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Additional file 3: Figure S2. Validation by qRT-PCR of enriched transcripts in EVs
isolated after irradiation from GSC lines. A-C. qRT-PCR analysis of CENPJ, CNTROB,
FLNB and LMNB in GSC-derived EVs isolated from GSC#1 (A), GSC#83 (B) and GSC#163
(C). EVs were isolated from sham irradiated (EVs) and irradiated cells (EVs 50Gy). Samples
were run in duplicate. Data were normalized to the GAPDH expression in the corresponding

samples.



