCTCC            

ompC_R TTAGAACTGGTAAACCAGACCCAG 

fhuA_F ATGGCGCGTTCCAAAACTGC                 

fhuA_R TTAGAAACGGAAGGTTGCGGTTG 

fepA-F ATGAACAAGAAGATTCATTCCCTG             

fepA-R TCAGAAGTGGGTGTTTACGC 

btuB_F ATGATTAAAAAAGCTTCGCTGCTGAC           

btuB_R TCAGAAGGTGTAGCTGCCAGACAAG 

tolC_F ATGAAGAAATTGCTCCCCATTCTTATC          

tolC_R TCAGTTACGGAAAGGGTTATGACC 
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lamB_F ATGATGATTACTCTGCGCAAACTTC            

lamB_R TTACCACCAGATTTCCATCTGGG 
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Figure S1: Protein sequence alignment of gp38 corresponding to the chaperone encoded by T4, related 
to Figure 5.  
Differing residues are highlighted in red colour.  

 

 

 

Figure S2 Protein sequence alignment of the tail fibers corresponding to the adhesins encoded by gp38 
homologues of the phages T2 and T6, related to Figure 5. Differing residues are highlighted in red colour.  
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Figure S3. Protein sequence alignment of gp37 of T4 and full sequences of gp37 of phage T4 and AV110, 
AV112, AV113, AV116, AV117, AV118, AV122, related to Figure 5. Differing residues are highlighted in red. 
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