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Table S1. The list of egg whites from various species of Order Anseriformes (4 families, 27
genera, 72 species) used in this study. Classification was based on Sibley’s DNA-DNA

hybridization.
Sa;l[l)ple Scientific name Family Sub-Family Common Name

Dl Aix galericulata Anatidae Anatinae Mandarin Duck
D2 Anas platyrhynchos Anatidae Anatinae Mallard Duck
D3 Lophodytes cucullatus Anatidae Anatinae Hooded Mergenser
D4 Aythya americana Anatidae Anatinae Red head
D5 Anas versicolor Anatidae Anatinae Silver Teal
D6 Anser anser Anatidae Anserinae Graylag Goose
D7 Anser indicus Anatidae Anserinae Bar Headed Goose
D8 Dendrocygna eytoni Dendrocygnidae Dendrocygninae Plumed Whistling Duck
D9 Tadorna radjah Anatidae Anserinae White Headed Shelduck
D10 Sarkidiornis melanotos Anatidae Anserinae Knob-billed Goose
D11 Anseranas semipalmata Anseranatidae Anseranatidae Magpie Goose
D12 Aix sponsa Anatidae Anatinae Wood Duck
D13 Alopochen aegyptiaca Anatidae Anserinae Egyptian Goose
D14 Anas platyrhynchos domesticus Anatidae Anatinae White Call Duck
DI15 Anser anser domesticus (America) Anatidae Anserinae Buft Goose
D16 Anser anser domesticus (France) Anatidae Anserinae Dewlap Toulouse Goose
D17 Anser anser domesticus (Germany) Anatidae Anserinae Embdens Goose
D18 Anser canagicus Anatidae Anserinae Emperor Goose
D19 Anser cygnoides domesticus Anatidae Anserinae African Goose
D20 Anser cygnoides domesticus Anatidae Anserinae White China Goose
D21 Anser cygnoides domesticus Anatidae Anserinae Brown China Goose
D22 Anser erythropus Anatidae Anserinae Lesser white-fronted Goose
D23 Callonetta leucophrys Anatidae Anatinae Ringed Teal
D24 Dendrocygna arborea Dendrocygnidae Dendrocygninae West Indian Whistling Duck
D25 Lophonetta speculariodes Anatidae Anatinae Crested Duck
D26 Netta rufina Anatidae Anatinae Red Crested Pochard
D27 Oxyura jamaicensis Anatidae Oxyurinae Ruddy duck
D28 Chloephaga picta picta Anatidae Anserinae Magellan Goose
D29 Branta leucopsis Anatidae Anserinae Barnacle Goose
D30 Branta sandvicensis Anatidae Anserinae Hawaiian Goose
D31 Anas gibberifrons Anatidae Anatinae Indonesian Teal
D32 Anas laysanensis Anatidae Anatinae Laysan Duck
D33 Anas luzonica Anatidae Anatinae Philippine Duck
D34 Anas rubripes Anatidae Anatinae American Black Duck
D35 Anas clypeata Anatidae Anatinae Northern Shoveler
D36 Oxyura vittata Anatidae Oxyurinae Lake Duck
D37 Anas melleri Anatidae Anatinae Meller's Duck
D38 Oxyura australis Anatidae Oxyurinae Blue-billed Duck
D39 Branta canadensis maxima Anatidae Anserinae Canada Goose
D40 Dendrocygna viduata Dendrocygnidae Dendrocygninae White-faced Whistling Duck
D41 Anser brachyrhynchus Anatidae Anserinae Pink-footed Goose
D42 Chauna torquata Anhimidae Anhimidae Southern Screamer
D43 Thalassornis leuconotos Dendrocygnidae Dendrocygninae White-backed Duck
D44 Tadorna tadornoides Anatidae Anserinae Australian Shelduck
D45 Chenonetta jubata Anatidae Anatinae Australian Wood Duck
D46 Somateria mollissima Anatidae Anatinae Common Eider
D47 Anser albifrons Anatidae Anserinae Greater whitefronted Goose
D48 Mergus serrator Anatidae Anatinae Red-breasted Merganser
D49 Aythya affinis Anatidae Anatinae Lesser Scaup
D50 Dendrocygna autumnalis Dendrocygnidae Dendrocygninae Black-bellied whistling Duck
D51 Clangula hyemalis Anatidae Anatinae Longtailed Duck
D52 Anas discors Anatidae Anatinae Blue-winged Teal
D53 Oxyura punctata Anatidae Oxyurinae
D54 Anas strepera Anatidae Anatinae Gadwall
D55 Heteronetta atricapilla Anatidae Anatinae Black-headed Duck
D56 Anas superciliosa Anatidae Anatinae Pacific black Duck
D57 Anser caerulescens Anatidae Anserinae Snow Goose
D58 Aythya fuligula Anatidae Anatinae Tufted Duck
D59 Aythya ferina Anatidae Anatinae Common Pochard
D60 Anas formosa Anatidae Anatinae Baikal Teal




D61 Dendrocygna bicolor Dendrocygnidae Dendrocygninae Fulvous Whistling Duck
D62 Anas querquedula Anatidae Anatinae Garganey

D63 Malacorhynchus membranaceus Anatidae Anatinae Pink-eared Duck
D64 Anas hottentota Anatidae Anatinae Hottentot Teal

D65 Anas georgica Anatidae Anatinae Yellow-billed Pintail
D66 Biziura lobata Anatidae Oxyurinae Musk Duck

D67 Cygnus atratus Anatidae Cygninae Black swan

D68 Aythya australis Anatidae Anatinae Hardhead

D69 Amazonetta brasiliensis Anatidae Anatinae Brazilian Teal

D70 Lophonetta cristata Anatidae Anatinae

D71 Anas crecca Anatidae Anatinae Common Teal

D72 Tadorna tadorna Anatidae Anserinae Common Shelduck




Table S2. List of 89 acidic N-glycans identified from the egg whites of 72 waterfowl species.
Glycan structures were inferred from glycan composition based on the observed monoisotopic
masses.

Observed (C;?lzg:.ztrelg Mass Glyconnect
Glycan ID mass, m/z )l]Vlass Error, Monosaccharide composition Database

[M-HJ [M - BOA] ppm Links
Al 1094.339 972.274 -10.8 Hex3 HexNAc2 Sul
A2 1108.327 972.284 -30.5 Hex3 HexNAc2 Phol | Glyconnect
A3 1135.373 1013.301 -4.2 Hex2 HexNAc3 Sul
A4 1149.392 1013.310 4.8 Hex2 HexNAc3 Phol
AS 1256.320 1134.327 -66.7 Hex4 HexNAc2 Sul
A6 1270.431 1134.336 14.1 Hex4 HexNAc2 Phol
A7 1295.303 1159.368 -109.5 Hex2 HexNAc3 dHex1 Phol
A8 1297.420 1175.353 -7.5 HexNAcl Sul + Man3 GIcNAc2 | Glyconnect
A9 1311.445 1175.363 3.7 HexNAcl Phol + Man3 GIcNAc2
AlQ 1338.419 1216.380 -28.2 Hex2 HexNAc4 Sul
All 1352412 1216.390 -40.5 Hex2 HexNAc4 Phol
Al2 1418.430 1296.380 -18.9 Hex2 Sul + Man3 GIcNAc2
Al3 1432.469 1293.389 2.4 Hex2 Phol + Man3 GlcNAc2 Glyconnect
Al4 1441.498 1305.426 -3.3 Unknown structure
Al5 1443.485 1321.411 -1.9 HexNAcl dHex1 Sul + Man3 GlcNAc2
Al6 1459.475 1337.406 -5.3 Hex1 HexNAcl Sul + Man3 GIcNAc2
Al7 1473.505 1337.416 8.1 Hex1 HexNAcl Phol + Man3 GIcNAc2
Al8 1500.497 1378.433 -8.5 HexNAc2 Sul + Man3 GIcNAc2 | Glyconnect
Al9 1514.530 1378.442 7.5 HexNAc2 Phol + Man3 GIcNAc2
A20 1580.496 1458.432 -8.1 Hex3 Sul + Man3 GlcNAc2 Glyconnect
A21 1589.525 1467.469 -13.1 HexNAcl dHex2 Sul + Man3 GIcNAc2
A22 1594.528 1458.442 5.5 Hex3 Phol + Man3 GIcNAc2 | Glyconnect
A23 1603.574 1467.479 114 HexNAcl dHex2 Phol + Man3 GIcNAc2
A24 1605.533 1483.464 -4.8 Hex1 HexNAcl dHex1 Sul + Man3 GIcNAc2 | Glyconnect
A25 1621.533 1499.459 -1.7 Hex2 HexNAcl Sul + Man3 GIcNAc2
A26 1635.542 1499.469 2.2 Hex2 HexNAcl Phol + Man3 GIcNAc2
A27 1646.558 1524.491 -5.9 HexNAc2 dHex1 Sul + Man3 GIcNAc2 | Glyconnect
A28 1662.556 1540.486 -4.1 Hex1 HexNAc2 Sul + Man3 GIcNAc2 | Glyconnect
A29 1676.605 1540.495 19.8 Hex1 HexNAc2 Phol + Man3 GIcNAc2
A30 1703.584 1581.512 -2.8 HexNac3 Sul + Man3 GIcNAc2 Glyconnect
A3l 1717.608 1581.522 5.6 HexNac3 Phol + Man3 GIcNAc2
A32 1749.602 1613.537 -6.8 Unknown structure
A33 1751.599 1629.522 0.1 Hex1 HexNAcl dHex2 Sul + Man3 GIcNAc2
A34 1764.667 1628.502 50.0 Hex1 HexNAcl NeuAcl Sul + Man3 GIcNAc2
A35 1765.618 1629.532 5.3 Hex1 HexNAcl dHex2 Phol + Man3 GIcNAc2
A36 1767.620 1645.517 14.8 Hex2 HexNAcl dHex1 Sul + Man3 GIcNAc2 | Glyconnect
A37 1783.585 1661.512 -2.1 Hex3 HexNAcl Sul + Man3 GIcNAc2 Glyconnect
A38 1792.814 1670.549 105.0 HexNAc2 dHex2 Sul + Man3 GIcNAc2
A39 1797.610 1661.521 6.6 Hex3 HexNAcl Phol + Man3 GIcNAc2 | Glyconnect
A40 1806.657 1670.558 12.5 HexNAc2 dHex2 Phol + Man3 GIcNAc2
A41 1808.607 1686.544 -7.6 Hex1 HexNAc2 dHex1 Sul + Man3 GIcNAc2 | Glyconnect
A42 1824.608 1702.538 -3.7 Hex2 HexNAc2 Sul + Man3 GIcNAc2 Glyconnect
A43 1838.661 1702.548 19.5 Hex2 HexNAc2 Phol + Man3 GIcNAc2
A44 1865.620 1743.565 -11.7 Hex1 HexNAc3 Sul + Man3 GIcNAc2 | Glyconnect
A45 1879.661 1743.575 4.8 Hex1 HexNAc3 Phol + Man3 GIcNAc2
A46 1888.924 1766.543 161.1 Hex4 dHex1 Sul + Man3 GIcNAc2
A47 1906.655 1784.592 -7.2 HexNAc4 Sul + Man3 GIcNAc2 | Glyconnect
A48 1920.682 1784.601 2.3 HexNAc4 Phol + Man3 GIcNAc2
A49 1945.612 1823.565 -15.3 Hex4 HexNAcl Sul + Man3 GIcNAc2
AS50 1952.677 1816.616 -7.9 HexNAc2 dHex3 Phol + Man3 GIcNAc2
A5l 1954.866 1832.601 96.3 Hex1 HexNAc2 dHex2 Sul + Man3 GIcNAc2 | Glyconnect
AS52 1959.599 1823.574 -26.5 Hex4 HexNAcl Phol + Man3 GIcNAc2 | Glyconnect
AS53 1970.726 1848.596 26.9 Hex2 HexNAc2 dHex1 Sul + Man3 GIcNAc2 | Glyconnect
A54 1986.667 1864.591 -0.5 Hex3 HexNAc2 Sul + Man3 GIcNAc2
AS55 2000.577 1864.601 -50.2 Hex3 HexNAc2 Phol + Man3 GIcNAc2
A56 2009.653 1873.638 -30.7 HexNAc3 dHex2 Phol + Man3 GlcNAc2
AS57 2011.663 1889.623 -18.1 Hex1 HexNAc3 dHex1 Sul + Man3 GIcNAc2 | Glyconnect
A58 2027.682 1905.618 -6.1 Hex2 HexNAc3 Sul + Man3 GIcNAc2




A59 2041.713 1905.627 4.3 Hex2 HexNAc3 Phol + Man3 GIcNAc2
A60 2050.704 1928.596 15.2 Hex5 dHex1 Sul + Man3 GIcNAc2
A61 2068.719 1946.644 -1.0 Hex1 HexNAc4 Sul + Man3 GIcNAc2
A62 2082.738 1946.654 33 Hex1 HexNAc4 Phol + Man3 GIcNAc2
A63 2109.758 1987.671 5.0 HexNAc5 Sul + Man3 GIcNAc2 | Glyconnect
A64 2114.753 1978.669 34 Hex1 HexNAc2 dHex3 Phol + Man3 GlcNAc2
A65 2129.999 1993.634 135.3 Hex2 HexNAc2 NeuAcl Sul + Man3 GlcNAc2 Glyconnect
A66 2146.364 2010.659 -173.2 Hex3 HexNAc2 dHex1 Phol + Man3 GIcNAc2
A67 2148.660 2026.644 -28.3 Hex4 HexNAc2 Sul + Man3 GIcNAc2
A68 2158.155 2035.681 184.1 Hex1 HexNAc3 dHex2 Sul + Man3 GIcNAc2 | Glyconnect
A69 2171.782 2035.690 6.9 Hex1 HexNAc3 dHex2 Phol + Man3 GlcNAc2
A70 2189.759 2067.671 5.1 Hex3 HexNAc3 Sul + Man3 GIcNAc2
A7l 2203.771 2067.680 6.5 Hex3 HexNAc3 Phol + Man3 GIcNAc2
AT2 2212.764 2090.649 17.2 Hex6 dHex1 Sul + Man3 GIcNAc2
AT73 2230.794 2108.697 8.8 Hex2 HexNAc4 Sul + Man3 GIcNAc2
A74 2244.834 2108.707 22.5 Hex2 HexNAc4 Phol + Man3 GIcNAc2
A75 2271.838 2149.724 16.2 Hex1 HexNAc5 Sul + Man3 GIcNAc2
A76 2278.900 2156.707 51.0 Hex3 HexNAc2 dHex2 Sul + Man3 GIcNAc2
AT77 2287.809 2165.744 -5.2 HexNAc3 dHex4 Sul + Man3 GIcNAc2
AT78 2320.103 2197.734 126.0 Hex2 HexNAc3 dHex2 Sul + Man3 GIcNAc2
A79 2374.818 2252.702 16.6 Hex7 dHex1 Sul + Man3 GIcNAc2
A80 2392.895 2270.750 28.3 Hex3 HexNAc4 Sul + Man3 GIcNAc2
A81 2406.937 2270.760 41.8 Hex3 HexNAc4 Phol + Man3 GIcNAc2
A82 2433.956 2311.777 42.1 Hex2 HexNAc5 Sul + Man3 GIcNAc2
A83 2449.933 2327.797 24.4 Hex1 HexNAc3 dHex4 Sul + Man3 GIcNAc2
A84 2479.957 2343.801 31.9 Hex2 HexNAc3 dHex3 Phol + Man3 GIcNAc2
A85 2555.030 2432.803 58.9 Hex4 HexNAc4 Sul + Man3 GIcNAc2
A86 2569.031 2432.812 55.4 Hex4 HexNAc4 Phol + Man3 GIcNAc2
A87 2596.066 2473.829 61.6 Hex3 HexNAc5 Sul + Man3 GIcNAc2
A88 2758.164 2635.882 74.5 Hex4 HexNAc5 Sul + Man3 GIcNAc2
A89 2920.151 2797.935 47.7 Hex5 HexNAcS5 Sul + Man3 GIcNAc2

*Monosaccharide nomenclatures are based on the SNFG: Hexose (Hex), N-acetyl hexosamine (HexNAc),
Mannose (Man), N-acetyl glucosamine (GlcNAc), Fucose (dHex), Sulfate (Su), and Phosphate (Pho). The
number of units corresponding to each monosaccharide are indicated after each abbreviation.
*The links to the Glyconnect database of the Swiss Institute of Bioinformatics are provided for selected

monoisotopic peaks found in the database.

*From the 89 monoisotopic masses, 55 sulfated and 34 phosphorylated N-glycans were identified based on
their glycan composition and MS/MS analysis. Fucosylated acidic N-glycan structures were also found in
trace abundance relative to un-fucosylated acidic N-glycans.
*Glycoform mass is the mass of unlabeled N-glycan structure denoted as [M-BOA], BOA is
benzyloxyamine with a molecular mass of 123.0684 Da.




Table S3. List of acidic N-glycans that gave the variation between groups in PCA.

PCA Observed ’trans-Gal
Glycan 1 . Probable
Group ID mass, m/z Glycan composition structures structure
No. [M-HJ type
A6 1270.431 Hex1 PMel + Core |, oo=a | trans-Gal(-)
A22 1594.528 Hex3 PMel + Core . E>> =a | trans-Gal(-)
1
A37 1783.585 | Hex3 HexNAcl Sul + Core E>>- =a | trans-Gal(+)
Hex3 HexNAcl PMel +
A39 | 1797.610 o ees | trans-Gal(+)
A3 1135.373 Hex2 HexNAc3 Sul moowma | trans-Gal(-)
A8 1297.420 HexNAcl Sul + Core e ®® | trans-Gal(-)
Al6 | 1459.475 | Hexl HexNAcl Sul + Core e oe=a | trans-Gal(-)
Al8 | 1500.497 HexNAc2 Sul + Core aoe=a | trans-Gal(-)
2 A25 1621.533 | Hex2 HexNAcl Sul + Core : E>>- =a | trans-Gal(-)
A28 1662.556 | Hexl HexNAc2 Sul + Core omoewn trans-Gal(+)
A30 | 1703.584 HexNac3 Sul + Core = | trans-Gal(-)
A44 1865.620 | Hex1 HexNAc3 Sul + Core . :;/\’ =* | trans-Gal(+)
A42 | 1824.608 | Hex2 HexNAc2 Sul + Core e oe=a | trans-Gal(+)
A47 | 1906.655 HexNAc4 Sul + Core : ? == | trans-Gal(-)
A58 2027.682 | Hex2 HexNAc3 Sul + Core : :F>>FH trans-Gal(+)
A6l 2068.719 | Hexl HexNAc4 Sul + Core : pk. trans-Gal(+)
3 A70 | 2189759 | Hex3 HexNAc3 Sul +Core | =" ** | trans-Gal(+)
A73 2230.794 | Hex2 HexNAc4 Sul + Core : O?F- trans-Gal(+)
A80 2392.895 | Hex3 HexNAc4 Sul + Core J?H trans-Gal(+)
A85 | 2555.030 | Hex4 HexNAc4 Sul + Core . i?ﬂ trans-Gal(+)

"Monosaccharide nomenclatures are based on the SNFG: Hexose (Hex), N-acetyl hexosamine (HexNAc), Sulfate (Su), methylated
Phosphate (PMe) and N-glycan core Man3GlcNAc2 (Core). The number of units corresponding to each monosaccharide are

indicated after each abbreviation.
The definition of trans-Gal(+/-) classifications were based on Hirose, et al.[1]




Table S4. GenBank accession numbers for various genes of the 72 Anseriformes species in

this study.

Sample Scientific name cot Cty b Npy | Complete
D01 Aix galericulata IN703260 EUS585604 EUS585667 KF437906
D02 Anas platyrhynchos Mk262361 EUS585609 EUS585672 MN720361
D03 Lophodytes cucullatus EUS585650 EUS585713
D04 Aythya americana DQ434316 | NC 000877 | NC 000877 | NC 000877
D05 Anas versicolor FJ027121 AF059094 AF059154
D06 Anser anser GUS571243 EUS585613 EUS585676 NC 011196
D07 Anser indicus GUS571246 EUS585619 EUS585682 NC 025654
D08 Dendrocygna eytoni MZ153330 EU585647 EUS85710
D09 Tadorna radjah EU585665 EUS585728
D10 Sarkidiornis melanotos FJ028237 EUS585660 EU585723
D11 Anseranas semipalmata MN356217 | NC 005933 MN356217
D12 Aix sponsa AY 666569 EUS585605 EUS585668
D13 Alopochen aegyptiaca Mf580159 EU585606 EUS585669
D14 Anas platyrhynchos domesticus
D15 Anser anser domesticus (America)

D16 Anser anser domesticus (France)

D17 Anser anser domesticus (Germany)

D18 Anser canagica DQ432849 EU585615 EUS585678

D19 Anser cygnoides domesticus LC145060 EU585616 EUS585679 NC 023832
D20 Anser cygnoides domesticus

D21 Anser cygnoides domesticus

D22 Anser erythropus GUS571729 EU161871 EUS585680

D23 Callonetta leucophrys FJ027277 EU914157 AF059157

D24 Dendrocygna arborea

D25 Lophonetta speculariodes JN801488 AF059102 AF059162

D26 Netta rufina GQ482234 EUS585657 EUS585720 NC 024922
D27 Oxyura jamaicensis AY 666448 EUS585658 EUS585721 MW574354
D28 Chloephaga picta FJ027353 AF515262 AF515266

D29 Branta leucopsis GUS571283 EU585630 EU585693

D30 Branta sandvicensis JF498832 EUS585632 EU585695

D31 Anas gibberifrons JQ174015 AF059076 AF059136

D32 Anas laysanensis JF498830 AF059078 AF059138

D33 Anas luzonica KT151721 AF059079 AF059139

D34 Anas rubripes AY666211 AF059088 AF059148

D35 Anas clypeata GUS571236 AF059062 AF059122 NC 028346
D36 Oxyura vittata JQ175648 EUS585659 EUS585722

D37 Anas melleri AF059080 AF059140

D38 Oxyura australis AF119167 AY747867

D39 Branta canadensis GUS571280 EU585629 EU585692 NC 007011
D40 Dendrocygna viduata FJ027502 EU585649 EU585712

D41 Anser brachyrhynchus GUS571244 EU585614 EU585677

D42 Chauna torquata AY140730 AY274030 AY274053 NC_052807
D43 Thalassornis leuconotos U97738

D44 Tadorna tadornoides EU585666 EUS585729

D45 Chenonetta jubata IN801436 AF059100 AF059160

D46 Somateria mollissima GUS571620 EUS585661 EUS585724 MW849292
D47 Anser albifrons DQ433314 EU585612 EU585675 NC_004539
D48 Mergus serrator GU571482 EU585655 EUS585718 MZ365040
D49 Aythya affinis DQ434308 EUS585621 EUS585684

D50 Dendrocygna autumnalis FJ027495

D51 Clangula hyemalis GUS571339 EU585638 EUS585701 MW849278
D52 Anas discors AY 666325 EU914146 AF059128

D53 Oxyura punctata

D54 Anas strepera (Mareca strepera) GQ481327 EU574791 AF059169 NC 045373
D55 Heteronetta atricapilla FJ027649




D56 Anas superciliosa JN801396 AF059092 AF059152

D57 Anser caerulescens DQ434537 FJ423758

D58 Aythya fuligula JF499099 KU697802 EU585687 NC 024595
D59 Aythya ferina JF499098 EUS585623 EUS585686 NC 024602
D60 Anas formosa IN703250 AF059073 AF059133 NC 015482
D61 Dendrocygna bicolor EU585646 EUS585709

D62 Anas querquedula GQ481326 EU585610 EU585673

D63 Malacorhynchus membranaceus EU585651 EU585714

D64 Anas hottentota (Anas punctata) EU585608 EU585671

D65 Anas georgica FJ027096 AF059075 AF059135

D66 Biziura lobata EU585627 EUS585690

D68 Cygnus atratus NC 012843 | EU585641 EU585704 NC 012843
D67 Aythya australis MW151626 | EUS585622 EU585685

D69 Amazonetta brasiliensis FJ027059 AF059054 AF059115

D70 Lophonetta cristata

D71 Anas crecca KC771255 AF059064 EUS585670 NC 022452
D72 Tadorna tadorna KU140668 AF059113 AF059173 NC 024750
0Gl1 Gallus gallus AF195631 NC 040902
0G2 Struthio camelus LC145063 MZ545713 NC 002785

*Accession numbers of the mitochondrial gene sequences of the cytochrome b (Cty b), cytochrome oxidase subunit 1 (CO1), NADH
dehydrogenase subunit 2 (ND2) and the complete mitochondrial DNA (mtDNA) was taken from GenBank.



Table S5. Waterfowl classification based on their virus prevalence (VP).

Sample Species Sub-family PCA VP VP
ID Classification | Group | Values | Classification
D2 Anas platyrhynchos Anatinae 1 12.9 HVP

D56 | Anas superciliosa Anatinae 2 5.7 HVP
D34 | Anas rubripes Anatinae 2 18.1 HVP
D71 | Anas creeca Anatinae 2 4.0 LVP
D31 | Anas gibberifrons Anatinae 2 5.8 HVP
D54 | Anas strepera Anatinae 2 1.5 LVP
D52 | Anas discors Anatinae 1 11.2 HVP
D45 Chenonetta jubata Anatinae 2 2.0 LVP
D12 | Aix sponsa Anatinae 2 2.2 LVP
D68 | Aythya australis Anatinae 2 2.8 LVP
D72 Tadorna tadorna Anatinae 2 6.5 HVP
D44 Tadorna tadornoides Anatinae 2 5.0 LVP
D63 | M. Membranaceus Anatinae 1 6.3 HVP
D39 | Branta canadensis Anserinae 3 0.8 LVP
D47 | Anser albifrons Anserinae 2 2.2 LVP
D06 | Anser anser Anserinae 3 1.1 LVP

*Each waterfowl species was classified either as a high virus prevalence (HVP) or low virus prevalence
(LVP). Classification was based on the average virus prevalence (5.5%). LVP <5.50% < HVP.

*Virus prevalence data of the 16 species shown on the table was taken from the work of Wille, M. et al. [2]
and Olsen, B. et al. [3].



‘TIVOHIA Ul Pa3onpuod a19m sasA[eur AIBUOIIN[OAT “J9SeIep [eulj oy} ur suonisod g6 JO [810} B dIom 919y ], ‘sooudnbos
Op1os[oNU 79 PIAJOAUT SISA[EUR SIY ], "03Is 1od suonmisqns Jo Joquinu oy} Ul POINSEIW SYISUS] YoUueIq YIm ‘9[eds 0} UMBIP SI 0313 YT, "(SOMS %0 LT ‘[7+]) a1qerieaut
AJL1BUOIIN[0AD 9q O} SIS QWOS I0J Pamol[e [opowr uonelea el oyl "((0cHy 0 = I19owered ‘H+) soL10391ed G) SIS Suowe moosob,t& oje1 A1BUOIIN[0AD ?wo&
0} Pasn sem UONNQLISIP BWWEL) 9JIOSIP Yy “on[ea pooyrja] So[ Jouradns yyim A30[0doy ay) Surjoo]os uay) pue ‘[opouwr ION-eINWE], o& gursn voam&smo SouBISIp
osimared Jo xmew € 03 swyjLode (Norg pue urof-1oqusioN SutA[dde £q Aeonewoine paurejqo dIom [oIeds onsLnay .oﬁ 10§ (S)2an Rs:.: .Ssoam.m_ Amo.ommi
-) pooyI[ay1] So[ 31SaYSIY oY} YIM 31} Y], [OpOW ON-BINWE], PUB POYIOW POOYI[I] WNWIXBA 9y} Suisn Aq .@o.booa_ sem A103SIY \Cmmo:b_o\/o oy, P..ﬂw dansig

(190) £4255Z snjaweo ounis

(290) +£956 4 snijeb snjje

(z#a) 0s0r22A EIENDIO) BUNBYD

(+4Q) £+29SENW 1R WIRd! W3S SBURIISUY

(80) 1#9585N3 1w0iha a
(+90) 959685n3 40/00Iq a
(0#a) 6v9585N3 EIRNPIA a

(8£0) 294644V Sijeasne RINAXO

(22@) 859585N3 Sisuddrewel eInAXO
(9£0) 66958¢N3 EIENIA RINAXO

(99a) 229585n3 e1RqO] BINIZIG

(£94) 16968GNT SN3VRUERIQ WS W SNYIUAYIOIRIBH
(29a) +#9585n3 snene snubfo

(6£a) 629585n3 SIsuspeued BlUBIE
(0£0) 2895853 SISuB0IDUES BlURIG
(620) 0895853 sisdoona) eueig
(8+@) 6+958¢N3 eolbeues jasuy

(260) 8528254 Susosainiaed asuy
(20) 6+9585n3 snoiput sasuy

(£¥0) 2+9585N3 suoyIqje JasuYy

(220) +28+94n3 sndoipfia sasuy
(++Q) #19686Nn3 snyouAiyoeiq sasuy
(90) £+9685N3 Jasue sasuy

(6+a) sapioubAo sasuy

(850) 6595853 JojeLas snbiay

(£a) 095853 smeynono sayfpoydo
(550) 0046504V e1R QN EYBUOUBLD
(z+a) 609583N3 esuods X1y

(+a) 709585N3 ereinoLaled xiy

(820) 2925 464 e10/d BbRUTR0/UD
(150) 8£9585n3 sewaky einbueid
(6¢a) £29585n3 euLia) eAYAY

(#0) 128000 ON eueoud we eAyky
(85a) 66620 ON einbiin eAyAy

(65a) +29585n3 suwe eAyAy

(890) 2295853 Sifessne eAAY

(9za) £69585n3 euuni egaN

(6a) 699585N3 yelpes ewioper

(£+@) 9095853 snoegdAbae uaysodory
(++0) 9995853 SapiowIODE) BUIODEL
(22Q) £446504v UIOPE] BUIOPEL

(£20) £6+%+6n3 shuydoona) eyauojjed
(950) $926 1S4V BUWISSIIOW BLSIEUIOS
(0+a) 099585N3 SOIOUEID W SILIOIPIYIES
(690) ¥506504 SISuallisesq egauozewy
(52a) 2046504y Sapiosejnoads enauoydo
(090) £206504v esouLio) seuy

(5Q) #6060 10/09IsIaA SEUY

(790) 8095853 e10UBROY SEUY

(290) 0495853 BINPanbianb seuy
(6£a) 2906504 e1E3dAID Seuy

(2¢a) 9#4#16Nn3 $100sIP SEUY

(¥6a) +6.¢26n3 e13daLS SEUY

(+£0) 9206504y Suoyuaqqib seuy
(+20) 7906504V 209310 seuy

(69a) 6206504 e0IBI036 seuy

(££a) 0806504V Li3)|awi seuy

(960) 2606504 esolj2iadns seuy
(2£a) 8206504V sisuaueshe) seuy
(7£0) 8806504 S3duqn. seuy

(2a) 609585N3 sououkuifieid seuy
(££0) 6206504 eoluoZN] Seuy




. "TTVOHIA Ul Po1onpuod d19m sosAJeue ATeuonnjoAy "josejep [eutj oy ur suonisod 0 [10} © 91oM 19
Muoowﬂwwmw%wuoo%:: 81 %020\6_ sIsATeue sIy I, *o31s 1od suonmusqns Jo I9quinu 9y} Ul paInseow SyiSuo] Yyouelq Yim ‘9[eos 0} E.ZN% st oobmommkﬁ .,Mﬁmwwmg.‘o = Hoao:wmm.w
+) SO11039380 ) SO} SUOWR SIOUSISJJIP el AIRUOIIN[OAD [9POW 0) PAsn Sem UOIINQLISIP BUIR . : 3
" I I nNQLysI 0) 9JoI0SIP Y "onjeA pooyray1 S0y Jouadns yim A3o1odoy o
Mwwmo_om Uo([} pue ‘[opowl IIN-BINWE [, oY) SUISh PAJBWI)Sd SOOURISIP asimired Jo XLIjeW € 0} SWYILIoF[e (NOIg pPue utof-10qu3roN wﬁbgwm %.@ %:SMWEBEMBSMQ‘%M
> [o1e9s o%m_éoa oy 103 (S)2313 [enIU] "SAYIURIQ Y} MO[dq UMOYS SI JOI50) PIAISN[d BXE} PIJRIDOSSE ) YOIYM UI so01] Jo oSeyuoorod AL .m\soam s1 Aow.ww LS
pooyIay1 30] 1say3IY Y} YIm 9213 oY ‘[OPOW ION-BINWE] pue POYIdUW POOYI[ONIT WNWIXE[N 9} Suisn Aq POLIJul Sem AIOISIY ATRUONNJOAD Y, ..Nm ansig

(190) €126¥5ZI snjswed olynis

(290) 1£95614Y snifeb snjjeo

(0a) £19586n37 4esue sesuy
(2¥) 21968G6N3T Suoyiqle sesuy u ' _
o550
(6£0) 629585N3 sisuspeue ejueig

(£9a) 159585N3 sneoeueiquew snyoufyiooejeyy

2660

(¥¥a) 99958GN3 sepiouIope] BUIOPE]

(220) £11660Y euiope; euiope]

(890) z29585N7 siessne eAyhy

(21@) 509585N3 Bsuods X1y

vsL0

(57@) 0016504V e1EqN/ BYSUOUBYD

(250) 9v 11163 Si02sIp seuy

($5Q) 16/126N3 eiodess seuy

(1£0) 9206504y SuoyLeqqIb seuy

(12Q) $90650Y B228.10 seuy

(r£a) 8806504y saduqn. seuy

(950) 260650V esolosedns seuy

(2a) 609585n3 soyouhyifield seuy



References

[1]

(2]

[3]

Hirose, K., Amano, M., Hashimoto, R., Lee, Y.C., Nishimura, S.I., Insight into glycan
diversity and evolutionary lineage based on comparative avio-N-glycomics and sialic acid
analysis of 88 egg whites of galloanserae. Biochemistry 2011, 50, 4757-4774.

Wille, M., Lisovski, S., Roshier, D., Ferenczi, M., et al., Strong host phylogenetic and
ecological effects on host competency for avian influenza in Australian wild birds.
Proceedings of the Royal Society B: Biological Sciences 2023, 290, 1-9.

Olsen, B., Munster, V.J., Wallensten, A., Waldenstrom, J., et al., Global Patterns of
Influenza A Virus in Wild Birds. Science (1979) 2006, 312, 384-388.




<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


