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Fig. S1. Phylogenetic relationship of the Pezizomycotina velvet proteins. The 

figure is a high definition version of Fig. 6 in the maintext. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

ChetHm338 1 296414 fgenesh1 pg 54 2

ChetPR1x412 2 14093 CE14092 6212

ChetPR9b 2 193354 e gw1 14 187 1

ChetPR9b 4 364866 fgenesh1 pm 14 54

CocheC4 1 134361 e gw1 8 1113 1

CocheC4 3 134361 CocheC4 1 e gw1 8 1113 1

CocheC4 6 187992 e gw1 14 839 1

CocheC5 3 1113718 e gw1 14 311 1

CocheC5 4m 1113718 CocheC5 3 e gw1 14 311 1

ChetHAW225 1 281131 fgenesh1 pg 13 379

ChetHAW225 4 260579 fgenesh1 pg 13 379

ChetHm338 1 410626 gm1 9597 g

ChetHm540 1 3983 g7884

Cocvi1 107450 e gw1 85 67 1

Cocca1 96012 e gw1 73 90 1

Cocsa1 258482 CE53923 12395

Cocmi1 101575 e gw1 119 90 1

Settur3 528262 fgenesh1 pg 32 50

Settu3 177499 Settu1 estExt fgenesh1 pm C 220032

Stely1 1772 TW65 01665T0

Coclu2 16930 fgenesh1 pg 3 118

Pyrtr1 149332 PTRT 03646

Pyrtt1 10905 PTTG 19846 1

Altal1 251246 CE251245 83928

Altalt1 227087 CE227086 18892

Alalte1 110008 AATCTG 420 jigsaw mRNA 70

Altte1 119648 AT2CTG 637 jigsaw mRNA 171

Aalte1 112641 AA2CTG 134 jigsaw mRNA 167

Altli1 251267 ATKCTG 2192 jigsaw mRNA 5

Altfr1 243159 AFGCTG 701 jigsaw mRNA 1

Altar1 113069 AABCTG 2978 jigsaw mRNA 1

Altlo1 257016 ALGCTG 2604 jigsaw mRNA 59

Alalt1 112159 ATNCTG 56 jigsaw mRNA 172

Alttom1 120644 ATMCTG 3360 jigsaw mRNA 2

Altcar1 110133 ACMCTG 2300 jigsaw mRNA 2

Altso1 122073 ASLCTG 875 jigsaw mRNA 3

Altca1 103524 ACSCTG 1027 jigsaw mRNA 1

Altcr1 108859 ACRCTG 236 jigsaw mRNA 1

Altro1 194625 CE194624 13192

Altma1 116654 AMRCTG 3100 jigsaw mRNA 1

Altsp012 1 265874 CE265873 14578

Altsp017 1 254432 CE254431 8397

Decga1 204733 CE204732 18188

Clael1 72108 CE72107 3255

Parch1 38214 CE38213 17049

Parchr1 438799 e gw1 6 933 1

Setho1 78401 e gw1 137 63 1

Ophdi1 351325 estExt Genewise1Plus C 11 t30006

PhaPMI808 730417 fgenesh1 pg 54 74

Stasp1 126978 CE126977 15020

Phapo1 602669 e gw1 2 798 1

Ampqui1 514869 fgenesh1 kg 3 1527 Locus1265v1rpkm131 13

Lepmi1 353822 e gw1 9 827 1

Stano2 5188 SNOG 01807 3

Fenfe1 103585 CE103584 36961

Paront1 36026 e gw1 44 129 1

Cucbe1 282185 e gw1 3 3381 1

Pyrly1 572587 gm1 8264 g

Pyrinf1 212081 CE212080 19094

Pyrsp1 607587 fgenesh1 pm 2 22

PlePMI138 1 17761 CE17760 9229

Photr1 204921 CE204920 14070

Lepmu1 4442 Lema T101140 1

Dotsy1 28118 CE28117 2921

Boeex1 103679 CE103678 4355

Phomu1 263058 CE263057 3388

Macan1 426874 fgenesh1 pm 1 104

Epini1 331387 e gw1 10 693 1

Lizem1 101759 e gw1 5 1050 1

Didma1 11751 g4842 t1

Didex1 212138 CE107010 7988

Ascra1 2390 ST47 g4341T0

Daral1 773998 e gw1 5 394 1

Daralp1 661448 e gw1 5 304 1

Darbet1 199659 CE199658 41150

Lenfl1 149818 CE149817 34677

Trepe1 264100 CE264099 38956

Aqupat1 661758 fgenesh1 pm 11 297

Jahaq1 395060 e gw1 16 165 1

Acrvag1 13361 CE13360 14207

Melpu1 235860 e gw1 73 46 1

Plesi1 375738 e gw1 5 1386 1

Claaq1 128268 FUN 002853 T1

Herpot1 1 42070 CE42069 24086

Zoprh1 728341 fgenesh1 pm 37 20

Linin1 223675 e gw1 14 456 1

Polfu1 142689 CE142688 2993

Lopma1 588457 e gw1 10 199 1

Veren1 245083 CE245082 8299

Lopnu1 487714 e gw1 7 506 1

Aaoar1 203095 CE203094 8103

Amnli1 294988 CE294987 21643

Currey1 120598 CE120597 17889

Microd1 451380 CE451379 26109

Maseb1 507332 estExt fgenesh1 pg C 90212

Corca1 367650 CE367649 37241

Cloaq1 588537 fgenesh1 pg 71 51

Denna1 188722 CE188721 16666

Pleav1 81383 fgenesh1 pm 8 181

Bysci1 235741 CE235740 10874

Masph1 480044 e gw1 1 1805 1

Delco1 476388 gm1 8841 g

DelFL0756 1 194243 CE194242 34694

Perma1 510121 e gw1 1 175 1

Flaful1 137565 CE137564 16706

Wesor1 239609 CE239608 7653

Parsp1 222445 CE222444 3318

Karrh1 35677 CE35676 6966

Didsa1 87328 CE87327 10519

Bimnz1 486664 e gw1 91 226 1

Glonio1 40805 CE40804 38850

Hyspu1 1 115651 NODE 50 length 318014 cov 25 9 g981 t1

Rhyru1 1 118416 NODE 929 length 97559 cov 41 6 g4671 t1

Cenge3 688999 fgenesh1 pm 40 58

Glost2 401370 fgenesh1 pm NODE 7478 7

Leppa1 297828 e gw1 159 18 1

Lopmy1 565459 gm1 11464 g

Mytre1 279359 CE279358 4366

Lophiu1 245295 CE245294 33806

Totfu1 176308 CE176307 22727

Tribi1 533291 fgenesh1 kg 18 63 Locus3602v2rpkm2 26 PRE

Verga1 121575 PV09 08469T0
Conap1 97637 W97 01002T0

Alikh1 653463 e gw1 417 42 1

Horac1 258355 e gw1 13 284 1

Pcit122670 533140 e gw1 45 32 1

Pcit131864 796156 e gw1 46 14 1

Pcit141352 550346 e gw1 72 8 1
Phypa1 507687 e gw1 32 21 1

Pcit11120 567181 e gw1 45 88 1

Pcit122482 376475 fgenesh1 kg 39 55 TRINITY DN2257 c0 g1 i

Pcit16586 572166 fgenesh1 kg 16 568 TRINITY DN3268 c0 g1 i

Pcit120373 276358 e gw1 37 80 1

Phycitr1 620275 fgenesh1 pm 54 11

Phycpc1 483960 fgenesh1 pm 31 63

Phy27169 388894 fgenesh1 pm 79 9

Phycit1 213906 CE213905 38770
Pcitri2 232290 CE232289 12775

Pcitr2 443795 fgenesh1 kg 3 287 TRINITY DN2318 c0 g1 i4
Phcit1 245431 fgenesh1 pm 21 22

Pcit17464 601907 fgenesh1 pg 4 554

Pcit129764 388096 e gw1 7 1368 1
Phcitr1 255200 fgenesh1 pg 5 104

Phcapit2 271027 CE271026 54591
Phcap1 117802 CE117801 56220

Pcapi1 510433 gm1 4462 g
Phycap1 250501 e gw1 5 1033 1

Phycapi2 433598 e gw1 5 1393 1
Phcapi1 200860 e gw1 4 1020 1

Macpha1 378862 CE378861 30934
Macph1 1625 MPH 01661m 01

Botdo1 1 298552 NODE 4283 length 178438 cov 68 g9378 t1
Neopa1 2412 UCRNP2 10414m 01

Pse1611 1 713483 gm1 6625 g
Meltu1 674186 MIX21012 52815 93

Aplpr1 305098 fgenesh1 pg 3 210
Sacpr1 75664 fgenesh1 pm 28 34
Stobe1 85660 fgenesh1 pm 7 83

Psemus1 11370 transcript KXT14887
Psemus1 11371 transcript KXT14889
Psemus1 11372 transcript KXT14888

Myceu1 6739 transcript KXT07129

Mycfi2 88201 Mycfi1 estExt fgenesh1 pg C 140014
Pseule1 826463 gw1 22 26 1

Zymar1 773806 Za111 scaffold 643 0058

Zymps1 795199 Zp221 scaffold 1008 00003Mycgr3 37276 e gw1 2 779 1

Sepmu1 147500 estExt fgenesh1 kg C 2 t20128
Seppo1 35540 fgenesh1 pg 4 169
Cerbe1 1243 transcript PPJ52056

Dotse1 69562 estExt fgenesh1 kg C 2 t20018
Clafu1 188542 scf7180000130050 G1066Frien1 2169 B0A54 04403Frien1 17023 B0A54 14367Frisi1 753 B0A55 13085Frisi1 9218 B0A55 01134

Bauco1 467987 CE306884 33891
TerNC1134 1 759474 e gw1 1 367 1

Aciri1 meta 91543 fgenesh1 kg 5WFSArich Contig 03460 1 Loc

Aciri1 iso 160594 fgenesh1 kg 1366 1 Locus959v1rpkm169 27
Ternu1 200085 CE200084 22302Horwer1 6970 HWER 02871 R0Horwer1 1904 HWER 09151 R0Horth1 4396 B0A50 05387Polci1 34774 CE34773 5005

Zasce1 69855 fgenesh1 pm 42 24AurpulNBB1 81351 gm1 4483 g
Aurpu var pul1 270754 e gw1 6 237 1
Aurpu var mel1 42819 e gw1 4 795 1

Aurpu var sub1 43828 fgenesh1 kg 27 33 Locus2775v1rpkm57 6Aurpu var nam1 78788 gm1 1606 gDelst1 367146 fgenesh1 pg 3 413Linrh1 277463 e gw1 1 1271 1LobpulAf1 172990 CE172989 22868
LobpulSc1 2143139 fgenesh1 pm 418 3Lobpul1 637751 CE637750 23852
LobpulSp1 1143404 fgenesh1 pm 283 8LobpulSw1 4006295 e gw1 4 41 1Umbpus1 106099 LPUS 04137T0Trigu1 1013976 e gw1 128 27 1Xylhe1 240511 fgenesh1 pg 9 209Patat1 938356 e gw1 13 343 1Venin1 20087 atg7362 t1Venpi1 218113 VP s76 g8428 t1Venpo1 689716 MIX7378 18604 34

Veneff1 4550 rna gnl PRJNA551043 FKW77 005258 T1 mrnaVenspP74 1 219640 CE219639 22021DotP12C66 430793 e gw1 2 338 1Crymi1 5875 B0A49 13705Crymi1 11110 B0A49 09347Cryan3 116812 CE116811 9156Cryan3 349102 CE349101 9152Tryvi1 440647 e gw1 6 229 1Acastr1 120964 AST1 003983 RAErebi1 74009 CE74008 33729Rhili1 41735 e gw1 8 643 1Dibbae1 3888 DIBA 008099 RASymko1 924027 fgenesh1 pm 9 270
Ophpi1 7605 NODE 73777 length 17178 cov 26 g7907 t1Ophpic1 2292 rna2291Ophnu1 1980822 OphioH327g2250Spobr1 13004 transcript KIH91580Sposc1 5533 transcript KJR85556OphPMI507 1 363329 fgenesh1 pg 4 312Spoin1 38 transcript OAA67843Grocl1 7735 CMQ 4793m 01Phaal1 3351 UCRPA7 4471m 01PhaeoFL0889 1 310332 CE310331 40217Aciaci1 1352597 e gw1 78 4 1Calpu1 1575 NODE 1479 length 10427 cov 21 g3324 t1Schves1 330771 e gw1 6 572 1Podtet1 384337 MIX19354 7401 42Schcon1 263486 e gw1 52 55 1Echmac1 128203 CE128202 15476Bombar1 479584 fgenesh1 pg 2 1372Lashir1 366288 CE366287 39595Lashi1 593299 fgenesh1 pm 7 192Lasmin1 656996 e gw1 7 1252 1Lasov1 531640 e gw1 5 695 1Poddi1 448508 fgenesh1 pg 3 1150Bombom1 28346 CE28345 31502Apope1 536162 fgenesh1 pg 6 822

Poddec1 371146 gm4 4088 gPodap1 254732 CE254731 22613Cersc1 431361 fgenesh1 kg 5 1850 TRINITY DN1440 c0 g1 i1
Cersam1 421 CE420 6839

Podbra1 47607 CE47606 4382
Podan3 206066 mRNA 4894

Podans1 153444 CE153443 8149
Apibac1 412807 gm1 6953 g

Apiver1 32826 CE32825 3250
Clamic1 259668 CE259667 15531

Podaus1 82987 CE82986 2494
Clabul1 859992 e gw1 10 285 1

Clasam1 107216 CE107215 1907
Clasp332 1 309677 fgenesh1 pg 49 16

Clasp259 1 140668 CE140667 7550
Podfim1 229309 CE229308 21346
Podcom1 105258 CE105257 8637

Cercau1 539525 fgenesh1 pm 6 360
Ceraff1 204517 CE204516 13089

Cernew1 395048 fgenesh1 pg 7 676
Podcur1 471017 estExt fgenesh1 pm C 2000008

Dipgro1 247934 e gw1 1 533 1
Chafi1 212837 CE212836 9791

Chame1 432602 MIX12905 26049 89
Chagl1 342087 CE342086 29346

Chagl 1 20194 CHGT 10370
Mychet1 275477 fgenesh1 pm 4 149

Myche1 438833 CE438832 22987
Spoth2 2312657 fgenesh kz1 kg chromosome 7 1406 128822

Corsim1 36236 e gw1 8 179 1
Thiap1 657363 fgenesh1 pm 10 52

Thihy1 423672 e gw1 8 750 1
Achstr1 486122 fgenesh1 pm 5 452

Thite2 2060243 e gw1 6 2160 1
Thiar1 720655 e gw1 49 42 1

Chain1 7370 g4972 t1
Thian1 376562 e gw1 5 559 1

Phiatr1 521701 fgenesh1 kg 1 1412 TRINITY DN2729 c0 g1 i1
Phiglo1 437934 gm4 5830 g

Humgr1 8376 Humgr2 005231 RA
Chafu1 411111 fgenesh1 pg 5 641

Cha1176438 45544 fgenesh1 pg 6 303
Hyafin1 976942 MIX16197 17877 50

Melbi2 510875 gw1 118 1184 1
MelPMI1271 1 383735 fgenesh1 pg 121 5

Chalo1 235725 CE235724 44958
Melva1 584285 gm1 9590 g
Rhier1 711537 gm1 15712 g

Amore1 31023 fgenesh1 pg 12 171
Oidma1 126599 e gw1 10 1119 1

XylPMI703 1 50236 CE50235 11322

Greabi1 413335 fgenesh1 pg 22 151
Greab1 390062 e gw1 18 56 1

Mabrmo1 2765 g3750 t1
Marbr1 2001 MBM 05547

Botci1 1404 BC1T 02976

Botcin1 6991 BofuT4 P003460 1 1

Sclsc1 1170 SS1G 07626T0

Sclbo1 3923 transcript ESZ95703

PseVKM103 1 3289 transcript KFY79873

Psever1 10580 VE1 1

PseVKM3775 1 4671 transcript KFY14681

Pse03VT05 1 9849 transcript OBT81446

Pseudest1 3676 VC83 00890T0

PseVKM4520 1 2402 transcript KFZ17042

PseVKM4246 1 6909 transcript KFY15497

PseVKM4514 1 6686 transcript KFY50790

Spafl1 891 NODE 11817 length 3265 cov 107 g7573 t1

Cocst1 542363 gw1 40 103 1

Elyde1 697189 MIX9405 9123 35

Pseel1 9633 g9265 t1

Lopnit1 1 412517 CE412516 5305

Loppic1 13540 CE13539 6173

Bulin1 803694 gm1 3868 g

Polsie1 141819 CE141818 27593

Blugr2 1228 BLGH 00654 mRNA 1

BlugrR1 1 78231 BGHR1 15841 mRNA 1 BLGH 00654

Bgh5874 1 593564 gw1 18 355 1

Blugra3 16 7441 rna BGT96224V316 LOCUS7509

Golor4 4153478 fgenesh1 pg Scaffold 120 383

Golor4 2335136 CE2335135 7180

GciUMSG1 1 10004 rna gnl WGS MCBS GcM1 234065T

GciUMSG3 1 174 rna gnl WGS MCBQ GcM3 105001T

Golci1 896879 CE896878 17782

Parpo1 490 PARAU 08933 RA

Lepor2 291340 CE291339 6287

Leptod1 107922 CE107921 2780

CadmalM221 1 314 IFR05 015115 1

Rhesp1 23260 CE23259 54585

Cadsp1 529889 fgenesh1 pg 24 138

Phimu1 351158 CE351157 50339

CadmalM34 1 4977 IFR04 000311 1

Rhyco1 8923 transcript CZT09395

Rhyse1 7053 transcript CZT48850

Rhyag1 13472 transcript CZT07453

Cadosp1 455305 e gw1 11 139 1

Conli1 5219 NODE 2333 length 98482 cov 22 g3682 t1

Conlig1 655421 fgenesh1 pm 7 201

ConPMI546 671717 CE671716 31551

ColoR110 1 162177 estExt fgenesh1 pg C 1230004

Conioc1 1210519 gm1 1167 g

Conioc1 1211268 gm1 1916 g

LecAK0013 1 445782 fgenesh1 pm 1 821

ColoR113 1 139465 MIX12133 13 24

Mictr1 530014 gw1 3 1853 1

Sceap1 4492 transcript KEZ46129

Lompr1 5587 transcript PKS06982

Rutfi1 709150 estExt Genemark1 C 5 t10354

Lacsu1 377960 fgenesh1 pg 13 174

Lorma1 549405 gm1 9427 g

Lorju1 391698 gw1 21 45 1

Phisc1 676539 fgenesh1 pg 30 238

Phisu1 13225 transcript CZR53787

Acema1 744223 gm1 9971 g

Pezci1 717949 fgenesh1 pm 17 128

Theglo1 144858 CE144857 41804

Themi1 475196 gw1 3 110 1

Thest1 3454 NODE 2552 length 539510 cov 89 g8228 t1

Ant016 1 30474 CE30473 29500

Hyafin1 968074 MIX7329 1 19

MelPMI1271 1 308042 e gw1 168 53 1

Melbi2 525827 e gw1 56 1477 1

Atrpi1 148277 CE148276 29945

Helsp1 387964 fgenesh1 pg 15 208

Erypu1 4212 transcript POS86141

Erypi2 959117 CE959116 11631

Psene1 2197785 fgenesh1 kg 237 60 TRINITY 192516

Oidneo1 843 rna gnl WGS MCFK OnM2 019097T

Erynec1 3975 EV44 g5675T0

Cocpo1 1 5086 XM 003070039 1

Cocpos1 9541 transcript EFW13885

Cocim1 4252 CIMG 06878T0

Uncre1 3463 URET 03609

Usnflo1 218057 CE218056 6863

Clagr3 7751 CLAGR 007674 RA

Aspara19utr 38187 CE38186 3632

Asppar1 111450 CE111449 3651

Asptra1 531728 fgenesh1 kg 22 314 TRINITY DN3308 c0 g1 i1

Aspnovo1 205260 gm1 7994 g

Aspser1 186086 fgenesh1 kg 114 13 TRINITY DN2681 c0 g1 i1

Aspmot1 280938 gm1 12642 g

Aspfl2 3 1733132 CE733132 1508

Aspor1 2248 AO090001000237 mRNA

Asppari1 40180 CE40179 1629

Aspmin1 221730 fgenesh1 kg 195 7 TRINITY DN4249 c0 g2 i1

Aspnom1 110213 CE110212 1871

Asppsen1 238608 fgenesh1 kg 6 107 TRINITY DN4215 c0 g1 i1

Aspnom13137 1 919 ANOM 005201T0

Aspbom1 6127 ABOM 005045T0

Aspcae1 18216 CE18215 7482

Asppsec1 238566 CE238565 1306

Asptam1 263186 fgenesh1 kg 35 55 TRINITY DN4929 c0 g1 i1

Asppset1 142904 CE142903 3413

Aspber1 273572 fgenesh1 kg 193 10 TRINITY DN2969 c0 g1 i1

Aspfl1 25717 7000001155852319

Aspalbe1 64690 CE64689 112

Aspalli1 136691 CE136690 2789

Asplep1 169219 fgenesh1 kg 27 53 TRINITY DN381 c0 g2 i1

Aspcor1 138991 fgenesh1 kg 188 11 TRINITY DN4487 c0 g1 i1

Aspave1 126501 fgenesh1 pm 7 14

Aspoc2036 1 566126 fgenesh1 pg 1 1087

Aspoc7043 1 650028 e gw1 2 2727 1

Asppet1 287634 gm1 4249 g

Asposti1 165650 fgenesh1 kg 104 52 TRINITY DN5559 c0 g1 i1

Aspwest1 39939 CE39938 1607

Aspnaka1 239742 gm1 6693 g

Aspses1 303851 gm1 4873 g

Aspneoa1 155247 fgenesh1 kg 32 168 TRINITY DN4856 c0 g3 i1

Aspmuri1 59290 CE59289 1843

Aspwes1 197186 gm1 6237 g

Aspros1 161919 gm1 9071 g

Aspsub1 225534 MIX552 1258 79

Aspfloc1 168557 CE168556 316

Asppul1 472554 gm1 5777 g

Aspsc1 242295 fgenesh1 pm 123 20

Aspper1 298897 fgenesh1 pm 93 13

Aspchr1 9696 CE9695 4460

Aspsubr1 162325 CE162324 3259

Aspsul1 244453 fgenesh1 kg 159 19 TRINITY DN884 c0 g1 i1

Aspaff1 547885 fgenesh1 pm 27 11

Aspcre1 263538 fgenesh1 pm 2 23

Aspele1 369527 fgenesh1 kg 233 39 TRINITY DN5324 c1 g1 i23

Asptan1 277045 CE277044 3113

Asphor1 149261 fgenesh1 pm 8 33

Aspte1 439 ATET 00439

Asppseute1 423105 e gw1 195 254 1

Asppterr1 167696 fgenesh1 pm 27 23

Aspala1 143485 fgenesh1 pm 6 241

Aspall1 80143 CE80142 5066

Aspniv1 265238 fgenesh1 pm 6 105

Aspneoi1 250479 gm1 3109 g

Aspflo1 185432 MIX4414 3 7

Aspaur1 172868 fgenesh1 pm 26 36

Aspamb1 196250 fgenesh1 pm 51 43

Aspcap1 131223 MIX9090 40 46

Aspiiz1 312271 fgenesh1 kg 54 71 TRINITY DN2607 c0 g1 i2

Aspneof1 238580 fgenesh1 kg 1 300 TRINITY DN2746 c0 g1 i1

Aspfre1 153762 fgenesh1 pm 76 17

Aspman1 729813 fgenesh1 pm 61 19

Asptem1 367441 fgenesh1 pm 54 34

Aspfla1 245617 fgenesh1 pm 64 5

Aspaurful1 476126 fgenesh1 pm 17 6

Asplup1 212861 fgenesh1 pm 90 8

Aspbrev1 84337 CE84336 11112

Aspaste1 151675 gm1 4656 g

Asptu1 186752 gm1 943 g

Aspcos1 39787 CE39786 674

Aspvad1 458789 gm1 10907 g

Aspeuc1 385688 fgenesh1 pg 4 290

Aspneo1 296797 e gw1 1 991 1

Aspka1 1 18069 AKAW 06596

Asppip1 364706 e gw1 3 133 1

Aspfo1 130898 e gw1 4 1507 1

Aspni 13496 2 1108080 fgenesh1 kg 2 8049 transcript 30647

Aspni DSM 1 161772 An08g05100m 01

Aspni NRRL3 1 11142 NRRL3 11142

Aspph1 7605 CE7604 2395

Asplac1 443942 gm1 3719 g

Aspni bvT 1 371413 estExt Genemark1 C 220097

Aspni7 1041677 CE41677 87

Aspwel1 165777 gm1 1026 g

Aspbr1 121725 e gw1 4 363 1

Aspca11822 1 403887 CE403886 12045

Aspca4 47456 CE47455 22447

Aspca12550 1 279522 CE279521 11743

Aspscle1 60952 CE60951 3310

Aspibe1 361274 e gw1 34 83 1

Aspscl1 239338 CE239337 3233

Aspind1 464315 MIX2028 2160 32

Aspuva1 80164 CE80163 3826

Aspvio1 69035 CE69034 4875

Aspacu1 316081 e gw1 9 447 1

Aspfij1 226471 CE226470 9810

Aspbru1 460399 gm1 2332 g

Aspflor1 211278 gm1 9054 g

Aspac1 56272 fgenesh1 pg 1 499

Asptri1 201493 fgenesh1 pm 666 1

Aspjap1 193436 CE193435 10940

Aspsac1 148919 CE148918 2467

Asphom1 105274 CE105273 3596

Asphet1 65675 CE65674 586

Aspell1 435257 gm1 10825 g

Aspbot1 160573 fgenesh1 kg 7 46 TRINITY DN6284 c0 g1 i1

Aspspi1 203311 CE203310 1886

Aspcorea1 310722 CE310721 10467

Asplaci1 242381 fgenesh1 kg 25 194 TRINITY DN3693 c0 g1 i4

Neofi1 2680 7000001156973789

Aspoer1 40517 CE40516 11574

Aspfumig1 31904 CE31903 927

Asplen1 252896 fgenesh1 kg 4 443 TRINITY DN6198 c0 g2 i2

Aspfumis1 339395 fgenesh1 pm 14 26

Aspnov1 431072 fgenesh1 pg 4 553

Aspfu A1163 1 100335 CADAFUBT00001201m 01

Aspfu1 1114 Afu1g12490 mRNA

Aspuda1 2400 AUD 7928

Aspudag1 309767 fgenesh1 kg 16 227 TRINITY DN2735 c0 g2 i1

Aspign1 257377 fgenesh1 kg 276 4 TRINITY DN3843 c0 g1 i1

Aspsia1 425026 fgenesh1 kg 2 731 TRINITY DN5060 c0 g8 i2

Asppsf1 149556 fgenesh1 kg 22 57 TRINITY DN984 c0 g1 i1

Asppara1 453703 fgenesh1 kg 140 37 TRINITY DN1769 c0 g1 i1

Asppsev1 278958 gm1 9054 g

Aspvir1 184607 fgenesh1 kg 5 184 TRINITY DN7944 c1 g2 i3
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D
elst1 397656 gm

1 3590 g

A
ulhe2 145701

C
E

145700 2094

B
oeex1 375437 fgenesh1 pg 5 400

P
hom

u1 449689 fgenesh1 kg 11 574 TR
IN

ITY D
N

11241 c0 g1 i1

M
acan1 390615 estE

xt G
enew

ise1P
lus C

 12 t10332

A
scra1 7277 S

T47 g655T0

D
idex1 3828 gm

1 3828 g

D
idm

a1 22907 g4410 t1

E
pini1 462172 gm

1 310 g

M
yrdu1 266973 fgenesh1 pg 4 218

M
yrian1 102529 C

E
102528 3471

E
lsam

p1 21295 C
E

21294 1218

Tryvi1 511918 fgenesh1 pg 11 80

D
iaP

M
I573 1 640649 gm

1 5954 g

D
iavoc1 463299 gm

1 2623 g

D
iahe1 11252 transcript P

O
S

73860

Valm
a1 6531 transcript K

U
I69826

C
rypto1 455589 fgenesh1 pg 11 399

G
nocas1 68629 C

E
68628 952

Pilidi1 379038 e gw
1 367 4 1

C
rypa2 74569 C

rypa1 fgenesh1 pg C
 scaffold 9000284

Xanpa2 1469761 C
E1469760 11034

Verdah1 256105 C
E256104 3740

Verda1 937 VD
A

G
 05419T0

Verlo1 1469 transcript C
R

K
04498

Verlo1 371 transcript C
R

J81240

Veral1 1908
VD

BG
 07852T0

Sodal1 325791 fgenesh1 pg 9 211

Acral2 1082293 Acral1 c3a estExt fgenesh2 pg C
 50755

Plecu1 433310 gm
1 8699 g

Plecucu2 267583 estExt G
enem

ark1 C
 110192

Plecuc1 58824
C

E58823 133

Apim
o1 111980 gm

1 9668 g

Artesp1 131289 C
E131288 3919

Khuory1 486037 gm
1 7291 g

Pseve2 348333 e gw
1 10 228 1

C
ercau1 498346 fgenesh1 pg 5 892

Podcom
1 421586 fgenesh1 pg 6 104

C
ernew

1 393355 fgenesh1 pg 6 360

C
eraff1 244680 C

E244679 18208

Podcur1 422056 gm
1 6359 g

Schves1 439244 fgenesh1 pm
 5 399

Podtet1 243026 e gw
1 51 52 1

Schcon1 70241 C
E70240 870

Echm
ac1 112047 C

E112046 2145

Bom
bar1 334655 C

E334654 37233

Lashi1 257555 C
E257554 3794

Lashir1 648354 gm
1 10297 g

D
ipgro1 93234 C

E93233 1919

Bom
bom

1 614878 gm
1 3603 g

Poddec1 72947 C
E72946 2263

Apope1 478846 e gw
1 5 1999 1

Lasm
in1 754828 gm

1 9837 g

Lasov1 588968 fgenesh1 pg 1 2128

Poddi1 206739 C
E206738 4412

C
onlig1 562862 gw

1 11 715 1

C
onPM

I546 971001 gm
1 8133 g

C
onli1 6535 N

O
D

E
3172 length 285832 cov 22 g4578 t1

C
oloR

110 1 130067 M
IX2111 6 11

C
onioc1 1218938 gm

1 9586 g

C
onioc1 946773 e gw

1 2
204 1

LecAK0013 1 428236 gm
1 5036 g

Phiatr1 164530 C
E164529 1059

Phiglo1 210835 C
E210834 509

ThoPM
I491 1 832405 gm

1 17937 g

C
odFL1790 1 478297 C

E478296 8621

C
hain1 941 g9106 t1

C
hagl1 104084 C

E104083 39501

C
hagl 1 18901 C

H
G

T 09077

C
hafi1 234222 C

E234221 93583

C
ham

e1 207990 C
E207989 5317

C
orsim

1 33591 e gw
1 6 288 1

M
yche1 771937 estExt fgenesh1 pm

 C
 4 t10473

Spoth2 2306669 fgenesh kz1 kg chrom
osom

e 4 950 86705

M
ychet1 300879 gm

1 5395 g

Thiap1 677902 gm
1 2036 g

Thihy1 484834 fgenesh1 pg 6 172

Thiar1 799126 gm
1 5654 g

M
adm

y1 6516 transcript KXX76952

C
hathe1 4717 rna4029 C

TH
T 0040580

C
ha1176438 37353 e gw

1 7 475 1

C
hafu1 412431 fgenesh1 pg 7 294

Thite2
2142122 fgenesh1 pm

 chrom
osom

e 1 1628

Thian1 379076 e gw
1 7 272 1

H
um

gr1 769 H
um

gr2 000782 R
A

Achstr1 495952 gm
1 7910 g

Spobr1 11698 transcript KIH
92564

Sposc1 1671 transcript KJR
88247

O
phPM

I507 1 313019 e gw
1 3 784 1

Spoin1 4499 transcript O
AA67350

G
rocl1 5169 C

M
Q

 6280m
 01

O
phnu1 1985566 O

phioH
327g6980

O
phpic1 7129 rna7128

Lom
pr1 7957 transcript PKS11357

Sceap1 2782 transcript KEZ39521

M
ictr1 588480 estExt G

enew
ise1Plus C

 7 t30420

C
orm

a2 696636 fgenesh1 kg 140 24 Locus7891v2rpkm
4 85

M
agor1 9726 rna M

G
G

 00617T0

M
agorG

Y11 1 1356713 fgenesh1 kg 1 7439 H
N

O
BH

 transcript 38

M
agorFR

13 1 1973560 fgenesh1 kg 4 9411 H
N

O
BG

 transcript 28

M
agorTH

3 1 1381622 fgenesh1 kg 4 6125 H
N

O
BN

 transcript 283

PhaeoFL0889 1 257229 C
E257228 1860

C
alpu1 4735 N

O
D

E 3258 length 38655 cov 28 g5970 t1

Verped1 183328 C
E183327 438

Podan3 207371 m
R

N
A 6199

Podans1 415038 gm
1 9896 g

C
ersam

1 353749 fgenesh1 pm
 16 43

Podbra1 76363 C
E76362 405

Apibac1 409209 gm
1 3355 g

Apiver1 66919 CE66918 1000

Clam
ic1 387242 e gw1 9 397 1

Podaus1 239481 CE239480 311

Clasp259 1 17259 CE17258 6191

Clasp332 1 10985 CE10984 786

Clabul1 919033 fgenesh1 pm
 2 592

Clasam
1 183810 e gw1 114 31 1

Podfim
1 352400 e gw1 1 285 1

XylFL0043 310258 gm
1 1083 g

XylFL0933 397879 gm
1 4623 g

XyFL0064 1 194375 CE194374 25869

XylFL1042 298190 fgenesh1 kg 13 320 TRINITY DN7444 c0 g1 i

Xylven1 395754 gm
1 6337 g

Xylarb124340 1 28694 CE28693 19973

Xylpal1 13187 CE13186 16498

XyFL1777 1 188759 CE188758 29744

KdCBS826 1 36182 CE36181 8720

Kredeu1 243246 CE243245 22571

Krezon1 128728 CE128727 164

XylarbFL1030 330229 fgenesh1 pm
 88 18

Xylbam
139988 1 645274 gm

1 4584 g

Xylgra1 244661 CE244660 5972

Xyldig1 369964 CE369963 8965

Xylhyp1 565129 gm
1 1344 g

Xylscr1 65814 CE65813 19150

Xylcur114988 1 309955 CE309954 31611

Xylcube1 404787 CE404786 17919

Xylcas124033 1 536617 fgenesh1 pm
 1 33

Xyllon1 324705 CE324704 6320

Xylber1 610185 fgenesh1 pm
 22 73

Xylcro1 321238 fgenesh1 kg 3 223 TRINITY DN5336 c0 g1 i2

Xylacu1 386729 CE386728 33109

Xyltel121673 1 275431 CE275430 28208

Xylhel2 149827 CE149826 15757

Xylcub1 115841 CE115840 8851

Xylcur1 163938 CE163937 19555

Xylpal124036 1 502044 CE502043 22996

Nem
abo1 276610 fgenesh1 pm

 36 32

NeFL0031 2 292310 CE292309 45362

Roscor1 312868 fgenesh1 pm
 36 23

Entm
a1 381758 gm

1 2851 g

Hyparg1 272051 CE272050 14836

Nem
dif1 269487 CE269486 55033

Astsub1 449165 fgenesh1 pm
 10 114

Anttom
1 70111 CE70110 18133

XyAK1471 1 205534 CE205533 22986

Antleu1 346712 CE346711 14693

Antav1 350632 e gw1 18 568 1

Rosne1 5623 transcript G
AP86838

NeFL0916 1 113722 CE113721 20134

NsAZ0576 1 101640 CE101639 366

NsCB679 1 515244 CE515243 37945

NsAK0226 1 171902 CE171901 1123

Nem
ani1 255725 CE255724 11036

XylFL1651 14110 CE14109 2030

Xylint1 532505 fgenesh1 pm
 74 24

Xylni1 489422 gm
1 3787 g

Xylbru1 1 509274 gm
1 2861 g

Nem
sp1 7155 e gw1 14 99 1

Xy124048 1 650518 fgenesh1
kg 20 135 TRINITY DN5468 c8 g1

Porpun1 582608 gm
1 1544 g

NsAK0226 1 422585 fgenesh1 kg 340 36 TRINITY DN6675 c0 g4

Podjug1 582334 fgenesh1 pm
 5 306

XylFL1019 427041 gm
1 5587 g

XyFL1272 2 169956 CE169955 9926

XylFL0255 308313 CE308312 4161

XyFL0821 1 624391 fgenesh1 pm
 24 116

XylFL0594 80234 CE80233 7715

DallocAZ0526 2 245442 CE245441 4272

Dalloc1 208028 CE208027 5292

Dallocu1 390419 gm
1 8387 g

Dalver1 16357 CE16356 3947

Daldec1 393854 gm
1 9767 g

Dalgra1 449902 gm
1 6286 g

DalEC12 1 16361 fgenesh1 pg 45 62

Dales1 408390 gm
1 3308 g

Dalba1 464621 CE464620 5566

Dalcal1 454946 gm
1 1006 g

DaFL1419 1 345443 gm
1 2395 g

Hyptru1 275948 CE275947 5910

Hypinv1 559274 CE559273 5332

HyNC0597 1 228614 CE228613 263

HyFL1857 1 70663 CE70662 1109

HypEC38 3 48899 CE48898 7281

HyFL0890 1 143502 CE143501 9573

HyFL0543 1 254717 CE254716 4703

Hyppol1 515196 fgenesh1 pm
 1 908

Hypm
on1 280077 gm

1 6001 g

Hypsub2 597084 gm
1 11347 g

Annm
in1 336594 gm

1 7801 g

Hypcro1 250519 CE250518 1983

Anntru1 450935 fgenesh1 pm
 10 44

AnFL0455 488237 fgenesh1 pm
 11 17

Annnit1 486340 fgenesh1 pm
 4 141

Annsty1 381936 fgenesh1 kg 14 136 TRINITY DN5571 c0 g1 i3

Roster1 238892 CE238891 7903

Annm
or1 448227 fgenesh1 kg 113 36 TRINITY DN6175 c0 g5 i1

Annm
ae1 154175 fgenesh1 kg 3 159 TRINITY DN9718 c1 g16 i1

Annbov1 186727 CE186726 4036

HypCI4A 1 17995 fgenesh1 pg 1 49

Hypvin1 178227 CE178226 1044

Hypfus1 70173 CE70172 3691

Hyprub1 452620 gm
1 10232 g

Hypcer1 444443 gm
1 8998 g

HyprubER1909 1 180119 CE180118 2031

HyFL1150 1 342001 CE342000 17983

HyFL1284 2 494377 CE494376 14687

Hypfra2 237437 CE237436 1099

HyNC1633 2 285756 CE285755 4352

Durrog2 329871 CE329870 6300

W
ham

ic1 278726 CE278725 9429

Jum
vir1 84304 CE84303 4923

XylFL0662B 180039 CE180038 13105

Bism
e1

471275 CE471274 29115

Bism
ed1 226541 CE226540 3449

Biscog1 585681 fgenesh1 pm
 56 24

CtCBS203 1 560099 CE560098 4446

Bism
a1 407090 gm

1 3391 g

Bisnum
1 636547 gm

1 6845 g

XyFL0641 1 662163 CE662162 20884

XylFL0016 412624 gm
1 2266 g

XyFL0804 2 415933 CE415932 25606

XylFL2044 528640 CE528639 10210

Tolpa1 3150 transcript POR36993

Tolinf1 198742 TINF09367 mRNA 1

Tolop1 3975 transcript KND88593

Ophau1 2643 transcript PHH59725

Pursp1 363040 fgenesh1 pg 206 1

Purli1 5755 transcript OAQ92410

Ophsi1 7377 rna G6O67 006030

Hirmi1 7427 rna gnl W
GS JPUM HIM 06875 T0 HIM 06875

CorRAO 2017 1 1080 transcript PHH84982

Ophca1 2578 transcript PHH75196

Ophun1 5581 transcript PFH57049

Dreco1 2196 transcript KYK61049

Tolinf1 199552 TINF09641 mRNA 1

Metma1 370 XM 014727346 1

Metgui1 745 rna gnl W
GS AZNH

MGU mRNA00745 MGU 00745

Metani1 7718 transcript KID67355

Metro1 1543 MAA 01976T0

Metbr1 4485 XM 014691516 1

Metac1 3376 MAC 03376m 01

Metal1 3050 rna gnl W
GS AZHE MAM mRNA06316 MAM 06316

Metri1 184 rna gnl W
GS AZHC NOR mRNA00184 NOR 00184

Moeli1 7729 rna gnl W
GS AZGY AAL mRNA04064 AAL 04064

Ilyrob1 202482 CE202481 9583

Ilyeu1 57262 CE57261 10686

Ilysp1 1743192 fgenesh1 pm
7 313

Neora1 520408 gw1 5 491 1

Neodi1 7620 AK830 g12069T0

Daces1 522038 fgenesh1 pg 5 26

Dacma1 879886 gm1 5838 g

Stach1 7147 transcript KFA74868

Stachl1 2720 transcript KFA67927

Stael1 452217 fgenesh1 pm 10 15

Myrin1 381932 e gw1 1 3553 1

Nieex1 661341 CE661340 1693

Acrst1 1372670 gm1 10940 g

Sarstr1 255083 estExt Genewise1 C 1 t10115

Thest1 5515 NODE 49 length 72438 cov 90 21 g158 t1

Gaegr1 8277 GGTG 06982T0

Magpo1 8549 MAPG 05795T0

Verga1 118275 PV09 06559T1

Verga1 118276 PV09 06559T0

Colta1 12878 mrna 10737

Colme1 4403 mrna 4403

Colpa1 2583 mrna 12400

Colab1 2590 mrna 2590

Colco1 2466 mrna 10454

Colsp1 16062 mrna 10460

Colcu1 9374 mrna 9374

Collu1 169917 CE169916 1745

Collup1 110 mrna 110

Colsi1 981014 mrna 9134

Colny1 1022328 mrna 14048

Colac2 413842 CE413841 4233

Colfi1 279770 mRNA4590

Colph1 60648 CE60647 2215

Colgo1 593752 estExt Genewise1 C 700088

Color1 9815 CORC01 06471T0

Colsa1 946446 mrna 9202

Colna1 590900 fgenesh1 pm 36 66

Colgr1 8679 GLRG 09622T0

Colce1 302255 CE302254 5973

Colzo1 287545 CE287544 5717

Colso1 383977 CE383976 4820

Colca1 338537 CE338536 7677

Colfa1 716867 gm1 11156 g

Colto1 1657 CT0861 03941T0

Coltof1 149756 mrna 9696

Colin1 7617 mrna 7617

Colsu1 686941 gm1 11448 g

Colsub1 3348 transcript KDN62700

Coler1 128918 CE128917 7154

Colhig2 9521 CH63R 08313T0

Psene1 2309845 gm4 18097 g

Oidneo1 2982 rna gnl W
GS MCFK OnM2 040026T

Erypu1 1710 transcript POS87210

Erynec1 6328 EV44 g3170T0

GciUMSG3 1 3349 rna gnl W
GS MCBQ GcM3 021001T

GciUMSG1 1 11918 rna gnl W
GS MCBS GcM1 247224T

BlugrR1 1 73977 BGHR1 11587 mRNA 1 BLGH 03210

Blugr2 3864 BLGH 03210 mRNA 1

Blugra3 16 5457 rna BGT96224V316 LOCUS5551

Rac5018 1 16641 transcript OQO19228

Rac5018 1 16765 transcript OQO19127

Rac5018 1 17240 transcript OQO18829

Racan1 9265 transcript OQO13378

Racan1 16771 transcript OQO11207

Clasph1 3161 CSPH 06747 R0

Aciaci1 523962 CE523961 11578

Pezci1 686734 gm1 6340 g

Lacsu1 349682 fgenesh1 kg 8 606 TRINITY DN1354 c0 g2 i1

Neucr trp3 1 9382 Neucr2 NCU05964T0

Neucr2 9382 NCU05964T0

Ncrass2 1432618 e gw1 7 1944 1

Neucr4830 1 393286 e gw1 2 341 1

Neute matA2 140997 Genemark 6893 g

Neute mat a1 160321 estExt fgenesh2 pm C 70245

Neuhi1 317015 e gw1 4 1357 1

Neuin1 448263 e gw1 9 740 1

Neudi1 19731 scaffold 13 snap 252 1

Sorhu1 20675 CE20674 7509

Sorma1 4798 transcript CCC12582

Asoarc1 61307 CE61306 3362

Gelte1 239965 CE239964 12982

Sorbr1 117971 CE117970 26567

Gelamo1 204900 e gw1 14 20 1

CopCBS38678 1 396434 gm1 8166 g

Cornip1 496925 MIX6160 39 51

XylPMI506 511743 gm1 7464 g

Plecto1 173009 CE173008 4720

Polci1 92572 CE92571 305

Bauco1 23135 fgenesh1 pg 4 489

Bissp1 590921 fgenesh1 pg 8 307

Bissp1 681968 gm1 2465 g

Disac1 238335 CE238334 5650

Grascr1 5993 GST1 003284 RA

Diadis1 433914 CE433913 3160

Neo1551 1 464410 e gw1 13 392 1

Colgl1 10385 transcript EQB46672

Gloci1 1084192 CE1024424 5382

Greab1 512346 gm1 4707 g

Greabi1 523710 gm4 1233 g

Dotsy1 366005 fgenesh1 kg 8 182 Locus11372v1rpkm1 33

Colorb1 146210 mrna 12730

Lolmi1 137768 CE137767 1045

Melti1 53732 CE53731 18389

Parpo1 2799 PARAU 10173 RA

Delco1 469507 gm1 1960 g

Masph1 193434 CE193433 735

Phapo1 756303 gm1 6546 g

Stasp1 49986 CE49985 146

Rhili1 70431 gm1 598 g

Ampqui1 113420 CE113419 1047

DotP12C66 566609 gm1 9756 g

Erebi1 473950 gm1 4650 g

Psehy1 479234 fgenesh1 kg 15 151 Locus7558v2rpkm0 13 PRE

Lopmy1 79993 CE79992 228

Cersc1 136067 CE136066 14047

Podap1 435598 fgenesh1 pg 1 284

HerpoJF2053F 1 80453 CE80452 446

HerpoJF057F 1 769059 gm1 2768 g

Asptan1 298053 fgenesh1 kg 9 342 TRINITY DN5144 c1 g1 i2

Cylol1 72045 CE72044 26056

MarPMI226 274009 CE274008 7108

FopisF23 1 361443 fgenesh1 pm 83 40

FopisF79 1 634716 fgenesh1 pm 80 54

FoxFo5176 433546 fgenesh1 pm Chromosome 3 943

FopisF105 1 370777 fgenesh1 pm 102 7

FopisF109 1 857053 fgenesh1 pm 66 6

FusoxT415 554619 fgenesh1 pm 3 379

Fobas23 1 215845 CE215844 9109

Foxbas1 107752 CE107751 1558

Fusoxpis1 8386 rna gnl WGS AGBI mrna FOVG 02717T0

Fusoxrap1 1401 rna gnl WGS AGNG mrna FOQG 00862T0

Fusoxcon1 19691 rna gnl WGS AGNF mrna FOPG 08439T0

Fusoxy1 590288 fgenesh1 pm 1 470

FoxMRL8996 471386 gm1 6294 g

FoxPHW726 1 380742 fgenesh1 pm WJXY 1 290

Fusoxalb1 807344 fgenesh1 pm 10 194

Fusox32931 7325 rna gnl WGS AFML mrna FOYG 02850T0

Fusoxmel1 14341 rna gnl WGS AGNE mrna FOMG 05017T0

Fusoxvas1 1365 rna gnl WGS AGNC mrna FOTG 00842T0

FusoxFo47 12978 rna gnl WGS AFMM mrna FOZG 05187T0

Fusoxrad1 994 rna gnl WGS AGNB mrna FOCG 00688T0

FusoxFo47 2 289919 MIX7086 701 98

Fusoxlyc1 10350 rna gnl WGS AGBH mrna FOWG 02698T0

Fox26365 1 347348 fgenesh1 pm Chr 508 59

FoxF1003 1 706440 fgenesh1 pm 4 813

FoxF1004 1 834991 e gw1 5 3961 1

FoxF1008 1 680034 e gw1 3 3142 1

FoxF1010 1 206226 e gw1 3 986 1

FoxF201 1 591150 e gw1 4 620 1

FoxF202 1 616435 e gw1 5 236 1

FoxF204 1 241961 e gw1 2 209 1

FoxF206 1 678649 fgenesh1 pm 4 866

FoxF207 1 561679 e gw1 3 2235 1

FoxII5 1178610 e gw1 4 3337 1

Fusoxys1 809093 fgenesh1 pm 4 403

Fusoxcub1 20471 rna gnl WGS AGND mrna FOIG 05756T0

Fusco1 499381 e gw1 3 2453 1

Fusre1 589753 fgenesh1 pm 2 516

Fuspro1 10246 transcript CZR39971

Fuspr1 8508 transcript CVL10152

Fusma1 9477 transcript CVK88876

Fusfu1 4742 FFUJ 03093m 01

Fusve2 16812 FVEG 05214T0

FvanT77 1 381303 fgenesh1 pm 17 152

FvanT78 1 267704 fgenesh1 pm 33 40

Necha2 79226 fgenesh1 pg sca 3 chr4 2 0000627

FvanT126 1 435157 fgenesh1 pm 32 98

Fusva1 408761 e gw1 23 340 1

Fusvan1 527675 fgenesh1 pm 2 651

FvanT200 1 291867 fgenesh1 pm 13 88

FvanT219 1 327855 fgenesh1 pm 28 87

FvanT299 1 349400 fgenesh1 pg 17 119

FvanT23 1 394662 fgenesh1 pm 139 7

FvanT36 1 297991 fgenesh1 pm 2 409

FvanT159 1 474576 fgenesh1 pm 19 106

FvanT110 1 519667 fgenesh1 pm 10 326

FvanT95 1 10819 CE10818 4168

FusspF11 1 917740 gm1 4476 g

FvanT31 1 365445 gm1 7552 g

FvanT33 1 28398 CE28397 5619

Fusmo1 294118 gm1 9940 g

FvanT343 1 375750 fgenesh1 pm 6 131

FusspF23 1 358567 gm1 5855 g

Fusso1 460384 fgenesh1 pg 3 681

Neobo1 508674 e gw1 11 141 1

FusspF10 1 348013 e gw1 6 24 1

MarPMI226 337925 gw1 2 1981 1

Cylol1 57769 CE57768 2273

Neodi1 7436 AK830 g3061T0

Neora1 44308 CE44307 9474

Ilyrob1 525858 gm1 962 g

Ilysp1 162880 CE162879 2417

Daces1 13798 CE13797 2877

Dacma1 837286 fgenesh1 pm 2 364

Fuscu1 9768 transcript FCUL 09826 1 mRNA 1

Fusgra3 665563 CE665562 106082

Fusgr1 7832 FGSG 06774T0

Fusps1 10113 FPSE 11893T0

Fusven1 546503 fgenesh1 pm 3 269

Fuspo1 9856 transcript OBS18009

Fusla1 6032 transcript KPA38076

Fuseq1 318635 fgenesh1 pg 3 953

Metani1 6786 transcript KID68456

Metro1 3936 MAA 05862T0

Metgui1 7413 rna gnl WGS AZNH MGU mRNA01974 MGU 01974

Metma1 6297 XM 014726488 1

Metbr1 1302 XM 014693642 1

Metac1 3695 MAC 03695m 01

Metal1 4421 rna gnl WGS AZHE MAM mRNA07052 MAM 07052

Metri1 4116 rna gnl WGS AZHC NOR mRNA06787 NOR 06787

Ustvir1 556 UVI 02026220

Tolop1 547 transcript KND94871

Tolpa1 8782 transcript POR34089

Tolinf1 197073 TINF07095 mRNA 1

Ophau1 5162 transcript PHH63943

Purli1 7337 transcript OAQ89112

Pursp1 263914 e gw1 94 29 1

Ophsi1 1309 rna G6O67 008538

Dreco1 4772 transcript KYK57775

CorRAO 2017 1 3404 transcript PHH81914

Tolca1 1425 transcript PNY25538

Hirmi1 9674 rna gnl WGS JPUM HIM 01692 T0 HIM 01692

Clapu1 3535 transcript CCE30957

Stachl1 7385 transcript KFA63279

Stach1 6950 transcript KFA75101

Myrin1 351113 gw1 8 138 1

Ophun1 6569 transcript PFH61685

Ophca1 5611 transcript PHH70986

Moeli1 637 rna gnl WGS AZGY AAL mRNA00637 AAL 00637

Tricam1 139660 CE139659 2913

Triafa1 316405 fgenesh1 pm 22 101

Trsp14807 237073 CE237072 3983

Trich5757 1 253265 CE253264 2606

Trien1 65374 CE65373 8609

TriTUC5505 1 199247 CE199246 8885

Triinh1 376907 fgenesh1 kg 5 1398 TRINITY DN3300 c0 g1 i2

TriharM10 1 267760 CE267759 2450

Triatrob1 93018 NODE 48 length 181214 cov 37 7 g2723 t1

TriharT22 1 18404 CE18403 3495

Trihar1 55701 CE55700 44869

Triha1 81433 e gw1 4 2099 1

Trigui1 3403 transcript OPB42291

Tripare1 302794 CE302793 4242

Tri5640 1 232218 CE232217 4839

Tricom1 296674 fgenesh1 kg 140 22 TRINITY DN6018 c0 g1 i1

Trialn1 83150 CE83149 6515

Triag1 384580 CE384579 6480

Trivel1 315310 CE315309 12223

Triveli1 266865 CE266864 6384

Trice1 284663 CE284662 6734

Triheli1 7208 CE7207 3904

Triam1 407361 fgenesh1 kg 5 657 TRINITY DN5945 c4 g1 i5

Tripleu1 474714 MIX7386 3386 45

Triple1 116322 g9618 t1

Trist1 271402 CE271401 21161

Triiv1 186121 CE186120 3612

Triros1 425884 CE425883 9031

Tribar1 320037 fgenesh1 kg 10 288 TRINITY DN6544 c1 g3 i4

Triflo1 169804 CE169803 2226

Tricae1 34120 CE34119 2522

Trila1 240648 CE240647 6326

Trispi1 2 27020 fgenesh1 pm 6 206

TriviGv29 8 2 61392 Trive1 fgenesh1 pg C scaffold 2000397

Trica1 287933 CE287932 9112

Tricr1 246494 fgenesh1 kg 28 17 TRINITY DN81 c0 g1 i4

Tricer1 163848 CE163847 24685

Trifer1 67891 CE67890 1573

Trichl1 184709 CE184708 7657

Tricre1 59734 CE59733 3478

TrireMAT11 1 8311 TRC1 007685 T1

TrireMAT12 1 8306 TRC2 007634 T1

Tripar1 5584 rna1595

Trire Chr 116273 TrE0945C

TrireRUTC30 1 67935 e gw1 1 2020 1

Trire2 102737 fgenesh5 pg C scaffold 1000370

Trigra1 426073 gm1 1392 g

Trigil1 139312 CE139311 12060

Trisin1 279331 CE279330 2857

Trikoni1 102763 CE102762 19086

Trifla1 250364 CE250363 3355

Trici4 1116812 e gw1 5 319 1

Trieff1 474649 CE474648 7098

Trilo3 1164775 CE164775 13147

Trior1 300172 CE300171 6531

Trilon1 477812 e gw1 288 4 1

Triaet1 10205 CE10204 6651

Trinov1 760538 fgenesh1 pm 7 19

Tricap1 409356 fgenesh1 pm 3 1

Trigha1 468975 fgenesh1 pm 5 128

Tribrev1 162712 CE162711 4200

Tribre1 124724 g10182 t1

Triaru1 3934 rna4755

Tricec1 367853 fgenesh1 kg 4 590 TRINITY DN2276 c1 g1 i8

Trihel1 515177 fgenesh1 kg 11 40 TRINITY DN4900 c1 g2 i9

Tri5649 1 14918 CE14917 10587

Tritai1 82852 CE82851 5785

Triint1 75035 CE75034 3341

Trikon1 14646 CE14645 5374

Triatr1 215179 CE215178 19387

Triatro1 258993 CE258992 14165

Triatrov1 178878 CE178877 3097

Trigam1 10529 TGAM01 02329T0

Tristr1 233395 CE233394 6826

Triasper1 169167 MIX9084 582 99

Triaspe1 362366 CE362365 5158

Triasp1 466260 gm1 5664 g

Trias1 56220 fgenesh1 kg 4 415 Locus4999v1rpkm18 40

Trieva1 286577 fgenesh1 kg 28 138 TRINITY DN3680 c1 g1 i2

Triev1 16638 CE16637 3445

Triei1 161811 CE161810 9224

Trimi1 173954 CE173953 2187

Trieur1 242499 fgenesh1 kg 5 703 TRINITY DN1569 c0 g4 i2

Triaus1 319816 fgenesh1 pm 11 47

FvanT343 1 242655 CE242654 4156

FvanT343 1 383050 fgenesh1 pm 50 44

FvanT343 1 346240 fgenesh1 kg 15 781 TRINITY DN1032 c0 g1

Stael1 448451 fgenesh1 pm 1 560

Cormi1 2376 CCM 02384m 01

Beaba1 1023 BBA 01023m 01

Fustri1 583163 fgenesh1 pm 2 734

Fustr1 155136 CE155135 361

FvanT23 1 394268 fgenesh1 pm 113 18

FvanT23 1 394507 fgenesh1 pm 125 16

FvanT23 1 392552 fgenesh1 pm 71 3

FvanT23 1 394089 fgenesh1 pm 105 7

FvanT36 1 295559 fgenesh1 kg 24 128 TRINITY DN1992 c0 g1 i

FvanT36 1 291359 fgenesh1 kg 15 1189 TRINITY DN1992 c0 g1

FvanT36 1 309899 fgenesh1 pm 22 24

FvanT23 1 393099 fgenesh1 pm 80 19

HyFL1150 1 461858 gm1 693 g

HyprubER1909 1 254078 gm1 1626 g

Hyprub1 447125 gm1 4737 g

Hypcer1 209088 CE209087 15061

HyFL1284 2 228178 CE228177 11130

Hypfus1 345872 CE345871 5499

Hypcro1 445098 gm1 5606 g

HyNC1633 2 628896 fgenesh1 pm 6 3

Hyppol1 518568 fgenesh1 pm 6 268

Bisme1 677974 fgenesh1 pm 41 19

Bismed1 648168 fgenesh1 pm 8 53

Biscog1 584209 fgenesh1 pm 29 28

Bisnum1 439873 gw1 5 234 1

Bisma1 419188 fgenesh1 pm 47 33

HyFL0543 1 13076 CE13075 10139

HyFL1857 1 185055 gm1 1114 g

HyFL0890 1 293355 gm1 2204 g

HypCO275 1 11909 fgenesh1 pg 54 35

Hypinv1 688242 gm4 7614 g

HyNC0597 1 660898 gm1 2082 g

Daldec1 368570 fgenesh1 kg 32 258 TRINITY DN4363 c0 g4 i1

Dallocu1 20247 CE20246 10827

Dalver1 24769 CE24768 1376

DallocAZ0526 2 221055 CE221054 16448

Dalloc1 184715 CE184714 47817

Dalgra1 311392 CE311391 8671

Dalba1 95645 CE95644 5177

Dalcal1 451435 fgenesh1 pm 10 55

DalEC12 1 17712 gm1 320 g

Dales1 5996 CE5995 4861

DaFL1419 1 345842 gm1 2794 g

Hypmon1 279203 gm1 5127 g

Hypsub2 491964 CE491963 10408

HypCI4A 1 99088 CE21875 4379

Hypvin1 95515 CE95514 704

AnFL0455 111911 CE111910 5870

Anntru1 311532 CE311531 13896

Annmor1 369100 CE369099 3753

Annbov1 331320 CE331319 3302

Annsty1 412332 gm1 38 g

Annnit1 27170 CE27169 3519

Roster1 151755 CE151754 7395

Annmae1 110697 CE110696 2560

Annmin1 341649 fgenesh1 pm 34 3

Durrog2 14479 CE14478 7664

Hyptru1 24467 CE24466 13293

Hypfra2 517827 gm1 1503 g

Pseve2 314944 gw1 2 1695 1

XylFL0662B 627247 fgenesh1 pm 33 10

Whamic1 575337 gm1 470 g

Jumvir1 337590 gm4 6372 g

XylFL2044 787654 gm1 12274 g

XyFL0641 1 768576 fgenesh1 pm 5 65

Lompr1 6758 transcript PKS10158

Corma2 634323 e gw1 135 38 1

Mictr1 601404 fgenesh1 kg 10 192 Locus7513v1rpkm1 28

Torra1 489010 fgenesh1 kg 9 200 Locus9317v1rpkm3 66

Sposc1 9834 transcript KJR80798

Spobr1 14950 transcript KIH88305

OphPMI507 1 419987 estExt fgenesh1 pm C 2 t10151

Spoin1 5272 transcript OAA54125

PhaeoFL0889 1 418288 e gw1 1 784 1

Plecto1 682281 gm1 5247 g

Lolmi1 206887 gw1 60 90 1

Diadis1 293164 CE293163 7746

Eutla1 5877 UCREL1 10519m 01

Neo1551 1 372221 CE372220 3621

Pesfi1 11780 transcript ETS76393

Pestal1 590918 gm1 6178 g

Pes11816 1 745196 gm4 8667 g

Truan1 516666 e gw1 4 439 1

Calpu1 5221 NODE 368 length 39972 cov 23 5 g819 t1

Gaegr1 2046 GGTG 02013T0

Artesp1 213224 CE213223 1268

Khuory1 361376 e gw1 3 105 1

Ophpi1 5922 NODE 48829 length 92848 cov 24 g6822 t1

Ophnu1 1979261 OphioH327g0700

Ophpic1 487 rna486

XylFL0016 258239 CE258238 2631

Lasmin1 602712 gw1 3 952 1

Lasov1 169107 CE169106 1718

Poddi1 267800 CE267799 7798

Bombom1 494078 e gw1 4 1521 1

Apope1 198129 CE198128 3691

Poddec1 280174 e gw1 28 146 1

Cersc1 417293 fgenesh1 kg 2 3716 TRINITY DN6218 c1 g3 i1

Podap1 30093 CE30092 701

Schves1 441103 fgenesh1 pm 7 330

Podtet1 21318 CE21317 671

Schcon1 172557 CE172556 8355

Echmac1 70536 CE70535 2200

Bombar1 102894 CE102893 2075

Lashi1 450269 e gw1 3 1399 1

Lashir1 491968 e gw1 5 820 1

Podcom1 2912 CE2911 1256

Cercau1 536087 fgenesh1 pm 3 481

Cernew1 429159 fgenesh1 pm 4 613

Ceraff1 167243 CE167242 2038

Podcur1 26789 CE26788 985

Podaus1 485508 fgenesh1 kg 7 439 TRINITY DN5530 c0 g1 i1

Podfim1 464281 fgenesh1 kg 3 149 TRINITY DN4645 c2 g1 i1

Clasp332 1 325898 fgenesh1 kg 30 228 TRINITY DN17329 c0 g1

Clasp259 1 32525 CE32524 305

Clasam1 292604 gm1 11031 g

Podan3 211028 mRNA 9856

Podans1 395717 estExt fgenesh1 pg C 6 t10453

Cersam1 53216 CE53215 323

Apiver1 70619 CE70618 245

Podbra1 131067 CE131066 370

Clamic1 59444 CE59443 1829

Thiar1 704437 e gw1 4 665 1

Madmy1 7026 transcript KXX76444

Clabul1 493298 CE493297 2124

Mychet1 189815 e gw1 1 308 1

Myche1 215200 CE215199 731

Spoth2 2127031 gm1 5137 g

Corsim1 65308 fgenesh1 pm 1 172

Chafi1 460122 MIX12583 1875 69

Chame1 427882 MIX8185 3816 97

Chagl1 600993 gm1 4196 g

Chafu1 182160 CE182159 2477

Cha1176438 53013 gm1 5807 g

Thite2 2145927 fgenesh1 pm chromosome 4 228

Achstr1 304862 CE304861 2266

Chathe1 437 rna2538 CTHT 0025620

Humgr1 3818 Humgr2 001553 RA

Thihy1 543052 MIX14763 493 91

Thiap1 446666 CE446665 1818

Dipgro1 162912 CE162911 2360

Sorhu1 112042 CE112041 2028

Sorma1 7574 transcript CCC08457

Asoarc1 228983 estExt Genewise1Plus C 2 t20015

Gelamo1 119496 CE119495 2073

CopCBS38678 1 82794 CE82793 1511

Gelte1 278547 CE278546 4877

Sorbr1 194160 CE194159 1102

Ncrass2 1207369 CE207369 1810

Neucr4830 1 516382 MIX320 1862 95

Neuin1 157937 CE157936 3975

Neute matA2 146699 estExt Genemark C 30964

Neute mat a1 150115 estExt fgenesh2 pg C 40192

Neudi1 125727 estExt fgenesh2 pg C 50094

Neuhi1 128514 CE128513 4822

Conlig1 667098 estExt fgenesh1 pg C 2 t20462

Conli1 961 NODE 11681 length 120363 cov 2 g9570 t1

ConPMI546 459205 CE459204 1249

ColoR110 1 90609 estExt Genewise1Plus C 290088

Conioc1 110511 CE110510 1213

Conioc1 704754 CE704753 605

LecAK0013 1 341676 e gw1 4 1394 1

Phiatr1 447698 e gw1 7 764 1

Phiglo1 111995 CE111994 469

XyFL0821 1 575863 fgenesh1 kg 4 895 TRINITY DN1588 c0 g1 i

Astsub1 461527 gm1 7047 g

Diavoc1 14965 CE14964 1007

Diahe1 10561 transcript POS74375

DiaPMI573 1 203633 CE203632 691

Melsp1 542306 CE318833 832

Valma1 236 transcript KUI64732

Cytch1 262041 CE262040 2599

Gnocas1 358658 fgenesh1 pg 5 660

Crypto1 517308 gm1 3612 g

Crypa2 248501 e gw1 1 1376 1

MagorFR13 1 2087108 fgenesh1 pm 4 105

Magor1 10321 rna MGG 14719T0

MagorTH3 1 1386678 fgenesh1 kg 4 11181 TRINITY DN4463 c0 g

PseVKM103 1 2281 transcript KFY71799

Pse03VT05 1 4131 transcript OBT87157

Pseudest1 6945 VC83 09458T0

Psever1 5844 transcript OBT96062

PseVKM4520 1 2473 transcript KFZ16882

PseVKM4246 1 5087 transcript KFY06812

Theglo1 295242 gw1 16 131 1

Themi1 476625 gw1 15 172 1

Thest1 6454 NODE 644 length 767692 cov 86 g3751 t1

Ant016 1 642530 gm1 6831 g

Grocl1 7162 CMQ 7778m 01

Fuscu1 12225 transcript FCUL 12297 1 mRNA 1

Fusven1 419071 gw1 1 5282 1

Fustr1 409591 e gw1 9 179 1

Hyafin1 932662 gm1 12653 g

MelPMI1271 1 465633 gm1 10518 g

Melbi2 622640 fgenesh1 kg 190 59 Locus1265v1rpkm117 69

Melva1 379183 gw1 9 128 1

Chalo1 429193 fgenesh1 kg 14 487 Locus2972v1rpkm70 05

Rhier1 572727 e gw1 19 253 1

Polsie1 788770 fgenesh1 kg 15 1056 TRINITY DN593 c0 g1 i6

Acema1 435407 CE435406 2781

Phisu1 5622 transcript CZR61633

Lorju1 501956 fgenesh1 pg 12 155

Lorma1 431907 e gw1 17 346 1

Greab1 371616 gw1 49 148 1

Greabi1 155513 CE155512 1235

Phisc1 667059 fgenesh1 pg 8 21

Lacsu1 454676 gm1 2442 g

Zalva1 153400 CE153399 7358

Hymvar1 374845 e gw1 10 893 1

DimP5P66 708975 fgenesh1 pm 2 111

NeoP8C63 1 439810 CE439809 9043

Ascsa1 4923 4923 t

Lepor2 77718 CE77717 586

Leptod1 168748 CE168747 709

CadmalM221 1 286 IFR05 003681 1

Rhesp1 267548 CE267547 14851

CadmalM34 1 15849 IFR04 001251 1

Cadsp1 514821 fgenesh1 kg 34 34 Locus1896v1rpkm74 41

Phimu1 636225 fgenesh1 pg 3 203

Rhyco1 4669 transcript CZT03310

Rhyag1 12394 transcript CZS91449

Rhyse1 5343 transcript CZT47465

Cadosp1 561021 estExt Genemark4 C 3 t10189

Marbr1 434 MBM 00434

Mabrmo1 531 g5989 t1

Pezci1 127579 CE127578 9570

XylPMI703 1 860289 gm1 11966 g

Verlo1 17405 transcript CRK36728

Verdah1 336290 e gw1 5 914 1

Veral1 5369 VDBG 02568T0

Verda1 5983 VDAG 09761T0

Verlo1 7189 transcript CRK21276

Sodal1 352846 estExt fgenesh1 pg C 100258

Bulin1 802888 gm1 3062 g

ColoR113 1 44567 gw1 19 119 1

XylFL0933 401103 gm1 7847 g

XylFL0043 261556 CE261555 1563

XyFL0064 1 692101 fgenesh1 pm 39 19

XylFL1042 65690 CE65689 2383

Xylpal1 29594 CE29593 5982

XyFL1777 1 315281 CE315280 6123

KdCBS826 1 623463 fgenesh1 pm 30 30

Kredeu1 494109 gm1 625 g

Krezon1 100463 CE100462 351

Xylarb124340 1 217265 CE217264 10822

Xylven1 139174 CE139173 17102

Xylgra1 138919 CE138918 2302

Xyldig1 516945 fgenesh1 pm 157 6

Xylbam139988 1 160222 CE160221 8509

NeFL0031 2 555829 gm1 1928 g
Nemabo1 275432 fgenesh1 pm 16 27
Hyparg1 486709 fgenesh1 pm 3 56
Nemdif1 460050 fgenesh1 pm 17 58
Xylcub1 71487 CE71486 4366
Xylcube1 7204 CE7203 10080
Xylscr1 353604 CE353603 9632
Xylcur114988 1 547014 fgenesh1 kg 33 179 TRINITY DN1621 c0
Xylcas124033 1 540904 fgenesh1 pm 26 22
Xylacu1 510721 fgenesh1 pm 1 108
Xyllon1 225773 CE225772 6999
Xylber1 165902 CE165901 23512
Xylcro1 369453 fgenesh1 pm 8 165
Xyltel121673 1 558286 fgenesh1 pm 1 20
Xylhel2 58863 CE58862 3091
Antav1 341395 e gw1 6 925 1
XyAK1471 1 518072 fgenesh1 pm 1 531
Antleu1 420420 fgenesh1 pm 10 62
Anttom1 387379 fgenesh1 pm 3 361
Xylpal124036 1 594106 gm1 1456 g
NsCB679 1 658881 fgenesh1 pm 4 124
NsAZ0576 1 337305 fgenesh1 pm 152 2
NsAK0226 1 438368 fgenesh1 pm 19 20
Nemani1 404334 fgenesh1 kg 10 79 TRINITY DN1746 c0 g6 i1
Xylint1 531850 fgenesh1 pm 55 26
Xy124048 1 689047 fgenesh1 pm 91 1
Xylni1 538523 fgenesh1 pm 9 38
Xylbru1 1 507928 gm1 1515 g
Rosne1 3830 transcript GAP89218
XylarbFL1030 110984 CE110983 4656
XylFL1651 476204 gm1 7224 g
Xylcur1 2801 CE2800 2565
Roscor1 58082 CE58081 7075
Nemsp1 14271 gm1 4521 g
XylFL0255 299118 CE299117 3340
XylFL1019 222931 CE222930 6074
XyFL1272 2 445118 fgenesh1 kg 1 463 TRINITY DN6584 c0 g9 iNeFL0916 1 315058 CE315057 4411
Porpun1 277924 CE277923 7712
Brefa1 713839 fgenesh1 kg 4 38 TRINITY DN828 c2 g1 i2XylFL0594 298834 CE298833 15911
ThoPMI491 1 859291 MIX9087 80 81
CodFL1790 1 97065 CE97064 7752
Chain1 2707 g10350 t1
Colco1 8519 mrna 15323
Colcu1 5371 mrna 5371
Colta1 3764 mrna 5728
Collup1 5208 mrna 5208
Colme1 5440 mrna 5440
Colab1 4379 mrna 4379
Colpa1 4061 mrna 13878
Collu1 119521 CE119520 5582Colsp1 4420 mrna 14540
Colsi1 972199 mrna 319
Colfi1 275694 mRNA514
Gloac1 1357794 gm1 12903 gColny1 1010499 mrna 2219Colac2 716140 fgenesh1 pm 10 19Colgo1 268146 CE268145 5762Colph1 325946 e gw1 17 221 1Colsa1 942295 mrna 5051Color1 1128 CORC01 10899T0Colto1 266 CT0861 07648T0Coltof1 155909 mrna 2160Colin1 7920 mrna 7920Colce1 585438 e gw1 68 79 1Colsu1 680404 gm1 4911 gColsub1 7241 transcript KDN70858Coler1 617967 fgenesh1 pg 37 59Colca1 113980 CE113979 2077Colso1 241763 CE241762 1348Colzo1 245175 CE245174 1392Colgr1 9659 GLRG 02266T0Colna1 302265 CE302264 5477Colfa1 78916 CE78915 1747Colhig2 4229 CH63R 03021T0Colch1 8855 mrna 4388Colgl1 7540 transcript EQB49187Gloci1 1198112 CE1138344 3496Colorb1 144998 mrna 11518Plecu1 246869 CE246868 25627Plecucu2 11109 CE11108 738Plecuc1 230087 e gw1 5 494 1Thian1 419623 estExt Genewise1Plus C 6 t10459

Stachl1 3421 transcript KFA67234Stachl1 1248 transcript KFA69407Verped1 493133 fgenesh1 pm 10 152Calmar1 482586 fgenesh1 pg 416 3Bissp1 687303 gm1 7800 gHelsp1 440697 gm4 8125 gAtrpi1 38886 CE38885 6051Amore1 15389 gm1 1058 gOidma1 99504 estExt fgenesh1 pm C 1 t10298
Podjug1 523914 fgenesh1 kg 1 2615 TRINITY DN2577 c0 g1 i1

XyFL0804 2 672192 gm1 3679 gCloros1 10579 CRV2T00006168 1Ilyro1 270283 e gw1 3 558 1Necsp1 48479 CE48478 5629AcreTS7 1 620889 e gw1 11 525 1Stagr1 408333 CE408332 2716Nieex1 822768 gm1 2944 gPilidi1 363841 e gw1 29 6 1Torhe1 5577 VHEMI05184 1Cornip1 448130 fgenesh1 kg 12 765 TRINITY DN6901 c5 g1 i1

Micbo1 170925 fgenesh1 pg 1 796Altli1 253221 ATKCTG 335 jigsaw mRNA 5
Alalt1 121975 ATNCTG 79 jigsaw mRNA 90
Alalte1 113147 AATCTG 71 jigsaw mRNA 77
Aalte1 122331 AA2CTG 80 jigsaw mRNA 96
Altalt1 355135 e gw1 5 738 1Altal1 34254 CE34253 6289Altci1 113738 ACTCTG 1024 jigsaw mRNA 5

Amal3064 119548 AM2CTG 211 jigsaw mRNA 14

Altfr1 234601 AFGCTG 165 jigsaw mRNA 1
Altga1 267021 AGSCTG 1827 jigsaw mRNA 1
Altlo1 255229 ALGCTG 20 jigsaw mRNA 31
Altta1 122362 ALMCTG 441 jigsaw mRNA 5
Altte1 111178 AT2CTG 122 jigsaw mRNA 141

Amal3063 116065 AMLCTG 1295 jigsaw mRNA 14

Altso1 121502 ASLCTG 729 jigsaw mRNA 21

Altcar1 119785 ACMCTG 914 jigsaw mRNA 1

Alttom1 114441 ATMCTG 118 jigsaw mRNA 1

Altma1 118665 AMRCTG 755 jigsaw mRNA 1

Altca1 114494 ACSCTG 929 jigsaw mRNA 5

Altcr1 110841 ACRCTG 3796 jigsaw mRNA 6

Altda1 114626 ADCCTG 407 jigsaw mRNA 5

Altsp012 1 510500 fgenesh1 pg 5 785
Altsp017 1 123168 CE123167 7233
Altro1 80517 CE80516 5885Pyrtt1 7407 PTTG 15273 1Pyrtr1 155254 PTRT 09583Stely1 6668 TW65 97109T0

Decga1 78859 CE78858 4609
Clael1 374849 estExt Genewise1 C 350060

Fenfe1 150748 CE150747 5247
Paront1 56984 gm4 492 gCucbe1 279211 e gw1 2 2004 1

Pyrinf1 56837 CE56836 7349
Pyrsp1 284712 CE284711 8520
PlePMI138 1 294216 estExt Genewise1 C 21 t10035

Pyrly1 275377 CE275376 1136
Stano2 6175 SNOG 12917 3
Lepmi1 490062 gm1 9883 g
Phapo1 386153 CE386152 3326
Stasp1 43754 CE43753 2824
PhaPMI808 777953 gm1 12249 g
Parch1 184673 CE184672 5543
Parchr1 157182 CE157181 5893
Setho1 70265 e gw1 63 32 1
Ophdi1 303097 e gw1 22 348 1
Ampqui1 471313 estExt Genewise1 C 3 t20278

Phomu1 476075 gm1 9353 g
Macan1 457067 gm1 4121 g
Ascra1 3075 ST47 g4996T0
Boeex1 414344 gm1 7117 g
Didma1 15877 g1981 t1Didex1 6159 gm1 6159 g

Epini1 337701 e gw1 17 9 1
Lizem1 36413 gw1 27 338 1
ChetPR9b 2 371283 estExt Genemark1 C 12 t20003

CocheC4 1 151118 e gw1 33 40 1

CocheC4 3 151118 CocheC4 1 e gw1 33 40 1

ChetHAW225 1 457027 estExt Genemark1 C 120436

ChetPR1x412 2 386485 estExt Genemark1 C 9 t10054

ChetHm338 1 421297 estExt Genemark1 C 130037

ChetHm338 1 423430 estExt Genemark1 C 590014

ChetPR9b 4 376936 MIX11120 1065 98

CocheC4 6 391188 MIX15653 1065 98

ChetHAW225 4 412140 MIX16495 1065 98

CocheC5 3 114528 CocheC5 1 estExt Genewise1Plus C 310057

CocheC5 4m 114528 CocheC5 3 CocheC5 1 estExt Genewise1Plus

ChetHm540 1 642 g5359
Cocca1 10111 gm1 10111 g
Cocvi1 31414 gm1 10018 g
Cocmi1 5675 gm1 5675 g
Cocsa1 119375 estExt Genewise1 C 8 t30427

Coclu2 56229 fgenesh1 pm 26 34

Settu3 1467594 estExt Genemark1 C 5 t10053

Settur3 547525 gm1 4691 g
Claaq1 127714 FUN 002361 T1

Melpu1 368259 gm1 13282 g

Herpot1 1 157826 CE157825 4759

Plesi1 496476 gm1 258 g
Linin1 82629 CE82628 435

Amnli1 164115 CE164114 2601

Veren1 539327 fgenesh1 pg 3 78

Glost2 376213 gm1 5883 g
Cenge3 540295 e gw1 5 1528 1

Rhyru1 1 113873 NODE 6862 length 108711 cov 39 g10736 t1

Glonio1 91381 CE91380 6007

Hyspu1 1 114508 NODE 452 length 384513 cov 26 g5886 t1

Zoprh1 113072 CE113071 5868

Masph1 603996 gm1 3561 g

Lopnu1 506561 e gw1 47 193 1

Lopma1 677411 fgenesh1 pg 40 43

Acrvag1 525712 CE525711 1567

Jahaq1 94727 CE94726 4172

Aqupat1 699847 gm1 11594 g

Trepe1 565784 gm1 8776 g

Cloaq1 626910 fgenesh1 pm 128 21

Daral1 846723 fgenesh1 pg 8 92

Daralp1 363826 CE363825 19304

Darbet1 37294 CE37293 5697

Lenfl1 317782 e gw1 46 187 1

Corca1 627959 gm1 765 g

Polfu1 566286 gm1 8335 g

Pleav1 82440 fgenesh1 pm 11 116

Aaoar1 93849 CE93848 9637

Currey1 110233 CE110232 5670

Lopmy1 456931 e gw1 6 1066 1

Mytre1 463712 fgenesh1 kg 11 146 Locus5791v1rpkm19 97

Lophiu1 113392 CE113391 4005

Leppa1 390814 fgenesh1 pg 69 21

Denna1 93401 CE93400 2622

Spofi1 394881 e gw1 2 485 1

Lepmu1 3904 Lema T103440 1

Photr1 434446 estExt Genewise1 C 580035

Bysci1 200971 CE200970 3130

Maseb1 413359 e gw1 42 55 1

Delco1 260495 CE260494 3054

DelFL0756 1 478897 fgenesh1 pg 394 2

Perma1 514955 e gw1 10 385 1

Flaful1 691309 gm1 9340 g

Wesor1 362405 gw1 6 868 1

Bimnz1 569189 fgenesh1 pg 32 86

Didsa1 488267 gm1 7399 g

Karrh1 428920 fgenesh1 kg 4 710 Locus4008v1rpkm30 64

Parsp1 1147235 estExt Genewise1Plus C 6 t10497

Dotsy1 389026 gm1 8859 g

Tribi1 476245 e gw1 8 631 1

Stobe1 71457 gm1 1608 g

Veneff1 2407 rna gnl PRJNA551043 FKW77 002334 T1 mrna

Venpi1 218568 VP s81 g8664 t1

Venin1 23636 atg11275 t1

Venpo1 502574 e gw1 4 114 1

VenspP74 1 553684 CE553683 3494

DotP12C66 444812 e gw1 10 95 1

Aulhe2 421138 gm1 5273 g

Totfu1 369620 CE369619 962

Sacpr1 47109 e gw1 22 187 1

Pcit120373 378800 gm1 6418 g

Pcit11120 658420 gm1 6172 g

Phycitr1 626448 gm1 5198 g

Pcit131864 908746 gm1 3886 g

Pcit141352 655906 gm1 6418 g

Phycpc1 486464 gm1 1814 g

Phycit1 453567 gm1 4731 g

Pcit122482 361520 fgenesh1 kg 9 31 TRINITY DN2474 c1 g1 i2

Pcit122670 241712 CE241711 4478

Pcit16586 72522 CE72521 3221

Phypa1 278727 CE278726 6597

Pcitr2 295210 CE295209 7960

Pcitri2 378284 fgenesh1 kg 6 679 TRINITY DN17747 c0 g1 i1

Phy27169 380584 fgenesh1 pg 33 99

Pcit129764 489400 gm1 7490 g

Phcitr1 306714 gm1 1049 g

Phcit1 243408 fgenesh1 pm 9 111

Pcit17464 560620 e gw1 13 257 1

Phycap1 351286 gm1 3145 g

Phcapit2 543119 gm1 3153 g

Phcap1 168250 CE168249 9134

Pcapi1 206177 CE206176 24194

Phycapi2 219400 CE219399 1857

Phcapi1 291824 estExt fgenesh1 pm C 3 t10407

Macpha1 695309 fgenesh1 pg 4 75

Macph1 11642 MPH 11893m 01

Botdo1 1 297795 NODE 3560 length 60465 cov 65 g8677 t1

Pse1611 1 87933 CE87932 36050

Meltu1 652512 estExt fgenesh1 pm C 100296

Aplpr1 296382 gm1 2895 g

Verga1 117863 PV09 06220T0

Alikh1 674291 fgenesh1 pg 54 8

Linrh1 54148 CE54147 1510

Erebi1 214840 CE214839 1284

Conap1 99568 W97 07635T0

Patat1 987049 fgenesh1 pg 14 117

Crymi1 8526 B0A49 05637

Crymi1 7418 B0A49 12797

Cryan3 646578 CE646577 4055

Cryan3 946493 fgenesh1 pg 2 95

Micmi1 36440 CE36439 7282

Psehy1 496118 gm1 849 g

Morexim1 434574 CE434573 6150

Morexi1 573931 fgenesh1 pg 30 110

Morco1 328711 CE328710 1798

Morimp1 607478 fgenesh1 pm 76 18

Mortrid
1 185466 CE185465 3206

Mordis1 820442 gm1 9415 g

Morgal1 667238 fgenesh1 pg 12 103

Morkaki1 931147 gm1 7922 g

Morsem1 252274 CE252273 5705

Mordun1 421815 CE421814 2298

Morpop1 532212 CE532211 9189

Morpun1 544232 fgenesh1 pg 23 108

Morcon1 347088 MIX1513 1044 100

Moreoh1 367323 e gw1 20 152 1

Morbru1 616559 fgenesh1 pm 17 52

Morarb1 810888 gm1 4955 g

Morsep1 636584 gm1 6560 g

Morpul1 225133 CE225132 7405

Morsny1 194646 CE194645 6566

Mordel1 816701 fgenesh1 pg 105 12

Morang1 642982 gm1 12287 g

Morhis1 603568 gm1 13210 g

Morvulg1 215669 CE215668 16972

Moresc1 233927 CE233926 7819

Morfluv1 351507 CE351506 10250

MorvulMes17 1 678347 gm1 12232 g

Morpra1 304148 CE304147 6159

Morame1 60079 CE60078 7575

Morulm1 178217 CE178216 4422

Morper1 184391 CE184390 4004

Mordim1 289046 CE289045 5077

Morste1 487689 CE487688 2475

Morpal1 319283 CE319282 2402

Morcra1 214498 CE214497 3469

Morana1 207932 CE207931 3975

Disven1 83874 CE83873 9512

Leuca1 140736 CE140735 6125

Vercon1 39102 CE39101 18596

Kalbru1 871751 fgenesh1 pm 65 1

Gyresc1 76889 CE76888 4659

Gyrinf1 909377 gm1 2830 g

Tubbor1 1098298 fgenesh1 pm 4 17

Tubcan1 1064417 fgenesh1 pm 5 19

Tubgib1 1132965 MIX12003 4006 30

Tubae1 3358 GSTUAT00001721001

Tubmes1 3274166 e gw1 62 18 1

Tubma1 314402 fgenesh1 kg 21 264 Tmag110907 c6416

Tubbr1 1 891583 e gw1 288 18 1

Tubin1 1 478062 e gw1 9 135 1

Tubmel1 2694548 fgenesh1 pm 3 58

Chove1 1787870 fgenesh1 pg 19 61

Terbo2 343353 CE343352 6941

Tercla1 187742 CE187741 13868

Tirniv1 117801 CE117800 5171

Matter1 404505 CE404504 2981

Pezech1 363531 CE363530 3160

Rhiund1 813034 gm1 15180 g

Kalpfe1 657745 e gw1 17 248 1

Plemel1 454699 fgenesh1 pm 17 101

Sarco1 466037 fgenesh1 pg 55 12

Geocar1 718935 fgenesh1 pm 32 57

Pyrco1 2960 PCON 03960m 01

Pyrdom1 308212 fgenesh1 pg 21 214

Pyrom1 331476 fgenesh1 pm 2 51

Tripra1 95865 CE95864 2631

Pezsub1 115554 CE115553 2454

Wilmi1 591550 estExt Genewise1 C 2280035

Calful1 891065 estExt fg
enesh1 pm C 580011

Ascim1 328801 gm1 8801 g

Sclsan1 259091 fgenesh1 pg 1 702

Ascni1 375276 gm1 7667 g

Artol1 2426 AOL s00043g589m 01

Monha1 7646 H072 7913m 01

Drest1 1967 tra
nscript EWC46985

Symko1 503028 CE503027 4680

Trigu1 432746 CE432745 22045

LobpulAf1 1160656 MIX37499 1261 30

LobpulSw1 2886809 CE2886808 42086

LobpulSp1 155974 CE155973 18235

Dibbae1 1764 DIBA 007739 RA

Umbpus1 103340 LPUS 09921T0

Clagr3 3677 CLAGR 003882 RA

Usnflo1 893709 gm1 9918 g

Acastr1 118987 AST1 008414 RA

Chahya1 174239 fgenesh1 pg 3 400

Acrst1 1316475 fgenesh1 pg 1 698

Sarstr1 220873 fgenesh1 pg 2 77

Horwer1 11286 HWER 15386 R0

Horwer1 14319 HWER 06770 R0

Horth1 4758 B0A50 06156

TerNC1134 1 830775 fgenesh1 pm 9 198

Zasce1 63324 fgenesh1 pm 4 90

Pseule1 921840 fgenesh1 kg 212 37 TRINITY DN848 c0 g1 i2

Psemus1 11545 tra
nscript KXT14792

Myceu1 5168 tra
nscript KXS95321

Clafu1 195193 scf7180000130809 G10000

Dotse1 71382 estExt fg
enesh1 kg C 4 t20144

Racan1 9576 tra
nscript O

QO13689

Rac5018 1 13754 tra
nscript O

QO30220

Rac5018 1 16821 tra
nscript O

QO32207

Racan1 13735 tra
nscript O

QN97945

Frisi1 12689 B0A55 11371

Frien1 16579 B0A54 15247

Clasph1 3210 CSPH 06797 R0

Cerzm1 29152 gw1 5 946 1

Cerbe1 10364 tra
nscript PPJ54732

Sepmu1 148540 estExt fg
enesh1 kg C 4 t10120

Seppo1 103637 e gw1 42 7 1

Zymar1 770827 Za111 scaffold 342 0002

Zymps1 797210 Zp221 scaffold 155 00048

Mycgr3 103692 estExt fg
enesh1 kg C chr 30193

Zymbr1 9476 TI39 contig604g00003T0

Polci1 287845 fgenesh1 kg 64 29 Locus3315v3rpkm17 36

Horac1 252373 e gw1 7 808 1

AurpulNBB1 79079 gm1 2211 g

Aurpu var pul1 330523 gm1 440 g

Aurpu var sub1 3702 gm1 3702 g

Aurpu var m
el1 72360 fgenesh1 pm 2 571

Xanpa2 907647 CE907646 35285

Botcin1 2260 BofuT4 P157800 1 1

Botci1 15900 BC1T 11619

Sclbo1 4116 tra
nscript E

SZ95462

Sclsc1 3251 SS1G 09707T0

Rutfi1
 650114 fgenesh1 pm 16 56

Disac1 245988 CE245987 3898

Myrian1 125890 CE125889 5779

Myrdu1 289103 gm1 166 g

Elsamp1 280306 gm1 3233 g

Grascr1 5092 GST1 009400 RA

Pse1611 1 731242 estExt fg
enesh1 pg C 240144

Parpo1 5587 PARAU 07394 RA

Spafl1 7097 NODE 4910 length 2744 cov 90 2 g4696 t1

Cocst1 631537 fgenesh1 kg 120 45 Locus8815v4rpkm1 04

Pseel1 7618 g7346 t1

Elyde1 309765 CE309764 2301

FopisF23 1 367705 MIX3596 2 41

Acema1 803381 estExt G
enemark1 C 670045

Fuspo1 13768 tra
nscript O

BS15912

Fusoxrad1 15921 rn
a gnl W

GS AGNB mrna FOCG 17428T0

Themi1 605111 estExt G
enemark1 C 150070

Theglo1 99974 CE99973 96

Aspaste1 132958 fgenesh1 kg 48 82 TRINITY DN6223 c0 g1 i5

Asptu1 192890 gm1 7081 g

Aspcos1 237995 estExt fg
enesh1 pm C 170183

Aspneo1 425717 gm1 5117 g

Aspvad1 93648 CE93647 1780

Aspfo1 585134 CE361218 11298

Aspka1 1 21290 AKAW 09817

Asppip1 449091 fgenesh1 kg 8 260 Locus3172v1rpkm45 20

Aspeuc1 57182 CE57181 680

Aspni 13496 2 1155759 fgenesh1 kg 4 15818 tra
nscript 39979

Aspni bvT 1 139958 CE139957 582

Asplac1 203222 CE203221 784

Aspni N
RRL3 1 7663 NRRL3 07663

Aspni7 54959 Aspni5 estExt fg
enesh1 pg C 170021

Aspph1 65156 CE65155 845

Aspwel1 29756 CE29755 350

Aspbr1 126911 e gw1 7 221 1

Aspca11822 1 202622 CE202621 3085

Aspca12550 1 206156 CE206155 2348

Aspca3 142402 estExt G
enewise1 C 41345

Aspca4 1100927 fg
enesh1 kg 4 4005 isotig12974

Aspscl1 535259 fg
enesh1 kg 14 132 Locus4771v1rpkm21 37

Aspibe1 442097 gm1 2163 g

Aspscle1 322991 e gw1 67 27 1

Aspni D
SM 1 159415 An04g07320m 01

Asphet1 287315 e gw1 6 390 1

Aspell1 159598 CE159597 2035

Aspbru1 5817 CE5816 4286

Aspfij1
 2854 CE2853 8506

Aspacu1 387233 fg
enesh1 kg 1 176 Locus1440v1rpkm105 02

Aspflor1 134253 CE134252 1025

Asptri1
 157528 fg

enesh1 kg 53 106 TRINITY DN8597 c0 g3 i6

Aspac1 39664 Genemark1 1840 g

Aspjap1 415881 fg
enesh1 pm 5 87

Aspvio1 415980 fg
enesh1 pg 87 32

Aspuva1 375226 fg
enesh1 pm 33 12

Asphom1 406563 fg
enesh1 kg 25 107 Locus6295v2rpkm3 68

Aspsac1 202275 CE202274 875

Asppseute1 158218 CE158217 8950

Asppterr1
 157961 fg

enesh1 kg 46 154 TRINITY DN1697 c0 g1 i

Asphor1 34766 CE34765 213

Aspala1 7458 CE7457 226

Aspflo
1 53607 CE53606 213

Aspaur1 159532 fg
enesh1 kg 18 90 TRINITY DN4680 c0 g1 i1

Aspniv1 252229 fg
enesh1 kg 56 41 TRINITY DN865 c0 g1 i4

Aspall1 84974 CE84973 180

Aspneoi1 250800 gm1 3430 g

Aspamb1 141524 CE141523 423

Asptem1 11
2970 CE11

2969 1068

Aspman1 351965 CE351964 10436

Aspfre
1 145490 fg

enesh1 kg 96 19 TRINITY DN4922 c0 g1 i1

Aspneof1 277173 gm1 3940 g

Aspcap1 95297 fg
enesh1 kg 77 81 TRINITY DN1274 c0 g2 i1

Aspiiz1 1311
98 CE1311

97 750

Aspfla
1 230869 fg

enesh1 kg 61 59 TRINITY DN5169 c0 g2 i2

Aspaurfu
l1 230463 CE230462 6642

Asplup1 79387 CE79386 1346

Aspbrev1 258121 fg
enesh1 pm 28 23

Aspfl2
 3 1345070 CE345070 1200

Asppari1
 199530 CE199529 308

Aspfl1
 29009 70000011

55794249

Aspmin1 74564 CE74563 911

Aspser1 176999 fg
enesh1 kg 39 149 TRINITY DN6234 c0 g2 i5

Aspara19utr 2
6789 CE26788 216

Asppar1 88399 CE88398 1249

Asp
tra

1 565643 fg
enesh

1 pm 49 57

Asp
novo

1 204873 gm1 7607 g

Asp
mot1 266949 fg

enesh
1 pm 32 51

Asp
ca

e1 131666 fg
enesh

1 kg
 145 5 TRIN

ITY D
N5763 c0

 g5 i1

Asp
pse

c1
 48447 C

E48446 907

Asp
tam1 254182 fg

enesh
1 kg

 7 347 TRIN
ITY D

N941 c0
 g1 i3

Asp
pse

t1 254176 fg
enesh

1 kg
 50 131 TRIN

ITY D
N5047 c0

 g1 i3

Asp
pse

n1 243976 fg
enesh

1 kg
 19 396 TRIN

ITY D
N5586 c0

 g1 i2

Asp
nom1 73669 C

E73668 465

Asp
nom13137 1 234 ANOM 006394T0

Asp
bom1 2224 ABOM 010952T0

Asp
ber1 143984 C

E143983 1646

Asp
co

r1 56810 C
E56809 4092

Asp
alli1

6485 C
E6484 1377

Asp
albe1 181562 gm1 4122 g

Asp
tan1 32037 C

E32036 1779

Asp
ave

1 8060 C
E8059 1614

Asp
robu1 133560 fg

enesh
1 kg

 3 197 TRIN
ITY D

N6258 c0
 g1 i4

Asp
lep1 50823 C

E50822 4502

Asp
parv1

 170376 fg
enesh

1 kg
 1 615 TRIN

ITY D
N7034 c2

 g1 i3

Asp
nut1 176459 C

E176458 7976

Asp
tra

n1 153856 gm1 8692 g

Asp
ce

r1 163087 fg
enesh

1 pm 3 141

Asp
ch

ris
1 491872 gm1 4862 g

Asp
im

p1 141360 C
E141359 2167

Asp
co

n1 761057 C
E761056 7038

Asp
bip1 282306 fg

enesh
1 pm 3 122

Asp
hai1 385789 fg

enesh
1 kg

 411
 1 TRIN

ITY D
N8189 c3

 g3 i1

Asp
cre

b1 229868 C
E229867 1004

Asp
ang1 723586 C

E723585 14991

Asp
puu1 216932 fg

enesh
1 kg

 75 74 TRIN
ITY D

N2703 c0
 g1 i1

Asp
ten1 605395 C

E605394 1913

Asp
amoe1 98747 C

E98746 1328

Asp
aus1

 310551 C
E310550 10227

Asp
ve

1 474724 C
E269794 21623

Asp
sy

1 138390 e gw1 1 901 1

Asp
esu

bv1
 36608 gm1 9885 g

Asp
aurla

t1 83560 C
E83559 504

Asp
amy1

 158956 gm1 3295 g

Asp
ca

lif1
 155555 C

E155554 222

Asp
aura1 27387 C

E27386 11
17

Asp
va

r1 174733 C
E174732 510

Asp
ca

li1
 153233 C

E153232 30120

Asp
ca

l1 768528 ASPCAL06536

Asp
pdef1 222290 fg

enesh
1 kg

 1 208 TRIN
ITY D

N4459 c0
 g1 i1

Asp
ca

r1 90433 C
E90432 1379

Asp
th1 204242 C

E204241 781

Asp
ger1 132603 C

E132602 516

Asp
ins1

 179956 C
E179955 622

Asp
ke

v1
 293992 fg

enesh
1 kg

 9 208 TRIN
ITY D

N7542 c2
 g2 i1

Asp
pust1

 188029 C
E188028 736

Asp
gra1 346904 C

E346903 5500

Asp
cru

1 11
7840 C

E11
7839 1508

Asp
hey1

 13105 fg
enesh

1 pg 3 418

Asp
sp

e1 1 208820 M
IX

3444 1001 98

Asp
quag1 5691 C

E5690 79

Asp
tetr1

 52939 C
E52938 132

Asp
quaf1 140087 fg

enesh
1 pm 33 24

Asp
este

l1 71894 C
E71893 720

Asp
su

blat1 151299 C
E151298 1523

Asp
nid1 7768 AN2059

Asp
den1 11

7402 C
E11

7401 363

Asp
co

rr1
 32958 gm1 6393 g

Asp
acri

1 11
5309 C

E11
5308 573

Asp
pac1

 232431 C
E232430 1713

Asp
cle

1 141992 gm1 4351 g

Asp
fove

1 85452 C
E85451 160

Asp
ind2 1 108138 C

E108137 407

Asp
ne1 33005 C

E33004 243

Asp
sim

1 1 11
5237 C

E11
5236 748

Asp
su

lp1 511
513 C

E511
512 8879

Asp
aura

n1 592154 fg
enesh

1 pm 57 28

Asp
nav1

 1 230937 fg
enesh

1 pm 63 40

Asp
re

c1
 1 192966 fg

enesh
1 pm 17 84

Asp
fru

1 28033 C
E28032 440

Asp
falc1

 187095 fg
enesh

1 pm 35 45

Asp
ste

c1
 1 72577 C

E72576 1360

Asp
dese

1 11
7324 C

E11
7323 212

Asp
mul1 1 78082 C

E78081 600

Asp
luc1

 248822 C
E248821 439

Asp
och

1 489354 fg
enesh

1 pg 1 504

Asp
och

1432 1 1705 A
OCH 002901T0

Asp
ra

m1 2292 A
RAM 003322T0

Asp
ra

mb1 210665 fg
enesh

1 kg
 187 1 TRIN

IT
Y D

N2912 c0
 g3 i1

Asp
funi1 204476 gm1 277 g

Asp
cro

1 1 161674 fg
enesh

1 kg
 4 605 TRIN

IT
Y D

N4843 c0
 g2 i2

Asp
egy1

 253544 C
E253543 207

Asp
mir1

 3995 C
E3994 970

Asp
ste

l1 1 1205 C
E1204 374

Asp
dro

1 11
3801 C

E11
3800 333

Asp
ve

n1 327736 C
E327735 272

Asp
fili

1 203914 M
IX

3897 148 98

Asp
oli1

 1 234392 M
IX

4746 104 64

Asp
und1 1 253316 fg

enesh
1 kg

 5 223 T
RIN

IT
Y D

N4355 c0
 g2 i1

Asp
ca

esp
1 95123 M

IX
10662 2 27

Asp
bisp

1 183250 fg
enesh

1 kg
 47 39 T

RIN
IT

Y D
N4804 c0

 g1 i2

Asp
inso

1 170973 M
IX

1974 54 99

Asp
ca

nin1 149378 C
E149377 243

Asp
aurlu

t1 263908 C
E263907 2813

Asp
wak1

 97559 C
E97558 4578

Asp
sp

a1 15330 CE15329 400

Asp
nis1

 32919 C
E32918 276

Asp
ass

1 226934 C
E226933 2438

Asp
uni1 1 67794 M

IX
2257 19 79

Asp
mult1

 222170 C
E222169 461

Asp
neog1 1 122546 C

E122545 253

Asp
sh

e1 98955 C
E98954 2818

Asp
gal1 220244 C

E220243 822

Asp
neow1 53013 C

E53012 1736

Asp
pap1 191755 C

E191754 3134

Asp
hir1

 165862 gm1 5490 g

Asp
bre

vi1
 106581 C

E106580 35649

Asp
tur

1 50
98

5 C
E50

98
4 3

79

Asp
pe

rn
1 9

18
77 C

E91
876

 65
9

Asp
fer

1 70
10

3 C
E70

10
2 1

862

Asp
pr

i1 
12

18
09 C

E12
180

8 4
63

2

Asp
pa

l1
1 1

60
92

9 C
E16

09
28

 57
97

Asp
tsu

1 1
00

79
7 C

E10
07

96
 94

98

Asp
du

r1
 9

18
76

 C
E91

87
5 

10
54

Asp
br

e1
 7

05
3 

CE70
52

 2
77

Asp
bo

t1
 1

56
76

6 
fg

en
es

h1
 kg

 1
 3

45
 T

RIN
IT

Y D
N15

18
 c0

 g
1 

i1

Asp
sp

i1 
23

03
45

 fg
en

es
h1

 kg
 6

 4
76

 T
RIN

IT
Y D

N75
95

 c1
 g

4 
i1

Asp
co

re
a1

 3
43

27
8 

fg
en

es
h1

 kg
 4

8 
18

8 T
RIN

IT
Y D

N53
0 

c0
 g

2 
i1

Asp
lac

i1 
25

11
00

 fg
en

es
h1

 kg
 6

1 
81

 T
RIN

IT
Y D

N31
20

 c0
 g

1 
i1

Asp
oe

r1
 6

25
64

 C
E62

56
3 

31
17

Neo
fi1
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Fig. S2. Phylogenetic relationship of the Basidiomycota velvet proteins. The 

figure is a high definition version of Fig. 9 in the maintext. 
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Fomme1 142187 estExt fgenesh1 pm C 8 t20250

Pheign1 1 448325 fgenesh1 kg 12 530 TRINITY DN9191 c0 g1 i

Onnsc1 971022 estExt Genemark1 C 600012

Phefer1 294401 gm1 2238 g

Pheni1 697030 CE697029 1274

Pheno1 4908 transcript PAV21332

Ricfib1 2475749 fgenesh1 kg 2 1021 Locus369v2rpkm27 42 PRE

Ricmel1 780327 fgenesh1 kg 1 1050 Locus4665v1rpkm33 03

Kurarg1 314779 CE314778 3218

PleosPC9 1 111784 estExt fgenesh1 pm C 20316

PleosPC15 2 1112320 estExt Genemark1 C 040967

PleosDSM11191 1 1380014 fgenesh1 kg 49 146 TRINITY DN2836

Pleery1 1385220 e gw1 16 205 1

Intcon1 1 2258283 fgenesh1 pm 60 65

Gymjun1 1811598 fgenesh1 pm 1 340

Galma1 236561 fgenesh1 kg 2 1166 Locus4340v1rpkm23 56

Gymch1 1665474 gm1 7451 g

Phoaln1 1653877 e gw1 15 137 1
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Hebcy2 441516 fgenesh1 kg 4 718 Locus4901v2rpkm9 00

Psicub1 1 30911 e gw1 1085 51 1

Psiser1 82643 fgenesh1 pm 99 111

Crafun1 831580 MIX19268 1425 38

Lerer1 982024 e gw1 13 205 1
Lerce1 960489 e gw1 43 148 1
Phocon1 875805 fgenesh1 kg 44 65 Locus3668v1rpkm49 69

Phosp1 183368 CE183367 2907
Phohig1 7480 CE7479 3402
Hypsu1 238534 CE17528 15200
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Agrped1 732033 fgenesh1 pm 2 9
Hypma1 9978 transcript KYQ43154
Lyoat1 1714571 MIX30612 953 21
TerJ132 1 5215 transcript KNZ77203
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Cligib1 1608310 fgenesh1 pm 2 442
Cyapal1 123313 CE123312 1855
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Crula1 194471 CE194470 3248
Mycden1 1207154 fgenesh1 kg 3 3654 TRINITY DN2669 c0 g1 i8
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5119 c0 g3 i4

R
hobu1 113189 C

E
113188 925

Lacaka1 2054574 estE
xt fgenesh1 pm

 C
 420014

Lacsan1 1943926 fgenesh1 kg 14 456 T
R

IN
IT

Y
 D

N
2999 c0 g2 i2

Lachat1 2945077 fgenesh1 kg 60 389 T
R

IN
IT

Y
 D

N
9328 c0 g1 i4

Lacpse1 1948340 fgenesh1 kg 46 357 T
R

IN
IT

Y
 D

N
7026 c0 g1 i1

Lacviv1 1614615 fgenesh1 kg 23 143 T
R

IN
IT

Y
 D

N
3967 c0 g2 i3

Lacind1 1880720 estE
xt G

enew
ise1 C

 200086

Lacdel1 2378622 fgenesh1 kg 21 434 T
R

IN
IT

Y
 D

N
11121 c0 g1 i

Lachen1 678280 C
E

678279 15002

Lacqui1 1742841 fgenesh1 kg 285 7 Locus3741v1rpkm
59 34

Lacqui1 1749660 fgenesh1 kg 465 28 Locus3741v1rpkm
59 34

Lactsubd1 2569169 C
E

2569168 20631

Lenvul1 1055526 estE
xt fgenesh1 pm

 C
 270026

R
usoch1 701283 fgenesh1 kg 1 815 TR

IN
ITY

 D
N

14610 c0 g1 i3

R
ussem

1 941471 fgenesh1 kg 40 529 TR
IN

ITY
 D

N
12673 c0 g1 i2

Lacvol1 1447233 estE
xt fgenesh1 pg C

 430020

M
uloch1 1736388 fgenesh1 kg 32 156 TR

IN
ITY

 D
N

5801 c1 g4 i4

G
locon1 888370 fgenesh1 kg 28 780 TR

IN
ITY

 D
N

4433 c0 g1 i1

R
usvin1 89852 C

E
89851 5881

Lacsub1 369463 C
E

369462 18278

Laccon1 2024271 fgenesh1 kg 5 493 TR
IN

ITY
 D

N
4195 c0 g1 i2

R
uscom

1 828155 fgenesh1 kg 26 310 TR
IN

ITY
 D

N
7129 c0 g1 i2

E
chtin1 327551 estE

xt fgenesh1 pg C
 450014

A
m

ycha1 1272389 estE
xt G

enew
ise1 C

 8120006

H
etan2 117016 H

etan1 fgenesh2 pg C
 scaffold 5000087

Laxbic1 1149818 fgenesh1 kg 302 6 TR
IN

ITY
 D

N
3497 c0 g2 i1

Laxbic1 1125790 fgenesh1 kg 59 326 TR
IN

ITY
 D

N
3497 c0 g2 i1

H
ercor1 32132 C

E
32131 13991

C
alvi1 340763 C

E
340762 2930

C
alco1 516019 estE

xt G
enem

ark1 C
 260052

Velabi1 1407687 gm
1 5759 g

M
ycgal1 882819 C

E
882818 3539

M
ycgal1 2008793 estE

xt G
enem

ark1 C
 50060

M
yclat1 1551028 estE

xt G
enem

ark1 C
 4 t10110

M
ycsan1 298128 C

E
298127 2887

M
ycrub1 144819 C

E
144818 8822

M
ycbel1 833715 fgenesh1 kg 18 489 TR

IN
ITY

 D
N

6485 c0 g1 i3

M
ycreb1 1321207 fgenesh1 kg 26 1473 TR

IN
ITY

 D
N

18437 c1 g5

M
yc59 1 2430144 estE

xt G
enem

ark1 C
240139

M
ycpol1 1488648 estE

xt G
enem

ark1 C
 2440013

M
ycpol1 138820 C

E
138819 1734

M
ycvit1 1185132 estE

xt fgenesh1 pm
 C

 310011

M
ycpol1 525042 C

E
525041 2356

M
ycvit1 443520 C

E
443519 4646

M
ycoli1 819343 C

E
819342 5936

M
ycalb1 945547 estE

xt fgenesh1 pg C
 1130015

M
ycoli1 3880701 estE

xt G
enem

ark1 C
 7360054

M
ycgale1 367083 C

E
367082 3877

M
yccro1 189090 C

E
189089 4038

M
ycm

ac1 866736 fgenesh1 pm
 25 10

M
ycros1 1166799 estE

xt fgenesh1 pm
 C

 110014

R
orror1 397911 C

E
397910 2740

M
ycepi1 151189 C

E
151188 2862

M
ycm

et1 1438254 estE
xt G

enew
ise1P

lus C
 4190015

M
ycfil1 360564 C

E
360563 1558

M
ycam

i1 1142024 fgenesh1 kg 17 332 TR
IN

ITY D
N

8374 c0 g1 i2

M
ycam

i1 1162211 fgenesh1 kg 36 257 TR
IN

ITY D
N

8374 c0 g1 i2

Favcal1 2 792725 C
E

792724 1697

M
ycvul1 1147985 fgenesh1 kg 33 29 TR

IN
ITY D

N
10052 c0 g1 i3

P
anst LU

M
 1 1 2355389 C

E
2355388 10856

O
m

pol1 6403 M
U

S
tw

sD
 G

LE
A

N
 10002796

Intcon1 1 2439267 M
IX

98226 4039 85

G
alinc1 2002993 fgenesh1 kg 26 911 TR

IN
ITY D

N
6072 c0 g5 i6

C
ligib1 905879 C

E
905878 5746

Trim
a3 1378534 fgenesh1 pg 132 19

Leugon1 420632 C
E420631 2973

LeugonAS2 1 1854186 e gw
1 194 1 1

Leugo1 1 49118 g338 t1

LeugonAL2 1 1998463 fgenesh1 kg 39 73 TR
IN

ITY D
N

13297 c2 g

LeugonAL2 1 2111559 fgenesh1 kg 409 55 TR
IN

ITY D
N

13297 c2

Volvo1 116057 nuclear

C
ysm

ur1 1282261 gm
1 5977 g

C
ont1119283 101566 fgenesh1 pm

 11 67

M
ycale1 1088018 fgenesh1 kg 29 257 TR

IN
ITY D

N
7763 c0 g3 i1

M
yclep1 2067725 fgenesh1 kg 786 105 TR

IN
ITY D

N
20616 c2 g1

Arm
bor1 1831332 fgenesh1 kg 54 418 TR

IN
ITY D

N
6809 c0 g1 i3

Arm
bor1 1845094 fgenesh1 kg 81 449 TR

IN
ITY D

N
6809 c0 g1 i3

Arm
nab1 834196 fgenesh1 kg 8 577 TR

IN
ITY D

N
5174 c0 g1 i4

Arm
lut1 1160099 fgenesh1 kg 12 1457 TR

IN
ITY D

N
7379 c0 g1 i

Arm
fum

1 1410779 fgenesh1 kg 16 1383 TR
IN

ITY D
N

6151 c1 g7 i

Arm
nov1 1481683 fgenesh1 kg 13 1306 TR

IN
ITY D

N
6038 c0 g1 i

Arm
ost1 954296 fgenesh1 kg 9 6 Locus6780v1rpkm

18 38

Arm
osto1 272129 m

R
N

A AR
O

S 11995 AR
O

S 11995

Arm
ga1 1016838 fgenesh1 kg 36 114 Locus9078v1rpkm

8 55

Arm
m

el1 1053124 fgenesh1 kg 6 2652 TR
IN

ITY D
N

6788 c0 g1 i4

Arm
ect1 1357473 fgenesh1 kg 9 3500 TR

IN
ITY D

N
2986 c0 g1 i7

Arm
tab1 1521942 fgenesh1 kg 8 865 TR

IN
ITY D

N
7021 c0 g1 i2

G
uyne1 930940 fgenesh1 kg 10 19 Locus3573v1rpkm

52 99

Arm
m

e1 1 10295 g9177

C
reces1 1103216 fgenesh1 kg 35 418 TR

IN
ITY D

N
6100 c0 g1 i2

C
opph3 1266587 fgenesh1 kg 8 793 TR

IN
ITY D

N
10283 c0 g1 i1

C
yaste1 230149 gm

4 5834 g

C
yaste1 172897 fgenesh1 pg 2 702

C
yapal1 720880 estExt G

enem
ark4 C

 22 t10077

LacbiD
R

170 1 1070519 estExt fgenesh1 pg C
 12030001

Lacbi9312 2 1975421 fgenesh1 kg 12 1583 TR
IN

ITY D
N

5325 c0

D
enbi1 862921 gm

1 15921 g

H
elsul1 1737864 gm

1 8039 g

C
ysm

ur1 1280187 gm
1 3903 g

Paxin1 101260 estExt G
enem

ark1 C
 430009

Paxam
1 983512 fgenesh1 pg 171 7

M
elbro1 48122 e gw

1 36 46 1

Chapip1 2822035 fgenesh1 kg 7 24 TRINITY DN1007 c0 g1 i6

Hydpi2 120149 fgenesh1 kg 207 3 Locus2610v1rpkm
97 63

Boled5 233466 Boled1 CE233465 29745

Boledp1 1541191 M
IX76635 7578 21

Bolcoc1 2136818 fgenesh1 kg 69 23 TRINITY DN4103 c0 g4 i1

Xerba1 1496449 estExt G
enem

ark1 C 450005

Suivis2 1768612 M
IX20473 3 5

Rhivi1 773705 fgenesh1 kg 398 9 Locus5390v1rpkm
30 80

Hygaur1 1161155 fgenesh1 kg 359 8 Locus12383v1rpkm
5 80

Anom
yc1 1771439 M

IX46921 8334 67

Jaaar1 70879 estExt fgenesh1 pm
 C 150131

Hexnit1 1238964 estExt G
enewise1 C 9 t40028

G
rifr1 11549 transcript O

BZ75015

TyphTRa3160C 1 786210 fgenesh1 kg 103 34 TRINITY DN917 c0

Lyoat1 1585041 estExt G
enewise1 C 12 t20329

Lepnud1 148455 CE148454 381

Cyaste1 172898 fgenesh1 pg 2 703

Cyaste1 230151 gm
4 5836 g

Cyapal1 749828 M
IX19106 282 83

Cyastr2 1545389 estExt G
enem

ark1 C 880021

Ptegra1 657025 estExt fgenesh1 pg C 180048

Albpec1 399531 CE399530 10278

Plicr1 586082 CE404807 8717

Anokam
1 1615212 estExt fgenesh1 pg C 170122

FlaPM
I526 1 1612017 fgenesh1 kg 11 1348 TRINITY DN13866 c2

Copm
ar1 700456 gm

1 1672 g

Serbor1 1051149 CE1051148 9932

Laesu1 739035 fgenesh1 pm
 55 28

Fibra1 7604 FIBRA 06256m
 01

Aphpse1 56533 CE56532 1964

Radcon1 1267637 fgenesh1 kg 8
2674 TRINITY DN6181 c2 g2 i3

Denm
i1 1100970 estExt Genem

ark1 C 1100010

Bolvit1 1255891 fgenesh1 kg 31 113 TRINITY DN6559 c0 g1 i6

Sclhys1 1 427581 CE427580 7420

Sissu1 1032541 fgenesh1 pg 41 1

Porm
uc1 1893480 estExt Genewise1Plus C 9 t10118

SchcoZB1 61313 e gw1 96 110 1

SchcoZB2 52085 e gw1 50 31 1

Schco TatD 1 268567 estExt Genewise1 C 840033

Schco LoeD 1 258164 fgenesh1 kg 323 6 Locus870v1rpkm
221 33

Schrad1 77061 e gw1 268 33 1

Schco3 2639556 fgenesh1 kg 11 1564 Locus870v1rpkm
221 33

Schrad1 73154 e gw1 183 45 1

Schco2251 1 259238 fgenesh1 kg 31 61 Locus870v1rpkm
221 33

Schco2071 1 245029 fgenesh1 kg 9 172 Locus870v1rpkm
221 33

Schco2271 1 253862 fgenesh1 kg 13 130 Locus870v1rpkm
221 33

SchcoUNK 1 43169 e gw1 39 53 1

Schco2231 1 250522 fgenesh1 kg 18 18 Locus870v1rpkm
221 33

Schco2272 1 259749 fgenesh1 kg 10 34 Locus870v1rpkm
221 33

Schfas1 66389 gm
1 6929

g

Auram
p1 569146 gm

1 6541 g

Auramp1 577871 gm1 15266 g

Phlbr1 28717 fgenesh1 kg 13 62 isotig05128

Phlrad1 159257 minus g2238 t1

Porspa1 1857417 estExt Genewise1 C 190202

Panru1 1684600 fgenesh1 pm 53 16

Conapa1 882507 estExt fgenesh1 pg C 1030020

Hebcy2 252314 CE172054 6717

Epityp1 93195 fgenesh1 pm 112 5

Theter1 858167 CE858166 9400

Thega1 1814795 CE1814794 5202

Sidvul1 2279720 gm1 4618 g

Lacbi59489 1 1153296 fgenesh1 pg 38 48

Skebig1 1247501 fgenesh1 kg 16 604 TRINITY DN814 c1 g1 i27

Phlcen1 13237 scaffold 895 47 No Blast Hit

Copang1 514297 CE514296 7177

Vuico1 136855 CE136854 5931

Vuicom1 726621 fgenesh1 pg 9 187

Punst1 116033 fgenesh1 pm 14 33

Hymrad1 1155565 estExt Genemark1 C 140058

Cylto1 366949 estExt Genewise1 C 100108

Psefl1 2417 rna PFL1 04961

Uropr1 60363 CE60362 1270

Tilan2 250382 estExt Genewise1Plus C 970025

Ustsp1 129792 CE129791 6750

Ustbr1 4410 transcript SAM75730

Uroocc1 54133 CE54132 24278

Spore1 2972 sr12190m 01

Kalbr1 487 transcript EST10121

Psehu1 4469 PHSY 004939m 01

Moeaph1 2229 PaG 05153T0

Psean1 1 80251 PANT 7c00294

Moean1 1021 rna PAN0 002c1030

Ustma2 2 7739 mRNA UMAG 00893

Tescy1 86388 CE86387 10361

Hethyg1 462811 estExt fgenesh1 pg C 100129

Cerbo1 1824 transcript CEH13785

Cersp1 345285 gm1 1455 g

Tilwa1 340956 gm1 5278 g

Exova1 297695 gm1 1010 g

Exomac1 273367 gm1 1324 g

Melen1 158247 CE158246 6168

Tillet1 276136 fgenesh1 kg 18 431 TRINITY DN1949 c0 g2 i1

Acain1 85180 CE85179 1539

Ustgig1 167887 fgenesh1 kg 2 587 TRINITY DN421 c0 g2 i3

Tilcar1 5664 transcript OAJ16323

Tilco1 1194 transcript OAJ10834

Tilin1 908 transcript OAJ07038

Tilwal1 2498 transcript OAJ14890

Monili2 205217 estExt fgenesh1 pg C 190033

Xenvag1 590518 CE590517 8208

Phoaln1 1790215 fgenesh1 kg 10 592 TRINITY DN7548 c3 g2 i1

Porchr1 157083 CE157082 6106

Porchr1 425602 CE425601 6082

Pornie1 2 942429 gm1 5544 g

Fomme1 153953 gm1 4283 g

Pheign1 1 523071 gm1 5867 g

Onnsc1 354243 CE354242 7719

Phefer1 294301 gm1 2138 g

Pheni1 139263 CE139262 5540

Kurarg1 117906 CE117905 3182

Rigmic1 949574 gm1 8895 g

Mychae1 120655 CE120654 2315

Mycgal1 676632 CE676631 218

Mycsan1 1093061 gm1 8357 g

Myclep1 2335622 gm1 36434 g

Myclep1 2306312 gm1 7124 g

Mycrub1 1247179 gm1 2446 g

Mycalb1 47960 CE47959 1508

Mycoli1 3060113 fgenesh1 kg 2933 69 TRINITY DN22525 c0 g1

Mycoli1 3434980 gm1 14522 g

Favcal1 2 930581 CE930580 372

Favcal1 2 1328382 CE1328381 340

Favcal1 2 3597892 MIX182799 71 59

Mycmet1 1688523 estExt fgenesh1 pg C 360034

Mycale1 963891 e gw1 111 161 1

Mycfil1 1222297 gm1 17312 g

Mycbel1 948253 gm1 6260 g

Myclat1 404974 CE404973 184

Mycvul1 1176332 fgenesh1 kg 116 125 TRINITY DN11062 c0 g2

Mycvul1 1176361 fgenesh1 kg 116 154 TRINITY DN11062 c0 g2

Mycpur1 564050 gm1 10774 g

Mycpol1 432889 CE432888 6616

Mycvit1 90614 CE90613 6163

Mycmac1 874562 estExt Genewise1 C 3 t10336

Panst KUC8834 1 1 451057 CE451056 2831

Panst LUM 1 1 870624 CE870623 1779

Rorror1 1018979 gm1 1890 g

Myccro1 588351 CE588350 1324

Mycami1 1180926 fgenesh1 kg 73 123 TRINITY DN7400 c1 g1 i1

Myc59 1 640918 CE640917 470

Mycreb1 1295953 fgenesh1 kg 10 1129 TRINITY DN10921 c0 g1

Mycreb1 1619095 MIX69617 2 16

Mycgale1 638387 CE638386 1733

Tulca1 243263 fgenesh1 kg 62 25 Locus2041v2rpkm103 68

Tulsp427 1 1152465 fgenesh1 kg 8 92 TRINITY DN5983 c0 g1 i

Tulsp419 1 1324975 CE1324974 35255

Tulinq1 1669787 gm1 18548 g

Schpa1 254231 CE254230 30370

PleosPC9 1 98101 fgenesh1 pm 7 233

PleosPC15 2 162177 genemark 10042 g

Botbo1 177452 gm1 8987 g

Elmca1 121955 CE121954 35819

Exigl1 725619 fgenesh1 kg 3 7 Locus6714v1rpkm37 48

Aurde3 1 1343266 gm1 833 g

Olipa1 699621 fgenesh1 kg 17 95 TRINITY DN10022 c0 g2 i1

Ser411 1 1255923 fgenesh1 pg 8 96

Serend1 811901 CE811900 16596

Ser405 1 1017838 fgenesh1 pg 16 96

Pirin1 78153 mRNA PIIN 07346

Sebvebe1 816047 gm1 6487 g

Sebve1 332289 fgenesh1 kg 59 20 Locus3757v1rpkm45 36

Rhoto IFO0559 1 5912 mRNA 4 518

Rhoto1 73 RHTO 00073

Rhoglu91 1 39000 gm1 1370 g

Rhoto IFO0880 4 15761 CE720556 7022 mRNA

Rhoto IFO1236 1 45954 mRNA 14 16

Rhoba1 1 42518 gm1 2083 g

Rhodia1 1 113644 CE113643 23264

Rhoto ATCC26217 1 652600 e gw1 37 13 1

Spopa1 383942 fgenesh1 kg 14 220 TRINITY DN3236 c0 g1 i2

Sporo1 31687 estExt fgenesh1 pg C 20107

Krisp1 2550410 fgenesh1 kg 2 4769 TRINITY DN11695 c0 g1 i1

Micld1 2085 MVLG 02359T0

Micin1 1648 BQ2448 6684 1

Mereb1 352854 gm1 1776 g

Slopil1 37968 CE37967 6408

Slotsu1 479308 CE479307 6125

ObeP2C70 1227630 gm1 4489 g

Leucr1 301122 fgenesh1 kg 8 105 Locus4564v1rpkm21 60

CgaCA1873 1 5798 transcript KIR58308

CgaWM276 1 4839 transcript ADV22785

CgaVGII 1 2751 transcript KIS00170

CgaVGIV 1 5468 transcript KIR84180

Cryne H99 1 5928 CNAG 06580T0

Cryne JEC21 1 5132 CNF04390 t01

Tsuwi1 2728 transcript ODN91365

Cryam1 2263 ODN74848

Cryne H99 1 9903 fgeneshDR te pg cneoH99 Chr7 54

Kwopi1 7194 transcript OCF47773

Felpe1 76591 CE76590 10264

Kocim1 609277 fgenesh1 pg 9 145

Stepol1 59221 fgenesh1 pg 21 71

Sirint1 696216 gm1 1820 g

Treen1 561679 gm1 6224 g

Treme1 74074 estExt fgeneshTM pg C 70010

Papla1 482289 fgenesh1 kg 2 1988 TRINITY DN2940 c0 g1 i4

Fibin1 449203 fgenesh1 kg 10 849 Locus6062v1rpkm13 74

Trich1 148872 gm1 4019 g

Triol1 118927 CE118926 4236

Trigue1 127687 CE127686 2094

Trias2479 1148 A1Q1 01288T0

Trias8904 7132 A1Q2 07476T0

Diocr1 84059 CE84058 2759

Diocr1 611 CE610 3120

Croqu1 672291 fgenesh1 pm 85 31

Cersu1 116496 estExt fgenesh1 kg C 110070

Obbri1 137178 CE137177 4171

Grifr1 11547 transcript OBZ75014

Antsi1 491049 CE491048 27876

PleosDSM11191 1 1508019 MIX5985 4941 48

PleosPC9 1 116590 estExt fgenesh1 kg C 70206

Crula1 259028 CE259027 3131

Mycpur1 481334 fgenesh1 kg 131 96 TRINITY DN11337 c0 g1 i1

Cryne H99 1 9559 fgeneshDR te pg cneoH99 Chr6 141

Cryne H99 1 2147 CNAG 02387T0

CgaVGII 1 2965 transcript KIR99409

Cryne JEC21 1 4351 CNE01640 t01

Cryam1 7685 ODN78475

Cryam1 7686 ODN78473

Cryam1 7688 ODN78474

Tsuwi1 7322 transcript ODO00705

Fibin1 445016 fgenesh1 kg 6 459 Locus1415v1rpkm123 63

Papla1 301493 CE301492 12810

Felpe1 336728 MIX11253 1336 37

Kwopi1 5313 transcript OCF48199

Diocr1 421666 estExt Genemark1 C 1670017

Treen1 514954 fgenesh1 kg 2 1749 TRINITY DN4068 c0 g1 i9

Trias2479 4008 A1Q1 04099T0

Trias8904 1759 A1Q2 02104T0

Trich1 44091 CE44090 2746

Triol1 281897 fgenesh1 kg 2 195 Locus7533v1rpkm4 86

Nagvi1 321471 gm1 1839 g

Mrafri1 387636 fgenesh1 kg 13 756 TRINITY DN2777 c0 g1 i1

Jamsp1 217498 e gw1 3 593 1

Cryter1 35308 gm1 3403 g

Phlfa1 525548 CE525547 3379

Pgt 201 B1 627 rna gnl WGS VSWC PGT21 025273 T1 mrna

Pucgr2 551 PGTG 00694T0

Pgt Ug99 C1 6311 rna gnl WGS VDEP PGTUg99 009571 T1 mrna

Pgt 201 A1 624 rna gnl WGS VSWC PGT21 023242 T1 mrna

Pgt Ug99 A1 6805 rna gnl WGS VDEP PGTUg99 028462 T1 mrna

Pucst PST78 1 8866 PSTG 04954T0

Pucstr1 1866 evm model scaffold 11 102

Pucstr1 3645 evm model scaffold 124 72

Pucst1 495192 maker PST130 2542 snap gene 0 2 mRNA 1

Puctri1 520 Pt76 012208 T1

Puctr1 1949 PTTG 01921T0

Puctri1 15995 Pt76 013439 T1

Puctr1 4482 PTTG 01901T0

Puctri1 485 Pt76 012172 T1

Puctri1 15954 Pt76 013405 T1

PuccoNC29 1 13210 PCA NC 13011 T1

PuccoNC29 1 3763 PCA NC 05873 T1

PuccoSD80 1 6039 PCA SD 01921 T1

PuccoNC29 1 16026 PCA NC 02480 T1

PhapaK8108 2341421 CE2341420 12065

Phapa1 3251278 CE3251277 5979

PpacPPUFV02 394133 CE394132 974

Sepsp1 751167 gm1 5173 g

Atrsp2 179790 CE179789 3320

Trisp1 92122 CE92121 802

Rhomuc1 697617 gm1 3367 g

RhoCCFEE5036 1 29 B0A53 00029

RhodotJ31 1 695248 fgenesh1 kg 65 110 TRINITY DN3310 c3 g2

Rhosp1 35082 gm1 4392 g

Eryha1 861084 CE861083 12924

Eryha1 1077598 fgenesh1 kg 24 167 Locus1878v1rpkm79 69

Rhomi1 15662 CE15661 1344

Spogra1 1 33499 gm1 468 g

Sismus1 725678 CE725677 12775

Hydru2 804058 CE804057 4259

CgaWM276 1 1116 transcript ADV24944

CgaCA1873 1 3042 transcript KIR63695

CgaVGIV 1 1983 transcript KIR88004

CgaVGII 1 4483 transcript KIR98133

Cryne JEC21 1 1317 CNK01850 t01

Cryne H99 1 2394 CNAG 02697T0

Trich1 140556 estExt fgenesh1 pg C 2 t10177

Trigue1 51018 CE51017 2914

Fibin1 355539 CE355538 3523

Treme1 63857 fgeneshTM pg 9 176

Kwopi1 720 transcript OCF53424

Felpe1 63116 CE63115 58465

Kocim1 634450 fgenesh1 kg 13 207 TRINITY DN3264 c0 g1 i6

Mrafri1 378498 fgenesh1 kg 4 927 TRINITY DN4775 c0 g1 i2

Papla1 480880 fgenesh1 kg 2 579 TRINITY DN3459 c0 g3 i6

Melmed1 892110 fgenesh1 pm 1 22

Melme tre1 1243110 MIX33217 22 43

Melme tre1 1132419 fgenesh1 pm 219 14

MecolCla 1 871477 MIX13912 122 78

Mellp2 3 91095 Mellp1 EuGene 00030364

Melap1finSC 191 1404090 e gw1 206 97 1

Melame1 944928 fgenesh1 kg 2 1324 TRINITY DN2183 c0 g1 i1

Melli1 202232 MELLI sc 237 6

Croqu1 670845 fgenesh1 pm 47 21

Crori1 1069126 MIX24759 9 36

Atrsp2 1358458 estExt Genemark1 C 10130001
Atrsp2 1216793 e gw1 98 31 1

Atrsp2 1322224 estExt fgenesh1 pg C 2870017
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Punst1
50106 fgenesh1 kg 2 681 isotig04606
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1 13 55 1
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 1 244895 e gw

1 228 15 1
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Dacsp1 25588 fgenesh1 kg 28 27 isotig01279
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Cercer1 808502 gm
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Dactor1 411860 CE411859 1790
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Fig. S3. Phylogenetic relationship of the Mucoromycota velvet proteins. The 

figure is a high definition version of Fig. 11 in the maintext. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Phybl L51 1 1151060 CE151060 2712

PhyblU21 2 1833612 fgenesh1 kg 2 6235 TRINITY DN8850 c2 g6

Phybla1 1593557 fgenesh1 kg 55 55 TRINITY DN9621 c1 g2 i2

PnitS609 1 663117 estExt Genewise1Plus C 270181

PnitS608 1 788918 estExt Genewise1Plus C 100394

PnitS607 1 868095 fgenesh1 kg 51 100 TRINITY DN5262 c0 g1

Phybl2 157483 fgenesh1 kg 3 14 694 1 CBNA CBNB CBNC CBNF

Radspe1 555002 fgenesh1 kg 2 616 TRINITY DN6304 c3 g1 i4

Lenpar1 784079 e gw1 468 9 1

Lenpar1 198157 CE198156 1885

Lenzyc1 740924 e gw1 6 279 1

Umbsp AD052 1 312910 fgenesh1 kg 1 213 TRINITY DN4763 c1 g

Umban1 157873 CE157872 8036

Umbra1 217127 fgenesh1 kg 1 697 combest scaffold 1 2184

Umbelo1 518582 gm1 3575 g

Umbisa1 337172 CE337171 25966

PnitS609 1 659490 estExt Genewise1Plus C 140149

PnitS607 1 827873 fgenesh1 kg 1 1081 TRINITY DN7548 c7 g1

PnitS608 1 743059 fgenesh1 kg 12 154 TRINITY DN9540 c2 g1

PhyblU21 2 1840213 fgenesh1 kg 4 1200 TRINITY DN7639 c5 g1

Phybla1 1423103 CE423103 2889

Phybl L51 1 1727836 fgenesh1 kg 4 390 TRINITY DN9535 c6 g3

Radspe1 159058 CE159057 1674

Mucci2 156923 fgenesh1 kg 07 76 1188 1 CCIA CCIB EXTA

Mucci3 1141588 CE141588 478

Muccir1 3 1381791 fgenesh1 kg 5 1528 TRINITY DN3150 c1 g1

Muccirc1 6375 transcript EPB86748

Ellano2 160899 CE160898 1626

Mucam1 8061 transcript GAN08639

Mucrac1 1672 Sexual
Parpar1 388598 estExt Genewise1Plus C 540046

Chabre1 200510 MIX11678 10 19

Thaele1 411099 fgenesh1 kg 4 78 TRINITY DN4345 c0 g2 i2

Helpul1 120067 CE120066 11734

Pilano1 396582 fgenesh1 kg 51 47 TRINITY DN6314 c1 g1 i7

Mucmuc1 91488 CE91487 931
Zyghet1 460772 fgenesh1 kg 51 138 TRINITY DN10514 c0 g1 i2

Mycind1 701441 fgenesh1 kg 8 814 TRINITY DN38 c0 g1 i13

Kircor1 373674 fgenesh1 kg 7 362 TRINITY DN6846 c0 g2 i1

Gilper1 539154 fgenesh1 kg 17 67 TRINITY DN6148 c2 g1 i14

Mucfus1 359113 VelvetMuclan1 5072 VelvetCokrec1 507276 fgenesh1 kg 10 814 TRINITY DN2578 c0 g1 i1

Benpoi1 613989 gm1 924 g
Bacci1 325447 estExt fgenesh1 pm C 1490013

FenlinCB54 1 611639 fgenesh1 kg 4 2243 TRINITY DN1691 c0 g

Fenlin1 637028 fgenesh1 kg 67 109 TRINITY DN5976 c0 g2 i1

Zycmex1 848280 fgenesh1 kg 109 122 TRINITY DN5743 c0 g1 i1

Phaart1 514911 fgenesh1 kg 19 149 TRINITY DN1289 c0 g1 i1

Cirumb1 524439 fgenesh1 kg 78 35 TRINITY DN6652 c0 g2 i1

Helpul1 597997 fgenesh1 kg 6 310 TRINITY DN7493 c0 g1 i1

Thaele1 412174 fgenesh1 kg 4 1153 TRINITY DN4927 c0 g1 i5

Pilano1 381519 fgenesh1 kg 8 220 TRINITY DN6100 c6 g1 i4

Zyghet1 582794 estExt Genemark1 C 110046
Mucend1 6306 Me62435 m SexualMucmuc1 413161 e gw1 10 193 1Muclan1 9220 SexualMucfus1 366816 SexualGilper1 560072 fgenesh1 kg 56 187 TRINITY DN5846 c3 g1 i4

Kircor1 372678 fgenesh1 kg 6 254 TRINITY DN8041 c0 g1 i1
Kircor1 375044 fgenesh1 kg 9 56 TRINITY DN8125 c0 g2 i8
Blatri F921 1 458848 fgenesh1 kg 5 467 TRINITY DN7379 c5 g
Blatri F986 2 415489 fgenesh1 kg 2 448 TRINITY DN7379 c5 g
Blatri1 396868 fgenesh1 kg 30 219 TRINITY DN7379 c5 g1 i9Chocucu1 506816 fgenesh1 kg 26 348 TRINITY DN5373 c0 g1 i4Rhimi59 2 1891589 fgenesh1 kg 4 2242 c5067 g1 i3Rhich1 15220 A15215

Rhimi ATCC52814 1 56124 CE56123 838Amyrou1 636839 fgenesh1 kg 15 263 TRINITY DN4887 c0 g2 i1Rhior3 14690 RO3G 06612
Mucci3 1377103 estExt Genewise1Plus C 2 t30390Muccir1 3 1376039 fgenesh1 kg 4 3270 TRINITY DN6317 c0 g1Mucci2 104867 Genemark1 630 g
Mucam1 8758 transcript GAN09336
Ellano2 463261 fgenesh1 kg 11 123 TRINITY DN6573 c0 g1 i4
Muccirc1 9188 transcript EPB83960
Mucrac1 3160 Mr11956 m Sexual
Parpar1 415619 fgenesh1 kg 38 33 Locus3237v1rpkm57 69
Chabre1 115112 e gw1 1 1993 1
Cokrec1 504046 fgenesh1 kg 8 54 TRINITY DN6103 c0 g4 i1
Benpoi1 600010 estExt fgenesh1 pm C 2 t20072

Bacci1 254273 estExt Genewise1Plus C 1190072

Bacci1 186704 e gw1 88 144 1

Mycind1 604071 e gw1 1 21 1

Spoumb1 588632 estExt Genemark1 C 670009

Rhisto1 772580 estExt Genemark1 C 90224

Pilumb1 772504 fgenesh1 kg 1 4265 TRINITY DN3545 c1 g2 i6

Licra1 5578 LRAMOSA09958 1

Liccor1 1517 LCOR 01452 1

Fenlin1 620144 fgenesh1 kg 28 17 TRINITY DN7145 c2 g1 i8

Lichy1 171987 fgenesh1 kg 142 24 Locus5773v2rpkm18 73

Licra1 4871 LRAMOSA01839 1

Liccor1 755 LCOR 00719 1

Dicrob1 581003 fgenesh1 kg 22 381 TRINITY DN7534 c0 g1 i8

Dicele1 2024174 gm1 2354 g

FenlinCB54 1 673520 gm1 7632 g

Fenlin1 506024 e gw1 3 598 1

Phaart1 555306 gm1 1457 g

Cirumb1 535109 fgenesh1 pg 21 158

Synrac1 488080 fgenesh1 kg 3 540 Locus6834v1rpkm13 77

Hesve2finisherSC 1298937 estExt Genewise1 C 2 t20223

Gonbut1 317418 fgenesh1 pg 9 136

Lichy1 190068 gm1 835 g

Liccor1 2080 LCOR 01997 1

Licra1 10628 LRAMOSA05823 1

Dicrob1 627389 estExt fgenesh1 pg C 40194

Rhimi59 2 1882122 fgenesh1 kg 2 4094 TRINITY DN1472 c0 g1

Rhimi ATCC11559 1 267847 gm1 8585 g

Rhimi1 1 6613 CE6612 6201

Rhimi ATCC52814 1 302397 gm1 2096 g

Amyrou1 658344 fgenesh1 kg 64 120 TRINITY DN7309 c0 g4 i2

Rhisto1 723857 gm1 1012 g

Rhisto1 723734 gm1 889 g

Spoumb1 523081 fgenesh1 kg 96 120 TRINITY DN7664 c1 g2 i3

Umban1 361759 fgenesh1 kg 15 535 TRINITY DN7031 c0 g1 i2

Umbra1 300088 estExt fgenesh1 pg C 270029

Umbsp AD052 1 325546 fgenesh1 kg 17 404 TRINITY DN3679 c0

Umbelo1 502475 fgenesh1 kg 18 177 TRINITY DN3225 c0 g1 i4

Umbisa1 353799 CE353798 4807

Bacci1 271905 fgenesh1 pg 60 28

Jimfl GMNB39 1 137329 maker NODE 12017 length 7409 cov 6 2

Jimfl AD 1 343675 maker NODE 7484 length 10460 cov 8 252E1

Mycind1 709290 fgenesh1 kg 12 513 TRINITY DN212 c2 g1 i4

Mycafr1 794086 gw1 5 626 1

Mucend1 9977 Velvet

Bacci1 56297 CE56296 128

Bacci1 320055 estExt fgenesh1 pm C 60075

Pilumb1 565841 CE565840 57

RhiirA5 373627 fgenesh1 pg 291 5

Rhiir2 1 1633285 fgenesh1 kg 148 335 TRINITY DN9823 c1 g1

RhiirB3 506305 MIX29920 1 5

RhiirC2 707643 fgenesh1 pg 204 6

Rhidi1 638996 estExt Genewise1 C 1210029

RhiirA4 398786 fgenesh1 kg 254 32 TR2403 c0 g1 i2

RhiirA1 1 412551 fgenesh1 kg 147 36 TR5340 c0 g1 i1

Gloin1 348864 fgenesh1 kg 23266 6 ACTTGA L001 R1 paired co

Rhicl1 6823 transcript GBB97089

Rhice1 1 734579 fgenesh1 pg 75 12

Gigmar1 22389 rna F8M41 020138

Gigmar1 22392 rna gnl WGS WTPW g2111 t1 2 5ab8ba1a 1 5ad4b

Gigmar1 22391 rna gnl WGS WTPW g2111 t1 2 5ab8ba1a rna F8M

Gigro1 2011600 estExt Genewise1Plus C 620019

Gigmar1 22388 rna gnl WGS WTPW g2111 t1 1 5ab8ba1a rna F8M

Gigmar1 22390 rna gnl WGS WTPW g2111 t1 2 5ab8ba1a 2 5ad4b

Gigmar1 15183 rna F8M41 013579

Gigmar1 15184 rna gnl WGS WTPW g23727 t1 1 5ab8ba19 rna F8

Gigmar1 15185 rna gnl WGS WTPW g23727 t2 rna F8M41 013579

Gigro1 2158642 gm1 7602 g

Gigmar1 24183 rna gnl WGS WTPW g1697 t1 rna F8M41 021754

Gigmar1 24184 rna gnl WGS WTPW g1697 t1 1 5ab8ba1b 1 5ad4b

Gigmar1 24182 rna F8M41 021754

Gigro1 1962789 e gw1 374 12 1

Gigmar1 14013 rna F8M41 012599

Gigro1 1962331 e gw1 356 13 1

Gigmar1 7264 rna F8M41 006557

Gigro1 2017528 estExt Genewise1Plus C 6760003

Gigmar1 27025 rna F8M41 024152

Gigmar1 27024 rna gnl WGS WTPW g13136 t1 1 5ab8ba1b rna F8

Gigmar1 27023 rna F8M41 024151

Geopyr1 16578 FUN 016754 T1

MoeNVP64 1 362920 gm1 2744 g

MoelGBA40 1 1736 BGZ89 001742 T1

MoelGBA34 1 4720 BGZ88 004749 T1

MoelNVP5 1 5403 BGZ90 005458 T1

MoelNVP71 1 6836 BGZ91 006887 T1

Morel2 21630 Morel1 gm1 9568 g

Morel U14 1 209461 CE209460 288

MocaN2610 1 4440 BGZ47 004468 T1

MoscN6426 1 9953 BG015 010007 T1

MospGBA39 1 827 BGX30 000828 T1

MohyN2591 1 9910 EC957 010074 T1

MoeAD073 1 762522 fgenesh1 kg 57 265 TRINITY DN5150 c0 g3

MogaNVP60 1 10745 BGZ97 010849 T1

MogaAD045 1 483 BGZ96 000489 T1

Morgam1 433536 fgenesh1 kg 7 515 TRINITY DN5616 c0 g3 i1

MoexN28262 1 10383 BGZ95 010442 T1

Mosp14UC 1 10929 BGW39 011010 T1

MozyN2592 1 63 EC991 000063 T1

MospGBA35 1 6149 BGX29 006197 T1

MospAD032 1 2511 BGX24 002528 T1

MozyPUSTF9C 1 8211 FBU30 008300 T1

HapNA10739 1 2921 BGZ50 002953 T1

HapNA10996 1 3565 BGZ51 003613 T1

MopoKOD948 1 865 BG011 000872 T1

MoalGBA31 1 7454 BGZ72 007541 T1

MoalAD072 1 6158 BGZ68 006228 T1

Moralp1 1 517417 fgenesh1 kg 10 1175 TRINITY DN6993 c0 g1

MoalN66262 1 6953 EC968 007072 T1

MoalCK1249 1 7629 BGZ70 007697 T1

MoalAD071 1 7608 BGZ67 007712 T1

MoanKOD1229 1 2762 BGZ75 002792 T1

Moramoe1 188743 CE188742 232

MospGBA30 1 3468 BGX28 003484 T1

Disorn1 385491 fgenesh1 kg 786 3 TRINITY DN6423 c0 g1 i4

DiorN22417 1 3707 BGZ58 003726 T1

Disdec1 471530 CE471529 344

Morm
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MomuN6456 1 7895 BGZ54 007942 T1

EctrN
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Chabre1 139541 fgenesh1 pg 2 150

Pilano1 377453 fgenesh1 kg 2 685 TRINITY DN4843 c0 g1 i1

Mucend1 408 Sexual

Mucend1 409 Me10903 m Sexual

Rhimi ATCC11559 1 233565 fgenesh1 pg 44 10

Rhimi59 2 1901538 fgenesh1 kg 6 2117 TRINITY DN709 c0 g1 i

Rhich1 5865 A05844

Rhich1 5855 A05834

Bacci1 338147 estExt fgenesh1 pg C 2860008

Bacci1 236797 estExt Genewise1Plus C 4 t10273

Kircor1 392202 fgenesh1 kg 49 125 TRINITY DN7278 c0 g1 i2

Chocucu1 493115 fgenesh1 kg 3 443 TRINITY DN5873 c0 g1 i2

Blatri1 408683 fgenesh1 kg 79 75 TRINITY DN3437 c0 g1 i1

Gilper1 546721 fgenesh1 kg 26 363 TRINITY DN2766 c0 g2 i3

Rhisto1 595879 estExt Genewise1 C 3 t30124

Spoumb1 516322 fgenesh1 kg 59 54 TRINITY DN5768 c0 g1 i6

Mycind1 696976 fgenesh1 kg 6 1447 TRINITY DN425 c0 g1 i11

Mycafr1 859981 fgenesh1 kg 3 3034 TRINITY DN4158 c0 g3 i1

Kircor1 416181 estExt Genemark1 C 30348

Zyghet1 535231 gm1 15889 g

Phybla1 1580110 fgenesh1 kg 16 14 TRINITY DN9269 c0 g4 i1

Phybl2 164792 fgenesh1 pg 4 633

PhyblU21 2 1870822 fgenesh1 kg 13 2362 TRINITY DN7754 c1 g

Phybl L51 1 1004829 CE4829 110

PnitS608 1 744386 fgenesh1 kg 13 206 TRINITY DN5886 c0 g1

PnitS609 1 756251 estExt fgenesh1 pg C 600057

PnitS607 1 839046 fgenesh1 kg 8 173 TRINITY DN3640 c0 g1 i

Lenzyc1 804197 fgenesh1 kg 5 3962 TRINITY DN1791 c0 g3 i1

Halrad1 311387 fgenesh1 pg 2 279

Abscae1 336485 e gw1 15 49 1

Cokrec1 496525 fgenesh1 kg 3 692 TRINITY DN5883 c0 g1 i3

Phaart1 519331 fgenesh1 kg 25 419 TRINITY DN5240 c0 g2 i3

Cirumb1 526818 fgenesh1 kg 103 55 TRINITY DN5969 c2 g1 i2

FenlinCB54 1 663286 estExt fgenesh1 pg C 9 t10127

Liccor1 7102 LCOR 06456 1m 02

Liccor1 7101 LCOR 06456 1

Lichy1 196809 gm1 7576 g

Pilumb1 851321 gm1 5866 g

Radspe1 563519 fgenesh1 kg 4 1793 TRINITY DN4290 c0 g1 i2

Bifad1 2013 transcript OZJ06632

Dicele1 1904133 fgenesh1 kg 3 4490 TRINITY DN3776 c0 g1 i3

Dicrob1 634009 estExt fgenesh1 pg C 640035

MoanKOD1229 1 4133 BGZ75 004192 T1

Moramoe1 358872 gm1 5937 g

MoalN66262 1 10163 EC968 010343 T1

Moralp1 1 499518 fgenesh1 kg 3 828 TRINITY DN2820 c0 g1 i1

MoalAD071 1 4674 BGZ67 004744 T1

MoalCK1249 1 3613 BGZ70 003637 T1

MoalGBA31 1 7938 BGZ72 008032 T1

HapNA10739 1 5299 BGZ50 005365 T1

HapNA10996 1 5361 BGZ51 005433 T1

MospGBA30 1 6663 BGX28 006700 T1

Disorn1 329198 estExt Genewise1 C 13630001

DiorN22417 1 2312 BGZ58 002324 T1

Disdec1 595816 gw1 5 846 1

MomuN6456 1 5756 BGZ54 005789 T1

MoclN2760 1 9201 EDD11 009369 T1

MospAD010 1 11385 BGX20 011465 T1

MospAD011 1 1476 BGX21 001484 T1

MochAD033 1 2011 BGZ79 002020 T1

MochN2769 1 2216 BGZ80 002230 T1

MospAD094 1 6996 BGX26 007033 T1

HaliN2525 1 8286 BGZ46 008352 T1

HaspN3175 1 8679 BGZ49 008754 T1

MospAM989 1 5998 BGX27 006060 T1

MoglREB010B 1 5377 BGZ99 005436 T1

MoglAD054 1 836 BGZ98 000836 T1

MospAD010 1 11119 BGX20 011197 T1

MospAD011 1 3912 BGX21 003934 T1

MochN2769 1 10942 BGZ80 011018 T1

MochAD033 1 4931 BGZ79 004960 T1

MospAD094 1 3654 BGX26 003681 T1

HaliN2525 1 8518 BGZ46 008590 T1

HaspN3175 1 10249 BGZ49 010337 T1

MohoCK413 1 8428 BG003 008522 T1

MohoAD009 1 9167 BG000 009233 T1

MoclKOD947 1 7056 BGZ82 007122 T1

MoclAM1000 1 11139 BGZ81 011303 T1

Morhum1 428500 fgenesh1 kg 295 11 TRINITY DN5719 c0 g2 i2

Morve1 11098 MVEG 07715T0

MoveTTC192 1 360 CPC16 000366 T1

MoveAD079 1 11444 CPB97 011567 T1

MoepKOD1059 1 8090 BGZ93 008198 T1

MoepAD058 1 3473 BGZ92 003519 T1

Mormin1 1 428046 fgenesh1 kg 14 301 TRINITY DN7491 c2 g1 i

MomiAD069 1 7424 BG005 007508 T1

MospKOD1030 1 2085 BGZ74 002107 T1

MomiNVP1 1 6279 BG006 006355 T1

HabiNA12553 1 3548 BGZ52 003561 T1

MoveN2611 1 4103 BGZ59 004143 T1

Morel U14 1 148765 CE148764 16792

MoelGBA40 1 10055 BGZ89 010131 T1

MoelNVP5 1 4949 BGZ90 005001 T1

MoelNVP71 1 5248 BGZ91 005292 T1

MoelGBA34 1 8169 BGZ88 008227 T1

MoeAD073 1 807538 estExt fgenesh1 pg C 660030

MocaN2610 1 1478 BGZ47 001482 T1

MospAD032 1 4842 BGX24 004873 T1

MospGBA39 1 1369 BGX30 001373 T1

MogaNVP60 1 2522 BGZ97 002555 T1

MoscN6426 1 7896 BG015 007943 T1

MohyN2591 1 5640 EC957 005731 T1

MozyN2592 1 9623 EC991 009814 T1

Mosp14UC 1 8448 BGW39 008512 T1

MoexN28262 1 7225 BGZ95 007273 T1

MospNVP41 1 6394 BGX33 006438 T1

MospGBA35 1 2582 BGX29 002610 T1

MospAD031 1 5613 BGX23 005639 T1

MogaAD045 1 7260 BGZ96 007323 T1

MoalCK1249 1 1734 BGZ70 001747 T1

MoalGBA31 1 2235 BGZ72 002250 T1

MoalAD071 1 3111 BGZ67 003149 T1

MoanKOD1229 1 5596 BGZ75 005681 T1

Moralp1 1 483354 fgenesh1 pg 4 269

MoalAD072 1 457 BGZ68 000459 T1

MospGBA30 1 8277 BGX28 008330 T1

DiorN22417 1 2224 BGZ58 002236 T1

Disorn1 338673 estExt Genewise1Plus C 3770005

Disdec1 674542 fgenesh1 kg 1 13613 TRINITY DN2491 c0 g1 i1

MoclN2760 1 383 EDD11 000392 T1

Mocy1230 1 1140 BGZ83 001148 T1

MospGBA43 1 4364 BGX31 004398 T1

MorGBAus27b 1 434501 fgenesh1 kg 2 11 TRINITY DN6539 c0 g2

MoreMES2147 1 6390 BGZ65 006475 T1
MospNVP85 1 1158 BGX34 001175 T1

Mocy1230 1 11188 BGZ83 011306 T1
MobeAD1040 1 9677 BGZ76 009768 T1

MoeNVP64 1 418301 estExt fgenesh1 pg C 210186
MoelGBA34 1 4074 BGZ88 004102 T1
MoelGBA40 1 3610 BGZ89 003625 T1

MoelNVP5 1 5204 BGZ90 005257 T1
MoeAD073 1 246259 CE246258 1128

MospGBA39 1 3819 BGX30 003834 T1
MohyN2591 1 9111 EC957 009258 T1
MogaAD045 1 976 BGZ96 000986 T1

MocaN2610 1 6 BGZ47 000007 T1MoscN6426 1 827 BG015 000832 T1MogaNVP60 1 5990 BGZ97 006048 T1Morgam1 463380 fgenesh1 kg 172 13 TRINITY DN6727 c0 g1 i1MospAD032 1 6112 BGX24 006153 T1MoexN28262 1 8676 BGZ95 008726 T1Mosp14UC 1 9459 BGW39 009529 T1MozyN2592 1 10324 EC991 010525 T1MospAD031 1 7607 BGX23 007648 T1MospNVP41 1 5111 BGX33 005149 T1MospGBA35 1 3660 BGX29 003698 T1MozyPUSTF9C 1 6101 FBU30 006165 T1MoglAD054 1 8421 BGZ98 008499 T1MoglREB010B 1 502 BGZ99 000506 T1RhiirC2 624566 gw1 410 3 1Rhidi1 614338 gw1 165 41 1RhiirA4 294589 gw1 167 23 1Rhice1 1 684000 gw1 60 97 1
Rhicl1 13431 transcript GBC01907

RhiirB3 470349 estExt fgenesh1 pg C 4410002

RhiirA1 1 366930 estExt Genewise1 C 7110011
RhiirA5 458344 MIX10090 812 77

Rhiir2 1 1560630 fgenesh1 kg 55 497 ACTTGA L001 R1 paired

Gloin1 341606 fgenesh1 kg 9839 1 ACTTGA L001 R1 paired con
Gigmar1 20027 rna F8M41 017975

Gigro1 2132090 fgenesh1 pm 706 3
Geopyr1 11056 FUN 011224 T1

EctrN5525 1 7590 BX616 007627 T1

Lobtra1 349458 fgenesh1 kg 10 3 Locus3332v1rpkm41 70

MomuN6456 1 10449 BGZ54 010510 T1

Mormul1 446720 fgenesh1 kg 21 213 TRINITY DN8219 c0 g2 i2

MohuKOD1050 1 2830 BG004 002837 T1

MoepN5512 1 2102 BGZ94 002123 T1

MobeAD1040 1 3108 BGZ76 003133 T1

MomiAD069 1 9374 BG005 009481 T1

Mormin1 1 415808 fgenesh1 kg 3 1149 TRINITY DN7810 c12 g1

MospKOD1030 1 2604 BGZ74 002632 T1

MomiNVP1 1 4415 BG006 004465 T1

MoepAD058 1 3989 BGZ92 004044 T1

MoepKOD1059 1 1157 BGZ93 001167 T1

MohoCK413 1 4846 BG003 004895 T1

MohoAD009 1 160 BG000 000160 T1

MoclAM1000 1 10351 BGZ81 010503 T1

MoclKOD947 1 10134 BGZ82 010232 T1

HabiNA12553 1 1028 BGZ52 001035 T1

Morve1 6557 MVEG 03275T0

MoveAD079 1 5189 CPB97 005245 T1

MoveN2611 1 7643 BGZ59 007728 T1

MoveTTC192 1 6456 CPC16 006540 T1

MohuKOD1050 1 7117 BG004 007147 T1

MoepN5512 1 7849 BGZ94 007923 T1

MoamBC1065 1 4309 DFQ27 004342 T1

MoamBC1291 1 2861 DFQ26 002884 T1

MowoN66265 1 4183 BGW42 004210 T1

Morsel1 593465 fgenesh1 kg 3 661 TRINITY DN4689 c0 g1 i2

MozyPUSTF9C 1 6427 FBU30 006498 T1

Mucci2 167611 fgenesh1 pg 10 197

Mucci3 1324267 e gw1 2 2362 1

Muccirc1 2400 transcript EPB90679

Mucam1 5041 transcript GAN05619

Mucrac1 10893 Mr58277 m Spore

Muclan1 5897 Ml56781 m Spore

Mucfus1 361882 Mf51686 m Spore

Mucend1 445 Spore

Gilper1 530742 fgenesh1 kg 8 423 TRINITY DN5987 c0 g1 i2

Lenzyc1 64016 CE64015 245

Pilumb1 810725 fgenesh1 kg 46 239 TRINITY DN1135 c0 g1 i1

Liccor1 9750 LCOR 08832 1

Licra1 6506 LRAMOSA10885 1

Dicrob1 600098 fgenesh1 kg 60 64 TRINITY DN5189 c0 g1 i2

Fenlin1 663743 gm1 1849 g

FenlinCB54 1 601663 fgenesh1 kg 2 3479 TRINITY DN913 c1 g1

Rhimi59 2 1890676 fgenesh1 kg 4 1329 TRINITY DN4225 c0 g1

Rhich1 660 A00617

Rhich1 9844 A09841

Rhimi1 1 265160 fgenesh1 kg 2 781 comp174018 c0 seq1

Rhimi ATCC52814 1 232708 fgenesh1 kg 142 20 comp174018 c0

Sakvas1 545 SVAS 09115 R0

FenlinCB54 1 38703 CE38702 65

Mucci2 77841 Mucci1 fgeneshMC pg 2 133

Mucci3 1452401 estExt Genemark4 C 8 t20239

Muccir1 3 1312187 estExt Genewise1 C 8 t20442

Mucam1 1099 tra
nscript GAN01677

Muccirc1 8030 tra
nscript EPB85071

Mucrac1 4482 Spore

Parpar1 376094 estExt Genewise1 C 1580001

Mucend1 10032 Me57248 m Spore

Mucfus1 368132 Mf93097 m Spore

Muclan1 4555 Ml65096 m Spore

Blatri F
986 2 368090 estExt G

enewise1 C 260192

Pilumb1 853853 gm1 8398 g

Cokrec1 523786 fgenesh1 kg 37 106 TRINITY DN5494 c0 g1 i3

Phybl2 138522 Genemark1 713 g

Licra1 2360 LRAMOSA07908 1

Rhimi1 1 255348 fgenesh1 kg 1 3226 comp172702 c0 seq5

Rhimi ATCC52814 1 229889 fgenesh1 kg 93 67 comp172702 c0 s

Rhich1 16440 A16433

Rhimi59 2 1878689 fgenesh1 kg 2 661 TRINITY DN4665 c0 g1 i

Rhich1 16414 A16412

Amyrou1 776509 estExt fg
enesh1 pg C 50182

Lenpar1 339740 CE339739 11528

Umbra1 237167 fgenesh1 kg 21 365 combest scaffold 21 44690

Umbisa1 532731 fgenesh1 kg 23 103 TRINITY DN3084 c1 g2 i3

Umban1 346659 fgenesh1 kg 5 1023 TRINITY DN3073 c0 g1 i5

Umbelo1 210930 CE210929 2826

Umbra1 232599 fgenesh1 kg 15 334 combest scaffold 15 24125

Endsp1 93614 maker N
ODE 658 length 22455 cov 21 252E5223 a

Mucci2 91858 Mucci1 estExt fg
eneshMC pg C 40981

Mucci3 1523399 fg
enesh1 kg 5 9554 TRINITY DN8808 c0 g2 i1

Muccir1
 3 1392734 fg

enesh1 kg 7 1621 TRINITY DN7007 c9 g1

Ellano2 434495 fg
enesh1 kg 1 3722 TRINITY DN7635 c0 g2 i1

Mucrac1 6757 Spore

Mucam1 7548 tra
nscrip

t G
AN08126

Parpar1 419544 fg
enesh1 kg 69 70 Locus5014v1rpkm31 32

Muccirc1 5504 tra
nscrip

t E
PB87582

Mucfus1 364376 Spore

Muclan1 5358 Spore

Mucend1 4465 Spore

Mucmuc1 546888 estExt fg
enesh1 pg C 20071

Zyghet1 449616 fg
enesh1 kg 6 184 TRINITY DN7876 c0 g1 i4

Thaele1 453994 estExt fg
enesh1 pg C 190013
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enewise1 C 970045
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enesh

1 kg
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 46

Spoumb1 177687 C
E177686 101

Fenlin
1 564076 estE

xt 
Genewise

1Plus C
 380248

Fenlin
CB54 1 148185 C

E148184 7675

Zyc
mex1

 858328 fg
enesh

1 kg
 168 23 TRIN

ITY D
N6722 c6

 g2 i1

Ciru
mb1 606179 estE

xt 
Genemark1

 C
 250208

Phaart1
 226672 C

E226671 4908

Licr
a1 3316 LRAMOSA08863 1

Licc
or1 9721 LCOR 08807 1

Sakv
as1

 6245 S
VAS 05250 R

0

Licc
or1 697 LCOR 00665 1

Lich
y1

 172389 fg
enesh

1 kg
 157 3 Locu

s1
958v1

rpkm
95 23

Licr
a1 4818 LRAMOSA01786 1

Dicr
ob1 134634 C

E134633 647

Absre
p1 408201 fg

enesh
1 kg

 6 22 TRIN
ITY D

N9148 c0
 g1 i1

Absc
ae1 428250 fg

enesh
1 kg

 9 1402 TRIN
ITY D

N8836 c0
 g1 i8

Halra
d1 339507 fg

enesh
1 kg

 7 662 TRIN
IT

Y D
N6043 c2

3 g1 i1

Absc
ae1 405624 fg

enesh
1 kg

 3 1796 TRIN
IT

Y D
N6285 c0

 g1 i1

Chlpad1 441065 fg
enesh

1 kg
 41 29 TRIN

IT
Y D

N7331 c0
 g1 i7

Absre
p1 401853 fg

enesh
1 kg

 1 2646 T
RIN

IT
Y D

N9148 c0
 g1 i4

Gonbut1 303316 fg
enesh

1 kg
 27 364 T

RIN
IT

Y D
N7125 c0

 g2 i2

Gonbut1 297980 fg
enesh

1 kg
 14 508 T

RIN
IT

Y D
N7125 c0

 g2 i2

Hesv
e2fin

ish
erS

C 1059462 C
E59462 6252

Rhist
o1 292788 C

E292787 141

Spoumb1 521017 fg
enesh

1 kg
 85 25 T

RIN
IT

Y D
N6618 c0

 g1 i2

Myc
afr1

 971584 estE
xt 

Genewise
1Plus C

 3 t2
0156

Muc
ci2

 11
07

93
 G

en
em

ar
k1

 65
56

 g

Muc
ci3

 15
24

85
5 f

ge
ne

sh
1 k

g 5
 11

01
0 G

ZZNH tr
an

sc
rip

t 1
80

48

M
uc

am
1 

35
37

 tr
an

sc
rip

t G
AN04

11
5

M
uc

cir
c1

 3
87

5 
tra

ns
cr

ipt
 E

PB89
29

3

Ella
no

2 
43

35
70

 fg
en

es
h1

 kg
 1

 2
79

7 T
RIN

IT
Y D

N60
17

 c0
 g

1 
i1

Par
pa

r1
 4

11
05

3 
fg

en
es

h1
 kg

 1
3 

24
 L

oc
us

33
34

v1
rp

km
55

 5
6

M
uc

ra
c1

 1
01

25
 M

r2
13

74
 m

 S
po

re

Cha
br

e1
 2

23
08

9 
M

IX
34

25
7 

42
1 

48

M
uc

fu
s1

 3
64

36
5 

M
f5

51
23

 m
 S

po
re

M
uc

lan
1 

16
18

 S
po

re

Help
ul1

 6
05

75
2 

fg
en

es
h1

 kg
 1

4 
44

8 
TRIN

IT
Y D

N82
49

 c1
2 

g2
 i7

Tha
ele

1 
46

38
16

 g
m

1 
63

81
 g

M
uc

m
uc

1 
49

10
76

 fg
en

es
h1

 kg
 3

 4
08

 T
RIN

IT
Y D

N71
94

 c0
 g

1 
i10

M
uc

en
d1

 7
15

3 
M

e8
90

81
 m

 S
po

re

Kirc
or

1 
38

07
12

 fg
en

es
h1

 kg
 1

7 
25

1 
TRIN

IT
Y D

N87
84

 c0
 g

2 
i6

Ben
po

i1 
55

38
51

 fg
en

es
h1

 kg
 1

 9
74

6 
TRIN

IT
Y D

N25
88

 c0
 g

1 
i1

Bla
tri

 F
92

1 
1 

45
39

78
 fg

en
es

h1
 kg

 2
 1

30
4 

TRIN
IT

Y D
N12

98
8 

c0

Bla
tri

 F
98

6 
2 

43
01

70
 fg

en
es

h1
 k

g 
18

 6
9 

TRIN
IT

Y D
N12

98
8 

c0

Cho
cu

cu
1 

52
56

51
 fg

en
es

h1
 k

g 
10

5 
43

 T
RIN

IT
Y D

N63
64

 c
0 

g1
 i4

Rhi
m

i1
 1

 1
34

44
1 

CE13
44

40
 6

25

Rhi
ch

1 
57

96
 A

05
77

3

Rhi
m

i5
9 

2 
19

47
74

5 
gm

4 
59

38
 g

Rhi
ch

1 
13

79
3 

A13
77

7

Am
yr

ou
1 

63
75

80
 fg

en
es

h1
 k

g 
16

 3
86

 T
RIN

IT
Y D

N52
39

c0
 g

1 
i4

Rhi
st

o1
 7

75
74

7 
es

tE
xt

 G
en

em
ar

k1
 C

 2
00

25
2

Pilu
m

b1
 7

87
58

4 
fg

en
es

h1
 k

g 
11

 5
0 

TR
IN

IT
Y D

N35
09

 c
0 

g1
 i2

Bac
ci1

 2
20

60
6 

es
tE

xt
 G

en
ew

ise
1 

C 8
30

09
3

Phy
bl

2 
14

15
69

 G
en

em
ar

k1
 3

76
0 

g

Phy
bl

U21
 2

 1
94

00
44

 e
st

Ext
 G

en
em

ar
k1

 C
 3

 t1
01

32

Phy
bl

 L
51

 1
17

06
78

8 
fg

en
es

h1
 k

g 
1 

16
60

 T
RIN

IT
Y D

N50
38

 c
0 

g

Phy
bl

a1
 1

61
47

41
 fg

en
es

h1
 k

g 
23

9 
51

 T
RIN

IT
Y D

N91
18

 c
0 

g2
 i1

Pni
tS

60
8 

1 
77

56
36

 fg
en

es
h1

 k
g 

64
 2

72
 T

RIN
IT

Y D
N92

54
 c

1 
g1

Pni
tS

60
9 

1 
80

67
52

 e
st

Ext
 G

en
em

ar
k1

 C
 4

70
04

1

Le
np

ar
1 

17
03

87
 C

E17
03

86
 4

81

Le
nz

yc
1 

37
87

77
 C

E37
87

76
 5

73

Spi
fu

s1
 1

80
75

16
 fg

en
es

h1
 k

g 
31

 6
14

 T
R

IN
IT

Y 
D

N
68

26
 c

2 
g1

 i5

Phy
bl

 L
51

 1
 1

07
86

02
 C

E78
60

2 
96

0

Phy
bl

2 
16

28
11

 fg
en

es
h1

 p
g 

2 
64

3

Ph
yb

lU
21

 2
 1

82
05

38
 fg

en
es

h1
 k

g 
1 

38
93

 T
R

IN
IT

Y 
D

N
83

64
 c

5 
g2

Pn
itS

60
8 

1 
73

85
68

 fg
en

es
h1

 k
g 

8 
96

5 
TR

IN
IT

Y 
D

N
92

49
 c

0 
g1

 i

Pn
itS

60
7 

1 
87

53
30

 fg
en

es
h1

 k
g 

67
 4

64
 T

R
IN

IT
Y 

D
N

65
78

 c
0 

g1

Pn
itS

60
9 

1 
80

52
43

 e
st

Ex
t G

en
em

ar
k1

 C
 3

20
05

0

Sp
ifu

s1
 1

75
58

53
 fg

en
es

h1
 k

g 
3 

65
7 

TR
IN

IT
Y 

D
N

63
57

 c
0 

g2
 i4

Ab
sc

ae
1 

40
04

53
 fg

en
es

h1
 k

g 
2 

12
61

 T
R

IN
IT

Y 
D

N
86

39
 c

1 
g2

 i4

C
hl

pa
d1

 4
40

99
4 

fg
en

es
h1

 k
g 

40
 2

83
 T

R
IN

IT
Y 

D
N

75
34

 c
0 

g1
 i1

H
al

ra
d1

 3
34

85
1 

fg
en

es
h1

 k
g 

5 
24

3 
TR

IN
IT

Y 
D

N
50

97
 c

0 
g1

 i5

Ab
sr

ep
1 

40
48

70
 fg

en
es

h1
 k

g 
3 

12
72

 T
R

IN
IT

Y 
D

N
93

97
 c

3 
g1

 i2

Ab
sc

ae
1 

39
76

76
 fg

en
es

h1
 k

g 
1 

31
71

 T
R

IN
IT

Y 
D

N
51

04
 c

0 
g1

 i4

C
hl

pa
d1

 4
11

24
1 

fg
en

es
h1

 k
g 

2 
13

91
 T

R
IN

IT
Y 

D
N

62
13

 c
0 

g2
 i1

R
ad

sp
e1

 5
52

41
8 

fg
en

es
h1

 k
g 

1 
19

50
 T

R
IN

IT
Y

D
N

53
28

 c
0 

g1
 i1

0

Ab
sr

ep
1 

39
90

56
 fg

en
es

h1
 p

g 
61

 1
6

D
ic

el
e1

 2
00

40
22

 fg
en

es
h1

 k
g 

35
 3

35
 T

R
IN

IT
Y 

D
N

52
92

 c
0 

g1
 i8

R
hi

m
i A

TC
C

11
55

9 
1 

26
47

87
 g

m
1 

55
25

 g

R
hi

m
i5

9 
2 

19
72

18
4 

fg
en

es
h1

 p
m

 1
5 

96

R
hi

ch
1 

85
6 

A0
08

13

R
hi

m
i A

TC
C

52
81

4 
1 

33
23

22
 e

st
Ex

t G
en

em
ar

k1
 C

 6
00

24

R
hi

m
i1

 1
 2

94
79

8 
es

tE
xt

 G
en

em
ar

k1
 C

 2
00

12
1

R
hi

ch
1 

92
66

 A
09

25
3

Be
np

oi
1 

60
52

84
 e

st
Ex

t f
ge

ne
sh

1 
pg

 C
 1

 t4
04

38

G
ilp

er
1 

15
03

20
 C

E
15

03
19

 1
52

Ji
m

fl 
G

M
N

B
39

 1
 1

41
86

4 
sn

ap
 m

as
ke

d 
N

O
D

E
 2

25
73

 le
ng

th
 3

35
2 

c

Ji
m

fl 
A

D
 1

 3
36

83
2 

m
ak

er
 N

O
D

E
 2

23
66

 le
ng

th
 3

34
3 

co
v 

9 
25

2E
5

B
ifa

d1
 2

09
4 

tra
ns

cr
ip

t O
ZJ

06
62

5

U
m

bs
p 

A
D

05
2 

1 
18

92
46

 C
E

18
92

45
 1

30
0

U
m

ba
n1

 3
58

14
6 

fg
en

es
h1

 k
g 

12
 1

96
 T

R
IN

IT
Y 

D
N

18
9 

c0
 g

2 
i3

U
m

br
a1

 2
55

21
8 

fg
en

es
h1

 k
g 

58
 3

29
 c

om
be

st
 s

ca
ffo

ld
 5

8 
11

46
1

U
m

be
lo

1 
50

10
48

 fg
en

es
h1

 k
g 

16
 5

90
 T

R
IN

IT
Y 

D
N

53
68

 c
0 

g1
 i4

S
po

um
b1

 5
03

21
9 

fg
en

es
h1

 k
g 

13
 1

85
 T

R
IN

IT
Y 

D
N

39
02

 c
0 

g2
 i1

S
yn

ra
c1

 4
88

91
9 

fg
en

es
h1

 k
g 

3 
13

79
 L

oc
us

51
17

v1
rp

km
26

 8
5

D
ic

el
e1

 4
73

24
6 

C
E

47
32

45
 3

13
1

S
ak

va
s1

 8
63

5 
S

VA
S

 0
24

67
 R

0

M
uc

ci
3 

15
42

85
3

fg
en

es
h1

 k
g 

7 
58

95
 T

R
IN

IT
Y

 D
N

25
97

 c
0 

g2
 i2

M
uc

ci
r1

 3
 1

38
91

48
 fg

en
es

h1
 k

g 
6 

32
50

 T
R

IN
IT

Y
 D

N
58

80
 c

0 
g1

M
uc

ci
2 

15
52

93
 fg

en
es

h1
 k

g 
02

 1
66

 3
49

1 
0 

C
C

IB
82

67
 b

1 
C

C
IA

 C

M
uc

am
1 

82
61

 tr
an

sc
rip

t G
A

N
08

83
9

M
uc

ci
rc

1 
55

79
 tr

an
sc

rip
t E

P
B

87
55

0

E
lla

no
2 

39
36

25
 e

st
E

xt
 G

en
ew

is
e1

P
lu

s 
C

 1
 t2

04
94

M
uc

ra
c1

 7
01

6 
M

r1
18

52
 m

 S
po

re

C
ha

br
e1

 1
58

49
9 

fg
en

es
h1

 k
g 

11
 3

84
 T

R
IN

IT
Y

 D
N

80
65

 c
4 

g2
 i3

P
ar

pa
r1

 4
20

85
7 

fg
en

es
h1

 k
g 

83
 4

0 
Lo

cu
s1

78
1v

1r
pk

m
11

4 
78

M
uc

en
d1

 5
30

3 
M

e1
74

79
 m

 S
po

re

C
ok

re
c1

 5
00

38
3 

fg
en

es
h1

 k
g 

5 
92

9 
TR

IN
IT

Y
 D

N
22

27
 c

0 
g2

 i1

B
en

po
i1

 5
83

33
3

fg
en

es
h1

 k
g 

7 
17

88
 T

R
IN

IT
Y

 D
N

65
46

 c
0 

g1
 i5

M
uc

m
uc

1
49

05
77

 fg
en

es
h1

 k
g 

2 
62

1 
TR

IN
IT

Y
 D

N
62

55
 c

0 
g2

 i3

G
ilp

er
1 

56
20

52
 fg

en
es

h1
 k

g 
63

 1
07

 T
R

IN
IT

Y
 D

N
61

41
 c

0 
g1

 i2

H
el

pu
l1

 6
03

60
6 

fg
en

es
h1

 k
g 

11
 7

24
 T

R
IN

IT
Y

 D
N

74
20

 c
1 

g4
 i1

Th
ae

le
1 

41
57

24
 fg

en
es

h1
 k

g 
7 

10
16

 T
R

IN
IT

Y
 D

N
57

43
 c

0 
g2

 i1

P
ila

no
1 

39
14

53
 fg

en
es

h1
 k

g 
30

 1
58

 T
R

IN
IT

Y
 D

N
58

66
 c

1 
g1

 i1

K
irc

or
1 

37
05

62
 fg

en
es

h1
 k

g 
3 

90
4 

TR
IN

IT
Y

 D
N

71
53

 c
0 

g1
 i2

C
hl

pa
d1

 4
24

44
8 

fg
en

es
h1

 k
g 

11
 5

82
 T

R
IN

IT
Y

 D
N

84
56

 c
6 

g2
 i7

A
bs

re
p1

 3
76

34
8 

es
tE

xt
 G

en
ew

is
e1

P
lu

s 
C

 1
3 

t1
03

76

H
al

ra
d1

 3
32

53
4 

fg
en

es
h1

 k
g 

4 
15

57
 T

R
IN

IT
Y

 D
N

52
14

 c
1 

g2
 i1

C
un

ec
h1

 2
61

00
7 

fg
en

es
h1

 k
g 

90
 1

9 
TR

IN
IT

Y
 D

N
54

20
 c

12
 g

4 
i1

S
ak

va
s1

 7
50

2 
S

VA
S

 0
06

53
 R

0

B
la

tri
 F

92
1 

1 
50

08
24

 fg
en

es
h1

 k
g 

65
 1

72
 T

R
IN

IT
Y

 D
N

66
74

 c
0

B
la

tri
 F

98
6 

2 
43

06
42

 fg
en

es
h1

 k
g 

19
 3

7 
TR

IN
IT

Y
 D

N
66

74
 c

0 
g

K
irc

or
1 

39
21

36
 fg

en
es

h1
 k

g 
49

 5
9 

T
R

IN
IT

Y
 D

N
46

94
 c

0 
g1

 i1

S
po

um
b1

 5
13

33
6 

fg
en

es
h1

kg
 4

5 
37

 T
R

IN
IT

Y
 D

N
26

83
 c

0 
g3

 i2

R
hi

m
i1

 1
 2

44
94

6 
fg

en
es

h1
 p

g 
12

 2
48

R
hi

m
i A

T
C

C
52

81
4 

1 
20

36
37

 e
 g

w
1 

36
 9

4 
1

R
hi

ch
1 

41
12

 A
04

08
3

R
hi

ch
1 

35
46

 A
03

52
4

R
hi

m
i5

9 
2 

18
97

93
7 

fg
en

es
h1

 k
g 

5 
32

42
 T

R
IN

IT
Y

 D
N

26
10

 c
0 

g1

R
hi

m
i A

T
C

C
11

55
9 

1 
22

66
22

 fg
en

es
h1

 k
g 

62
 2

4 
c4

99
9 

g1
 i4

M
uc

fu
s1

 3
59

73
3 

S
po

re

M
uc

la
n1

 6
24

4 
M

l8
65

41
 m

 S
po

re

S
yn

ra
c1

 4
87

56
1 

fg
en

es
h1

 k
g 

3 
21

 L
oc

us
39

37
v1

rp
km

39
 7

8

Li
cc

or
1 

76
87

 L
C

O
R

 0
69

87
 1

m
 0

2

Li
cc

or
1 

76
88

 L
C

O
R

 0
69

87
 1

Li
ch

y1
 1

78
62

5 
fg

en
es

h1
 k

g 
87

 2
8 

Lo
cu

s1
49

7v
1r

pk
m

12
2 

93

Li
cr

a1
 3

74
0 

LR
A

M
O

S
A

09
28

6 
1

P
ha

ar
t1

 5
05

49
2 

fg
en

es
h1

 k
g 

9 
12

57
 T

R
IN

IT
Y

 D
N

68
86

 c
3 

g1
 i2

F
en

lin
1 

63
30

01
 fg

en
es

h1
 k

g 
51

 2
06

 T
R

IN
IT

Y
 D

N
69

42
 c

3 
g1

i2

Z
yc

m
ex

1 
96

98
0 

C
E

96
97

9 
11

03
8

C
iru

m
b1

 1
81

80
7 

C
E

18
18

06
 3

72
76

Li
cc

or
1 

11
06

 L
C

O
R

 0
10

54
 1

Li
ch

y1
 1

68
67

3 
es

tE
xt

 G
en

ew
is

e1
P

lu
s 

C
 2

16
00

13

Li
cr

a1
 1

19
6 

LR
A

M
O

S
A

06
74

6 
1

M
uc

am
1 

94
43

 tr
an

sc
rip

t G
A

N
10

02
1

E
lla

no
2 

45
17

45
 fg

en
es

h1
 k

g 
6 

48
4 

T
R

IN
IT

Y
 D

N
59

99
 c

0 
g1

 i1

M
uc

ci
3 

15
45

20
8 

fg
en

es
h1

 k
g 

7 
82

50
 T

R
IN

IT
Y

 D
N

85
99

 c
1 

g4
 i2

M
uc

ci
r1

 3
 1

39
04

81
 fg

en
es

h1
 k

g 
6 

45
83

 T
R

IN
IT

Y
 D

N
67

15
 c

3 
g1

M
uc

ci
rc

1 
19

60
 tr

an
sc

rip
t E

P
B

91
09

6

M
uc

ra
c1

 6
31

3 
M

r2
12

16
 m

 S
po

re

H
el

pu
l1

 5
70

11
1 

es
tE

xt
 G

en
ew

is
e1

P
lu

s 
C

 6
20

07
7

T
ha

el
e1

 4
26

97
0 

fg
en

es
h1

 k
g 

23
 2

73
 T

R
IN

IT
Y

 D
N

55
99

 c
0 

g1
 i2

P
ila

no
1 

38
97

66
 fg

en
es

h1
 k

g 
25

 1
06

 T
R

IN
IT

Y
 D

N
56

44
 c

0 
g1

 i4

Z
yg

he
t1

 4
10

83
2 

es
tE

xt
 G

en
ew

is
e1

P
lu

s 
C

 2
80

12
4

M
uc

en
d1

 5
86

4 
S

po
re

M
uc

fu
s1

 3
66

40
6 

M
f6

61
70

 m
 S

po
re

M
uc

la
n1

 4
52

3 
M

l9
34

52
 m

 S
po

re

D
ic

ro
b1

 1
99

18
4 

C
E

19
91

83
 5

89
3

D
ic

el
e1

 1
99

13
52

 fg
en

es
h1

 k
g 

26
 8

26
 T

R
IN

IT
Y

 D
N

47
57

 c
0 

g1
 i9

B
ac

ci
1 

25
77

65
 e

st
E

xt
 G

en
ew

is
e1

P
lu

s 
C

 1
69

00
14

B
ac

ci
1 

22
20

67
 e

st
E

xt
 G

en
ew

is
e1

 C
 9

70
08

1

D
ic

el
e1

 1
90

67
42

 fg
en

es
h1

 k
g 

3 
70

99
 T

R
IN

IT
Y

 D
N

59
62

 c
2 

g1
 i2

D
ic

ro
b1

 5
91

85
2 

fg
en

es
h1

 k
g 

40
 3

74
 T

R
IN

IT
Y

 D
N

50
80

 c
0 

g1
 i2

M
yc

af
r1

 8
88

77
3 

fg
en

es
h1

 k
g 

10
 4

33
 T

R
IN

IT
Y

 D
N

50
81

 c
1 

g1
 i2

M
yc

in
d1

 6
81

03
6 

fg
en

es
h1

 k
g 

2 
16

86
 T

R
IN

IT
Y

 D
N

94
5 

c0
 g

1 
i4

M
uc

m
uc

1 
55

46
86

 e
st

E
xt

 fg
en

es
h1

 p
g 

C
 1

08
00

49

G
ilp

er
1 

49
84

28
 e

st
E

xt
 G

en
ew

is
e1

 C
 5

40
06

2

F
en

lin
C

B
54

 1
 5

91
98

2 
fg

en
es

h1
 k

g 
1 

19
67

 T
R

IN
IT

Y
 D

N
15

08
 c

0 
g

F
en

lin
1 

58
79

27
 fg

en
es

h1
 k

g 
2 

71
5 

T
R

IN
IT

Y
 D

N
52

29
 c

0 
g2

 i6

P
ha

ar
t1

 5
73

70
5 

es
tE

xt
 fg

en
es

h1
 p

g 
C

 2
10

04
2

C
iru

m
b1

 5
01

85
2 

fg
en

es
h1

 k
g 

12
 4

19
 T

R
IN

IT
Y

 D
N

49
04

 c
0 

g1
 i1

A
bs

re
p1

 4
11

24
5 

fg
en

es
h1

 k
g 

8 
42

0 
T

R
IN

IT
Y

 D
N

92
35

 c
0 

g2
 i2

A
bs

ca
e1

 4
37

62
6

fg
en

es
h1

 k
g 

13
 6

97
 T

R
IN

IT
Y

 D
N

82
56

 c
0 

g1
 i1

C
hl

pa
d1

 4
20

56
6 

fg
en

es
h1

 k
g 

8 
38

1 
T

R
IN

IT
Y

 D
N

71
15

 c
0 

g2
 i3

A
bs

ca
e1

 4
13

64
1 

fg
en

es
h1

 k
g 

5 
13

32
 T

R
IN

IT
Y

 D
N

70
49

 c
0 

g1
 i1

A
bs

re
p1

 4
11

38
3 

fg
en

es
h1

 k
g 

8 
55

8 
T

R
IN

IT
Y

 D
N

92
35

 c
0 

g1
 i2

C
un

ec
h1

 2
64

27
0 

fg
en

es
h1

 k
g 

26
7 

4 
T

R
IN

IT
Y

 D
N

31
42

 c
0 

g1
 i1

H
es

ve
2f

in
is

he
rS

C
 1

38
42

58
 e

st
E

xt
 fg

en
es

h1
 p

g 
C

 1
90

10
7

K
irc

or
1 

17
44

98
 C

E
17

44
97

 1
85

S
pi

fu
s1

 1
75

69
39

 fg
en

es
h1

 k
g 

3 
17

43
 T

R
IN

IT
Y

 D
N

30
91

 c
0 

g1
 i1

P
hy

bl
 L

51
 1

 1
23

23
15

 C
E

23
23

15
 4

67
4

P
hy

bl
U

21
 2

 1
86

35
09

 fg
en

es
h1

 k
g 

11
 8

07
 T

R
IN

IT
Y

 D
N

48
15

 c
0 

g1

P
hy

bl
2 

18
58

45
 e

st
E

xt
 fg

en
es

h1
 p

g 
C

 5
02

60

P
ni

tS
60

9 
1 

69
65

00
 fg

en
es

h1
 k

g 
21

 1
07

 T
R

IN
IT

Y
 D

N
54

82
 c

0 
g1

P
ni

tS
60

8 
1 

78
12

15
 fg

en
es

h1
 k

g 
91

 1
11

 T
R

IN
IT

Y
 D

N
91

03
 c

0 
g2

P
ni

tS
60

7 
1 

89
18

86
 fg

en
es

h1
 k

g 
15

3 
23

 T
R

IN
IT

Y
 D

N
73

23
 c

4 
g1

A
m

yr
ou

1 
51

27
58

 e
 g

w
1 

1 
17

7 
1

R
hi

or
3 

11
82

1 
R

O
3G

 0
21

69

R
hi

st
o1

 6
53

38
6 

fg
en

es
h1

 k
g 

1 
25

 T
R

IN
IT

Y
 D

N
20

25
5 

c0
 g

1 
i1

R
hi

st
o1

 6
79

07
0 

fg
en

es
h1

 k
g 

10
 2

84
 T

R
IN

IT
Y

 D
N

92
04

 c
0 

g1
 i1

A
bs

ca
e1

 4
36

35
8 

fg
en

es
h1

 k
g 

12
 1

98
4 

T
R

IN
IT

Y
 D

N
94

44
 c

0 
g5

 i1

Li
cc

or
1 

86
75

 L
C

O
R

 0
78

78
 1

Li
cr

a1
 1

13
93

 L
R

A
M

O
S

A
06

58
1 

1

Li
ch

y1
 2

03
43

4 
es

tE
xt

 G
en

em
ar

k1
 C

 8
00

12

Li
cc

or
1 

12
22

9 
LC

O
R

 1
12

13
 1

Li
ch

y1
 1

77
80

7 
fg

en
es

h1
 k

g 
7 

32
 L

oc
us

74
46

v1
rp

km
14

 0
8

Li
cr

a1
 3

18
0 

LR
A

M
O

S
A

08
72

7 
1

A
bs

re
p1

 4
09

08
3 

fg
en

es
h1

 k
g 

6 
90

4 
T

R
IN

IT
Y

 D
N

91
39

 c
1 

g1
 i5

G
on

bu
t1

 2
96

67
4 

fg
en

es
h1

 k
g 

12
 3

17
 T

R
IN

IT
Y

 D
N

55
81

 c
0 

g1
 i3

A
sp

er
gi

llu
s 

ni
du

la
ns

 V
os

A

R
hi

irA
5 

39
83

11
 e

st
E

xt
 fg

en
es

h1
 p

g 
C

 4
05

00
13

R
hi

irB
3 

52
36

13
 e

st
E

xt
 G

en
em

a
rk

1 
C

 3
03

0
03

7

R
hi

irA
1 

1 
53

18
09

 e
st

E
xt

 G
en

em
a

rk
1 

C
 1

57
0

00
1

R
hi

irA
4 

41
51

80
 fg

en
es

h1
 p

g 
70

 1
3

R
hi

irC
2 

73
46

3
3 

fg
en

es
h1

 k
g 

19
3 

71
 T

R
19

15
1 

c0
 g

1 
i1

1

R
hi

ir2
 1

 1
61

07
5

2 
fg

en
es

h1
 k

g 
11

3 
50

9 
T

R
IN

IT
Y

 D
N

87
63

 c
0 

g1

R
hi

di
1

 6
84

27
1 

fg
en

es
h1

 k
g 

29
 6

3 
T

R
IN

IT
Y

 G
G

 3
69

9 
c5

6 
g2

 i9

G
lo

in
1 

20
1

79
8 

C
E

1
01

78
6 

27
0

R
hi

cl
1 

17
36

7 
tr

an
sc

rip
t G

B
C

05
5

87

R
hi

ce
1 

1 
78

18
81

 fg
en

e
sh

1 
kg

 4
27

 7
 T

R
IN

IT
Y

 D
N

15
08

1 
c0

 g
3 

i1

G
ig

m
ar

1 
14

46
8 

rn
a 

gn
l W

G
S

 W
T

P
W

 g
23

9
85

 t1
 r

na
 F

8M
41

 0
12

9
80

G
ig

m
ar

1 
14

46
6 

rn
a 

F
8M

4
1 

01
29

80

G
ig

m
ar

1 
14

47
0 

rn
a 

gn
l W

G
S

 W
T

P
W

 g
23

9
85

 t1
 2

 5
ab

8b
a

19
 r

na
 F

8
G

ig
m

ar
1 

14
46

7 
rn

a 
gn

l W
G

S
 W

T
P

W
 g

23
9

85
 t1

 3
 5

ab
8b

a
19

 r
na

 F
8

G
igm

ar1 14469 rna gnl W
G

S
 W

T
P

W
 g239

85 t1 4 5ab8ba
19 rna F

8
G

igm
ar1 7500 rn

a F
8M

41
 006690

G
igm

ar1 7499 rn
a gnl W

G
S

 W
T

P
W

 g1212
 t1 rna F

8M
4

1 006690

G
igro1 19

61905 e gw
1 344 28 1

G
igro1 79

1661 C
E

791660
 12111

G
eopyr1 19

987 F
U

N
 02

0172 T
1

M
uccirc1 8493 tran

script E
P

B
8465

2

C
habre1 34390

 C
E

3438
9 601

E
llan

o2 40447
3 estE

xt G
enew

ise1
P

lus C
 7 t1005

4

M
uccir1 3 140672

5 fgenesh1 kg 14
 90 T

R
IN

IT
Y

 D
N

5890 c0 g3
 i

M
ucci2 114902

 G
enem

ark1 10665 g

M
ucci3 15

57012 fgen
esh1 kg 10 106

1 T
R

IN
IT

Y
 D

N
8697 c0 g1

 i1

Z
yghet1 394

592 estE
xt G

enew
ise1 C

 10400
08

M
ucra

c1 5196 S
p

ore

P
arpar1 418203 fgenesh1 kg 57 56 Locus8499v1rpkm

8 52

T
haele1 406460 fgenesh1 kg 1 1223 T

R
IN

IT
Y

 D
N

5792 c0 g2 i1

H
elpul1 618583 fgenesh1 kg 38 135 T

R
IN

IT
Y

 D
N

6116 c0 g2 i1

M
ucfus1 357229 S

pore

M
uclan1 2717 S

pore

G
ilper1 634688 estE

xt G
enem

ark1 C
 60123

K
ircor1 466544 estE

xt fgenesh1 pg C
 120022

M
ucend1 3541 S

pore

S
poum

b1 504934 fgenesh1 kg 17 197 T
R

IN
IT

Y
 D

N
7738 c1 g1 i6

R
histo1 700369 fgenesh1 kg 28 777 T

R
IN

IT
Y

 D
N

14433 c0 g2 i5

A
m

yrou1 674211 fgenesh1 kg 156 10 T
R

IN
IT

Y
 D

N
6296 c0 g1 i3

M
ucam

1 6687
transcript G

A
N

07265

S
ynrac1 565381 estE

xt fgenesh1 pg C
 80137

C
unech1 33932 C

E
33931 1090

H
alrad1 121787 C

E
121786 3666

A
bsrep1 399218 fgenesh1 kg 1 11 T

R
IN

IT
Y

 D
N

8895 c1 g2 i1

A
bsrep1 339085 e gw

1 57 9 1

C
hlpad1 413470 fgenesh1 kg 3 1215 T

R
IN

IT
Y

 D
N

6423 c0 g2 i1

A
bscae1 207489 C

E
207488 1115

G
onbut1 16753 C

E
16752 8135

G
onbut1 122426 C

E
122425 5452

H
esve2finisherS

C
 1386849 estE

xt fgenesh1 pg C
 470044

M
ycafr1 916485 gm

1 7886 g

B
acci1 225376 estE

xt G
enew

ise1 C
 1350028

C
hocucu1 520121 fgenesh1 kg 70 85 T

R
IN

IT
Y

 D
N

5483 c0 g1 i4

B
latri F

921 1 462865 fgenesh1 kg 7 865 T
R

IN
IT

Y
 D

N
6046 c0 g

B
latri1 403336 fgenesh1 kg 51 125 T

R
IN

IT
Y

 D
N

6046 c0 g1 i2

B
latri F

986 2 445015 fgenesh1 kg 51 141 T
R

IN
IT

Y
 D

N
14455 c4

R
him

i1 1 239837 gm
1 7548 g

R
him

i A
T

C
C

52814 1 58352 C
E

58351 1085

R
him

i A
T

C
C

11559 1 98871 C
E

98870 877

R
him

i59 2 1806226 e gw
1 9 123 1

R
hich1 14012 A

13997

P
ilum

b1 792909 fgenesh1 kg 16 109 T
R

IN
IT

Y
 D

N
4458 c1 g1 i15

Lenpar1 849542 fgenesh1 kg 148 36 T
R

IN
IT

Y
 D

N
1766 c0 g1 i6

F
enlin1 121918 C

E
121917 5169

F
enlinC

B
54 1 158316 C

E
158315 1843

P
haart1 538208 fgenesh1 pg 16 129

C
irum

b1 565862 gm
1 3036 g

B
enpoi1 577238 fgenesh1 kg 5 4531 T

R
IN

IT
Y

 D
N

7550 c1 g1 i2

M
ycind1 662323 fgenesh1 pg 1 223

C
okrec1 514950 fgenesh1 kg 19 121 T

R
IN

IT
Y

 D
N

5638 c0 g1 i6

R
adspe1 553634 fgenesh1 kg 1 3166 T

R
IN

IT
Y

 D
N

2256 c0 g1 i1

P
ilano1 375802 fgenesh1 kg 1 209 T

R
IN

IT
Y

 D
N

5765 c0 g1 i1

M
ucm

uc1 500346 fgenesh1 kg 21 249 T
R

IN
IT

Y
 D

N
4797 c0 g2 i2

A
bscae1 440165 fgenesh1 kg 20 74 T

R
IN

IT
Y

 D
N

7365 c0 g2 i1

C
hlpad1 457680 fgenesh1 pg 60 4

Lichy1 178818 fgenesh1 kg 90 14 Locus2461v1rpkm
73 82

Liccor1 6402 LC
O

R
 05833 1

Licra1 10671 LR
A

M
O

S
A

05864 1

P
hyblU

21 2 1880526 fgenesh1 kg 18 498 T
R

IN
IT

Y
 D

N
7567 c0 g1

P
hybla1 1602328 fgenesh1 kg 98 142 T

R
IN

IT
Y

 D
N

10485 c0 g1 i

P
hybl L51 1 1746898 fgenesh1 kg 12 515 T

R
IN

IT
Y

 D
N

8579 c0 g

P
hybl2 181799 estE

xt G
enem

ark1 C
 130095

P
nitS

609 1 697509 fgenesh1 kg 22 171 T
R

IN
IT

Y
 D

N
7365 c0 g1

P
nitS

607 1 868721 fgenesh1 kg 52 198 T
R

IN
IT

Y
 D

N
6963 c0 g1

P
nitS

608 1 771451 fgenesh1 kg 52 200 T
R

IN
IT

Y
 D

N
10396 c2 g7

U
m

ban1 339471 fgenesh1 kg 2 1102 T
R

IN
IT

Y
 D

N
95 c4 g1 i5

U
m

bra1 229573 fgenesh1 kg 12 80 com
best scaffold 12 13497

U
m

belo1 13851 C
E

13850 1746

U
m

bsp A
D

052 1 221955 C
E

221954 4558

U
m

bisa1 113212 C
E

113211 10452

D
icele1 1972725 fgenesh1 kg 19 193 T

R
IN

IT
Y

 D
N

5501 c0 g1 i5

Jim
fl A

D
 1 335567 m

aker N
O

D
E

 18722 length 4437 cov 7 252E
2

Jim
fl G

M
N

B
39 1 149085 m

aker N
O

D
E

 8943 length 9417 cov 6 25

Jim
lac1 129903 m

aker N
O

D
E

 18643 length 3499 cov 15 252E
528

E
ndsp1 91369 m

aker N
O

D
E

 4116 length 7552 cov 16 252E
5806 a

M
oelG

B
A

34 1 11089 B
G

Z
88 011166 T

1

M
oelG

B
A

40 1 3979 B
G

Z
89 003996 T

1

M
orel2 138292 M

orel1 fgenesh1 kg 34 72 Locus6912v1rpkm
20 9

M
oelN

V
P

71 1 6519 B
G

Z
91 006568 T

1

M
ohyN

2591 1 3143 E
C

957 003204 T
1

M
ospG

B
A

39 1 67 B
G

X
30 000067 T

1

M
oeN

V
P

64 1 110343 C
E

110342 289

M
ocaN

2610 1 11798 B
G

Z
47 011858 T

1

M
ogaA

D
045 1 10423 B

G
Z

96 010510 T
1

M
ospA

D
032 1 7852 B

G
X

24 007898 T
1

M
oexN

28262 1 1753 B
G

Z
95 001760 T

1

M
ozyN

2592 1 7245 E
C

991 007386 T
1

M
ospG

B
A

35
1 2027 B

G
X

29 002052 T1

M
ospN

V
P

41 1 7091 B
G

X
33 007139 T1

M
ospA

D
031 1 1915 B

G
X

23 001930 T1

M
ozyP

U
S

TF9C
 1 569 FB

U
30 000577 T1

M
orG

B
A

us27b 1 177841 C
E

177840 3828

D
isorn1 378342 fgenesh1 kg 406 26 TR

IN
ITY

 D
N

6995 c0 g1 i6

D
isdec1 335276 C

E
335275 340

M
orA

D
185 1 1 356854 fgenesh1 kg 17 1151 TR

IN
ITY

 D
N

8127 c1

M
ospN

V
P

85 1 11971 B
G

X
34 012075 T1

M
ospG

B
A

43 1 4084 B
G

X
31 004115 T1

M
orm

ul1 16012 C
E

16011 330

M
osp14U

C
 1 11275 B

G
W

39 011357 T1

M
oalA

D
072 1 1546 B

G
Z68 001557 T1

M
oralp1 1 163976 C

E
163975 10544

M
oalA

D
071 1 6289 B

G
Z67 006380 T1

M
oanK

O
D

1229 1 5537 B
G

Z75 005622 T1

M
oalG

B
A

31 1 6683 B
G

Z72 006758 T1

M
oalN

66262 1 9520 E
C

968 009693 T1

M
oalC

K
1249 1 2586 B

G
Z70 002601 T1

H
aliN

2525 1 9801 B
G

Z46 009882 T1

H
aspN

3175 1 1853 B
G

Z49 001862 T1

M
ospG

B
A

30 1 471 B
G

X
28 000473 T1

M
obeA

D
1040 1 9691 B

G
Z76 009782 T1

H
apN

A
10739 1 8313 B

G
Z50 008412 T1

H
apN

A
10996 1 7044 B

G
Z51 007132 T1

M
oglA

D
054 1 713 B

G
Z98 000713 T1

M
oglR

E
B

010B
 1 8948 B

G
Z99 009036 T1

M
oclN

2760 1 8563 E
D

D
11 008714 T1

M
om

uN
6456 1 7520 B

G
Z54

007565 T1

M
ospA

D
010 1 7187 B

G
X

20 007235 T1

M
ospA

D
011 1 2149 B

G
X

21 002161 T1

M
ochA

D
033 1 9183 B

G
Z79 009253 T1

M
ospA

D
094 1 11432 B

G
X

26 011490 T1

M
ospA

M
989 1 4523 B

G
X

27 004572 T1

E
ctrN

5525 1 10927 B
X

616 010970 T1

D
iorN

22417 1 10925 B
G

Z58 011001 T1

M
orm

in1 1 297253 C
E

297252 4515

M
ohoC

K413 1 5697 BG
003 005759 T1

M
orhum

1 407398 fgenesh1 kg 23 70 TR
IN

ITY D
N

6640 c2 g1 i7

M
orve1 3632 M

VEG
 11289T0

M
oveTTC

192 1 2685 C
PC

16 002716 T1

M
oveAD

079 1 1788 C
PB97 001810 T1

M
om

iAD
069 1 1908 BG

005 001931 T1

M
ospKO

D
1030 1 1278 BG

Z74 001294 T1

M
om

iN
VP1 1 8954 BG

006 009075 T1

M
oclKO

D
947 1 1279 BG

Z82 001291 T1

M
oepAD

058 1 5017 BG
Z92 005078 T1

M
oepKO

D
1059 1 860 BG

Z93 000865 T1

M
oveN

2611 1 9651 BG
Z59 009756 T1

U
m

bisa1 521933 fgenesh1 kg 11 619 TR
IN

ITY D
N

3891 c1 g2 i2

U
m

bra1 259241 fgenesh1 kg 74 184 com
best scaffold 74 13337

G
onbut1 304100 fgenesh1 kg 30 76 TR

IN
ITY D

N
6968 c0 g2 i2

M
orsel1 675360 gm

1 13550 g

M
ucci3 1532623 fgenesh1 kg 6 6129 G

ZZN
H

 transcript 23536

M
uccir1 3 1448128 gm

1 6737 g

M
ucci2 83594 M

ucci1 fgeneshM
C

 pg 6 536

Ellano2 445668 fgenesh1 kg 4 766 TR
IN

ITY D
N

621 c0 g1 i2

M
ucam

1 6391 transcript G
AN

06969

M
uccirc1 7350 transcript EPB85761

M
ucrac1 8104 M

r80778 m
 Spore

Parpar1 412563 fgenesh1 kg 20 13 Locus5922v1rpkm
23 26

Thaele1 406034 fgenesh1 kg 1 797 TRINITY DN6107 c4 g2 i2

Helpul1 611804 fgenesh1 kg 23 564 TRINITY DN8155 c8 g1 i3

Pilano1 120921 CE120920 7853

M
ucm

uc1 492734 fgenesh1 kg 6 132 TRINITY DN6737 c0 g1 i2

M
ucfus1 366902 M

f37711 m
 Spore

M
uclan1 3251 M

l61187 m
 Spore

Blatri F921 1 498943 fgenesh1 kg 58 188 TRINITY
DN6615 c1

Blatri F986 2 463311 fgenesh1 kg 152 21 TRINITY DN6615 c1

Blatri1 389992 fgenesh1 kg 14 24 TRINITY DN6615 c1 g1 i1

Chocucu1 492942 fgenesh1 kg 3 270 TRINITY DN5554 c0 g1 i8

G
ilper1 563305 fgenesh1 kg 68 123 TRINITY DN5152 c0 g1 i5

Zyghet1 436438 fgenesh1 pg 92 43

M
ucend1 11137 M

e56524 m
 Spore

Kircor1 367520 fgenesh1 kg 1 375 TRINITY DN8003 c0 g1 i4

M
ycind1 724230 gm

1 4187 g

M
ycafr1 909966 gm

1 1367 g

Bacci1 207680 estExt G
enewise1 C 70222

Pilum
b1 847227 gm

1 1772 g

Benpoi1 25398 CE25397 78

Cokrec1 430875 e gw1 7 544 1

Kircor1 300553 estExt Genewise1 C 15 t10046

PnitS607
1 1003356 estExt Genem

ark1 C 990031

PnitS607 1 997183 estExt Genem
ark1 C 120003

PnitS609 1 621538 e gw1 17 410 1

PnitS608 1 694081 e gw1 3 708 1

Phybl L51 1 1758601 fgenesh1 kg 19 1155 TRINITY DN8529 c8

PhyblU21 2 1876717 fgenesh1 kg 16 187 TRINITY DN6453 c0 g1

Phybla1 1437605 CE437605 1640

Fenlin1 585859 fgenesh1 kg 1 1225 TRINITY DN3885 c0 g1 i5

FenlinCB54 1 524733 e gw1 3 978 1

Phaart1 95208 CE95207 1909

Dicrob1 601288 fgenesh1 kg 64
45 TRINITY DN7843 c2 g1 i6

Liccor1 8176 LCOR 07432 1

Licra1 5741 LRAMOSA10121 1

Radspe1 570989 fgenesh1 kg 7 864 TRINITY DN2879 c0 g1 i3

Lenzyc1 634676 CE634675 2317

Lenzyc1 230750 CE230749 2324

Chlpad1 441754 fgenesh1 kg 43 160 TRINITY DN6069 c0 g1 i1

Abscae1 213652 CE213651 6953

Hesve2finisherSC 1349993 fgenesh1 pg 54 35

Synrac1 494013 fgenesh1 kg 7 140 Locus8037v3rpkm0 29 PRE

Liccor1 10033 LCOR 09104 1

Liccor1 10032 LCOR 09104 1m 02

Umbsp AD052 1 198198 CE198197 47

Umbra1 223765 fgenesh1 kg 5 1129 combest scaffold 5 104151

Umbelo1 478743 fgenesh1 kg 2 3147 TRINITY DN5488 c0 g2 i2

Umbisa1 532604 fgenesh1 kg 22 540 TRINITY DN982 c0 g1 i1

Hesve2finisherSC 190112 Hesve1 CE190111 14818

Phybla1 1577141 fgenesh1 kg 10 300 TRINITY DN10549 c0 g1 i

PhyblU21 2 1872970 fgenesh1 kg 14 1861 TRINITY DN7911 c0 g

Phybl L51 1 1753007 fgenesh1 kg 15 1477 TRINITY DN8813 c0

Phybl2 146331 Genemark1 8522 g

PnitS609 1 679998 fgenesh1 kg 6 208 TRINITY DN194 c0 g1 i1

Amyrou1 664155 fgenesh1 kg 88 43 TRINITY DN8591 c0 g1 i1

Bifad1 2455 transcript OZJ01880

Halrad1 328883 fgenesh1 kg 3 1594 TRINITY DN5091 c2 g1 i3

Absrep1 349612 estExt Genewise1 C 8 t20394

Hesve2finisherSC 1406891 estExt Genemark1 C 110159

Bifad1 5243 transcript OZJ05943

Endsp1 93567 maker NODE 6986 length 4383 cov 18 252E3231 s

Aspergillus nidulans VeA

MowoN66265 1 5050 BGW42 005083 T1

MohuKOD1050 1 5054 BG004 005080 T1

Lobtra1 419510 estExt Genemark1 C 50236

EctrN5525 1 9820 BX616 009862 T1

Moralp1 1 285595 CE285594 1899

Moramoe1 322120 fgenesh1 kg 4 1540 TRINITY DN4431 c0 g2 i3

MorAD185 1 1 322958 fgenesh1 kg 1 2822 TRINITY DN726 c0 g1

MospNVP85 1 7943 BGX34 008004 T1

Mormul1 465026 fgenesh1 kg 87 16 TRINITY DN8991 c0 g3 i2

Morsel1 672917 gm1 11107 g

Moralp1 1 552804 gm1 4743 g

MoalAD072 1 10160 BGZ68 010268 T1

MorGBAus27b 1 274057 CE274056 366

Morwol1 124077 CE124076 195

Bifad1 5651 transcript OZJ03251

Geopyr1 10377 FUN 010430 T1

Synrac1 280941 CE280940 25917

MowoN66265 1 1332 BGW42 001338 T1

Aspergillus nidulans VelC

Capsaspora velvet protein

Taxonomy

Mucoromycotina

Glomeromycotina

Mortierellomycotina

0.1

Capsaspora
velvet

V
elC

V
eA

VelB

M
uc-V

elB

Muc-Velvet1

VosA

M
uc-VosA

M
uc

-V
el

ve
t2

Muc-
Velv

et
4

Muc-Velvet3



4 
 

 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Fig. S4. Sequence logo of velvet domains of the 21 major clades. The alignment of velvet domains was performed by against the profile hidden 
Markov model of velvet domain PF11754 with 243 residues (https://www.ebi.ac.uk/interpro/entry/pfam/PF11754/). The three characteristic motifs 
are highlight in yellow and also present in Fig. 17. The predicted NES motifs are underlined by red lines

https://www.ebi.ac.uk/interpro/entry/pfam/PF11754/
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Fig. S5. 3D structures of the 21 velvet domains modelled by AlphaFold 2. 

Consensus sequences of velvet domains of the 21 clades revealed in Fig. S4 were 

used for AlphaFold modelling and the top-ranked 3D structure figures were outputted 

by Jmol. A reverse rainbow gradient (bgyor) as below is used to color according to 

position of the corresponding residues along a chain. 
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Fig. S6. Multiple sequence alignment depth and diversity of the 21 consensus 

sequences generated by the ColabFold. 
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Fig. S7. The predicted lDDT-Cα score (pLDDT) per residue of the 21 consensus 

sequences to show their AlphaFold2 confidence measures. pLDDT is between 0 



8 
 

and 100. Model confidence: very high (pLDDT>90), confident (90 > pLDDT > 70), low 

(70 > pLDDT > 50) and very low (pLDDT < 50). 


