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Q9DC23 | Dnal homolog subfamily C member 10 05=Mus musculus O3 Dnaicl0_| 22.37231| 45.28742| 19.89663| 912845 19.55643 | 1238351 1368947 13.99955 5335246 01[ 0726531 0469051 E Qonca|sp 0.380708] 0.619286 [ CS pos: 31-32. Pr: 05711 (Q9DC23 [Dnaic10
Q61543___| Golgi apparatus protein 1 05=Mus musculus OX=10090 GN=Glg1 PE=15 Glgl 17.9237| 42.72503] 29.09849 | 15.78664 | 12.14544 | 1454697 14.15069| 12.41811] 1851236 01]0726531] 0473289027 -1.079206621sp Q6154 [5P 0.000324] 0.999655 | CS pos: 27-28. Pr: 09679 Q61543 _|Glal
008795 | Glucosidase 2 subunit beta 05=Mus musculus O Prkcsh | 1093225 205 4964 | 133 3406 72.06208] 7066209 | 7617621 72.96679 50.05457 | 2866229 01]0726531] 0488442958 1 008795 0.000235] 0.999748CS pos: 14-15. Pr:09791 008795 _|Prkcsh
P09103 Protein disulfide-isomerase O5=Mus musculus O) 1 Pahb | 2755485 390834] 267.9832| 166.9614 153.1437 | 154.2611 1581221 68.84803[ 7.675447 01]0726531] 0507687901 -0.977986215 [sp PO910{|5P 0.000396] 0.999557 | CS pos: 19-20. Pr: 0.9724 P09103_|[Pahb
Q922R8___|Protein disulfide-isomerase A6 05=Mus musculus OX=10090 GN=Pdiab Pdia6 | 1115229 165.4409| 12,8544 77.09822 | 56.33687 | 7073114 68.05541] 30.75243 | 1063617 01[0726531] 0523747339 K Q922R(sP 00003631 0.999617 [ CS pos: 19-20. Pr: 09718 (Q922R8 [ pdia6
Q05793 __|Basement membrane-specific heparan sulfate Hsor2 42.366 49.97563 | 50.75346 | 1668557 23.38973] 36.72164 2559898 4.634308| 10.1991 01] 0726531 053668461 -0.897853577 |sp_ Q0579[5P 0.000311] 0.999665 | CS pos: 25-26. Pr: 08879 Q05793 _|Hspg2
Q62443 Nptx1 | 261.1822| 2402412| 437.2047] 227.5304] 172.5213 228 8569 209.6362| 108.1797 | 32.14928 01] 0726531 00296 0577703074 sp_Q6244]sP 0.000347] 0.999628CS pos: 22-23. Pr0.9485 Q62443 _|Nptxd.
Q92209 Chidl | 27.74684] 43.6824 | 8.233212 [ 0] 1006174 3353915 ) 0726531] 0126304662 -2.985020207 [sp_9220[5P 0.000311] 0.999664 | CS pos: 19-20. Pr: 0.9509 092209 [chid1
Q01705 notch homolog protein 1 05=Mus musculus 0X=10090 Gi Notch1 | 26.69938] 2457118( 30.76677 ) 0[ 2647319 8.824398 | 3.147968 1528431 0.184039 | 0.726531 0322696931 -1.631748237 [sp_Q0170]sP 0.000228] 0.999744 CS pos: 18-1. Pr: 09755 Q01705 _[Notch1
Q02788 | Collagen alpha-2(VI) chain O=Mus musculus OX=10090 GN=Col6a2 PE=1 V- Col6a2 | 20.7991] 3366536 28.73194 0] 2808855 [ 9362852 6 0.182039] 0.726531] 0337617474 1566538521 sp_Q0278[5P 0001966 0.998012 | CS pos: 25-26. Pr: 0.9682 002788 _|Col6a
P01831 Thy-1 membrane glycoprotein 05=Mus musculus OX=10090 GN=Thy1 PE=1 SV=1 - [THYL MOUSE] Thyl | 8831638 o 5159235 [ o [ 0[ 4236629 0] 0.196706 | 0.726531 [only in mock only in mock sp P0183]sP 0.000195] 0.999774CS pos: 19-20. Pr: 09782 PO1831_[Thy1
P55302 ssociated protein O5=Mus musculus OX=10090 GN=Lrpap1 PE=1 5V=1 - [AMRP_MOUSE] Lrpapl 04573708 4597305 [ ] [ o] 264747 0] 0.196706 | 0.726531 [only in mock only in mock s v@'sp 0000262 0.999727 | CS pos: 33-34. Pr: 0.9733 P55302_|Lrpap1
P58021 9 superfamily member 2 05=Mus musculus OX=10090 GN=Tmgsf2 PE=1 SV=1 - [TM952 MOUSE] Tmost2_| 39.20891] 38.49597 [ [ [ [ o] 224343 0] 0.196706 | 0.726531 [only in mock only in mock sp P5802]sP 0000283]_0.9997CS pos: 35-36. Pr: 09458 P58021_|Tm9si2
Q917W2___| GDP-fucose protein O-fucosvitransferase 1 05=Mus musculus OX=10090 GN=Pofutl PE=1 5V=1 - [OFUT1 MOUSEL Pofutl 0]59.99746 82.76558 [ [ [ 0] 4275555 0] 0.196706 | 0.726531 [only in mock only in mock sp Q91zv[sP 00003131 0.999657 | CS pos: 30-31. Pr: 0.9543 Q912W2 [Pofut
Q99KV1___| Dnal homolog subfamily B member 11 05=Mus musculus OX=10090 GN=Dnajb11 PE=15V=1 - [DJB11_MOUSE] Dnaibll 0 58:86919] 4105899 [ [ [ 0[30.19002 0] 0.196706 0.726531 [only in mock NN sp Q99KV]sP 00002191 0.999755 [ CS pos: 22-23. Pr: 09800 [Q99KV1_[Dnajb11
Q9DAUI __|Protein canopy homolog 3 05=Mus musculus OX=10090 GN=Cnpy3 PE=1 5V=1 - [CNPY3 MOUSEI Cnov3 0| 5862585 42.69468 [ ] [ 0[3031399 0] 0.196706 | 0.726531 [only in mock #NUML sp Q9DAL[sP 0.000551] 0.999411 [ CS pos: 37-38. Pr: 0.9180 [Q9DAU1 [Crov3
Q9DBVA4 | Matrix remodeling associated protein 8 OS=Mus musculus OX=10090 GN=Mxra PE=1 5V=1 - [MXRAS_MOUSE] Mxra8 | 6533051 0[38.08976 [ [ [ 0[3281505 0] 0.196706 0.726531 [only in mock ANUMT sp Q9DB\[sP 00002551 0.999713 [ CS pos: 22-23. Pr 08870 [Q9DBVA [Mixras
Q9QXX0___|Protein jagged-1 05=Mus musculus OX=10090 GN=Jag1 PE=1 5V=1 - [/AGL_MOUSEI Jag1 17.6225| 37.6514] 1660354 0] 8678543 17.16522| 23. 02[0726531] 0359553253 -1.475722633 [sp Q9QXX|P 0.000364] 0.999604 | CS pos: 30-31. Pr: 09715 [Q9QXX0 [Jag1
Q8CG85 | MAM domain-containing protein 2 05=Mus musculus OX=10090 GN=Mamdc2 PE=1 SV=1 - [MAMC2 MOUSE] Mamdc2 | 2588098 8413925 84.3524 0[14.71892[ 5654807 23.75566] 33.69713 [ 2933715 02[0726531] 0366651377 “1.447519135 | sp_Q8CG8[sP 0.000182|_0.99982CS pos: 1819, Pr: 09617 [QBCG85 |Mamdc2
Q05186 05=Mus musculus OX=10090 GN=Ren1 PE=1 5V=1 - [RCN1 MOUSEI Renl 1400132 472.63| 258.1835] 94.00955 | 76:34365 | 154.9004 1084179 | 168.6147] 4121272 02[0726531] 0373499765 -1.42082076 |s0_Q0518[5P 0000893 0.999063 | CS pos: 23-24. Pr: 0.7046 Q05186_|Ren1
QocPTa Myeloid-derived growth factor 05=Mus musculus OX=10090 GN=Mydgf PE=1 SV=1 - [MYDGF_MOUSE] Mydgf | 64.56842| 2917891 | 263 6285 | 48.04814] 24.10258 | 1606141 77.58827 | 123.8596 | 72.89248 02[0726531] 0375435627 1413362534 sp Q9CPT]sP 0.000221] 0999 2425 Pr:0.9736 [Q9CPT4_[Mydsf
P45878 Peptidyl-prolyl cis-trans isomerase FKBP2 OS=Mus musculus OX=10090 GN=Fkbp2 PE=1 SV=1 [FKBP2_MOUSE] Fkbp2 | 104.4798| 1953215 193 8813 72.36094 0] 119.4626 63.94118 52.03671| 60.17473 02[0726531] 0388556338 1363804301 [sp PA587{/5P 00001911 0.999796 | CS pos: 20-21. Pr: 0.9713 5878 | kb2
27773 Protein disulfide-isomerase A3 OS=Mus musculus OX=10090 GN=Pdia3 PE=1 5V=2 - [PDIA3_ MOUSE] Pdia3___| 870.4192| 2538.116] 2038.365| 607.6481 561.8955 | 948.6245 706.0561| 855868 2113124 02[0726531] 0388875928 1362618161 [sp P2777]sP 0.000289] 0.999677 [ CS pos: 24-25. Pr: 0.9654 7773 _|Pdia3
Q62059 | Versican core protein 05=Mus musculus OX=10090 GN=Vcan PE=1 5V=2 - [CSPG2 MOUSE] Vean 64.3218] 49.33313| 734866 0] 1853595 5560784 24.7146] 12.19319 2831413 02[0726531] 0396191004 1335731973 [sp_Q6205[5P 0.000271] 0.999689 [ CS pos: 20-21. Pr: 0.9692 062059 _|vean
Q91W90__|Thioredoxin domain-containing protein 5 05=Mus musculus OX=10090 GN=TxndcS PE=15V=2 - [TXND5_MOUSE] Tundcs | 2952129 845.2858| 805.946 | 228.4027] 203 8466 370597 267.6154] 306.8594 | 90.02582 02[ 0726531 041246808 1277645618 [sp Q91W{[sP 00668731 0.933089 [ CS pos: 33-34. Pr: 08805 [Q9TWS0 [Txndcs
Q97247 Peptidyl-prolyl cis-trans isomerase FKBP9 OS=Mus musculus OX=10090 GN: =1 5V=1- [FKBP9_MOUSE] Fkbp9 | 52.77845| 117.3565 | 127.3498 38.68997 | 23.49132  60.97092  99. 02[0726531] 0413978193 -1.272373321sp Q9z24|sP 0.000356]_0.99959CS pos: 29-30. Pr: 08399 (Q97247_|Fkbpo
QICXIS strocyte derived factor 05=Mus musculus O) lanf PE=1 SV=1 - [MANF_MOUSE] Manf 332.071 804.6422 | 798.5993 | 1817083 216.0359] 437.4987 278.4143] 270.9961| 1388362 02[0726531] 0431535761 1212447977 sp_Q90KIE[sP 00002641 0.999703 [ CS pos: 21-22. Pri 09714 (Q9CXI5_|Manf
Q9CQUO__|Thioredoxin domain-containing protein 12 05=Mus musculus OX=10090 GN=Txndc12 PE=1 5V=1 - [TXD12 MOUSEI Tndc12 | 423.2227]1053.979 992.0293 | 3038399 273.4309] 493.1915 356.8208 347.6664 | 119.0752 02[0726531] 0433520626 120582746 |sp_aocal[sp 0000276 0.999693 | CS pos: 24-25. Pr: 09795 Q9CQUO [Txnde12
P02469 Laminin subunit beta-1 05=Mus musculus OX=10090 GN=Lamb1 PE=1 5V=3 - [LAMB1 MOUSE] Lamb1 | 22.5762| 24.30831| 336488 o[ 1188017] 2394233 1194083 595605] 1197128 02[0726531] 0444815817 1168720006 sp_P0246¢[sP 0.0002] 0.999808CS pos: 21-22. Pr: 09749 P02469 | Lamb1
Q8BPG6 | Inactive C-alpha nerating enzyme 2 05=Mus musculus OX=10090 GN=Sumf2 PE=1 SV=2 - [SUMF2_MOUSEI Sumf2__| 30.88233| 89.2658| 1069535 23.26325| 27.9853] 5184191 34.36348 39.80852 | 1531979 02[0726531] 0453939738 1139427307 |sp_QBBPG|5P 0000268 0.999692 | CS pos: 33-34. Pr: 0.9603 [Q8BPG6 [sumf2
Q9CYAQ | Protein disulfide isomerase Creld2 OS=Mus musculus OX=10090 GN=Creld2 PE=1 5V=1 - [CREL2_ MOUSE] Creld2__| 29.02407] 56.31804 | 64.97345 | 21.84437| 183983 33.35054 24.53107| 18.7627| 7.82982 02[ 0726531 EY 9CYA[sP 0.000206] 0.999772[CS pos: 22-23. Pr: 09768 [Q9CYAO [Creld2
$24369 Peptidyl-prolyl cis-trans isomerase B 05=Mus musculus OX=10090 GN=Ppib PE=1 5V=2 - [PPIB_MOUSE] Poib 988.3377 | 2584.674 2577.755 | 827.0319 915.3428] 1310837 1017.737| 919.6545 257.6435 02[0726531] 0496395207 -1.010438908 [sp P2436¢sP 0.00086] _0.99911CS pos: 33-34. Pr: 0.9649 P24369_|Ppib.
P57759 reticulum resident protein 29 05=Mus musculus OX=10090 GN=Erp29 PE=1 5V=2 - [ERP29_MOUSE] Ep29 | 3010512 744.152( 758.2327] 250.0028 227.6297 | 437.0563 304.8963| 259.9845 | 114.9993 02[0726531] 0507192292 o P5775(sp 0.000293] 0.999698 | CS pos: 34-35. Pr: 0.9538 P57759 _|Erp29
Q6PSEA___|UDP- i 1.05=Mus musculus OX=10090 GN=Uggtl PE=15V=4 - [UGGGL MOUSEL Usgtl | 51.21384] 96.14816| 133,949 33.00448 3737515 77.74297 49.3742] 41.41879 24.66508 02] 0726531 0526544 -0.925374001 [sp_Q6PSE[SP 0.033371] 0.966601 | CS pos: 42-43. Pr: 08416 [Q6PSE4 | Ugatl
Q60847 | Collagen alpha-1{X) chain 05=Mus musculus O) Col12a1 | 48.06144] 82.54663 | 60.55725 | 14.82151 | 3080484 56.86934 34.16523] 17.45903 | 2122438 02[0726531] 0536162559 o Qs084[sP 0.000245] 0.999742 [ CS pos: 23-24. Pr: 0.9822 Q60847 [ col12a1
Q91XY4 Protocadherin gamma-Ad O Pedhgad_| 98.84216| 82.93173] 9154081 0] 71.18037| 8a.1649 5178176 7.964168 | 4531183 02[0726531] 0568375129 -0.81508467 |50 QOIXY|5P 0.010141] 0.989825 | CS pos: 27-28. Pr: 09436 Q91XY4_|Pedhgad
Q9cass Neudesin OS=Mus musculus OX=10090 Gl 1 - [NENF_MOUSE] Nenf 60.51977 | 98.25307] 153.1619 48.26652 [ 40.29208 [ 90.98975 59.84945 | 46.58567 27.26145 0.2[0.726531 9: -0.796871798[sp_Q9cad[sp 0.00042[ 0.999567 [ S pos: 30-31. Pr: 0.9689 Q9CQ45 [Nent
P37889 Fibulin-2 O 0090 Gf - [FBLN2_MOUSE] Fbin2 | 256.9437| 415.6827| 536.2828| 139.348] 1914157 378.8872 236.5503| 140.1028 | 125 9865 02[0726531] 0587017529 -0.76852451sp P3788{/5P 0.000195] 0.999767 | CS pos: 26-27. Pr: 09734 7889 _|Fbin2
P10493 Nidogen-1 05=M: lus OX=10090 GN=Nid1 PE=1 5V=2 - [NID1_MOUSE] Nidl | 90.73357| 2413728( 1950523 ] 48.49169 86.94622 182.0547 1058309 7715802 68.75492 02[0726531] 0602271341 0731514484 [sp_P10a97[sP 00002581 0.999715 [ CS pos: 28-29. Pr-0.9674 10493 _|Nid1
Q9D106 reticulum resident protein 44 05=Mus musculus OX=10090 GN=Erp44 PE=1 5V=1 - [ERP44_MOUSE] Erpdd | 1246791 243.3045] 224.7923] 111.0265 102.2698 | 146.8871 1200611 63 81918 23 64095 02[0726531] 0607621473 -0.71875524sp Q9DIC|sP 0.004858]_0.9951CS pos: 29-30. Pr: 09607 (Q9D106 [Erpds
Q9QXV0___|ProSAAS 0=Mus musculus OX=10090 GN=Pcskin PE=1 SV=2 - [PCSIN MOUSE] Peskin | 69.55807 | 68.13596| 84.76302 34.88415 | 68.15249 | 4132572 48.12078]_9.21658| 17.64441 02[0726531] 0648944845 K Q9axy[sp 0.002733] 0.997226 | CS pos: 33-34. Pr: 0.9535 9QXV0_[Peskin
Q8BHN3 | Neutral alpha-glucosidase AB 05=Mus musculus OX=10090 GN=Ganab PE=1 5V=1- [GANAB_MOUSEL Ganab__| 199.2685| 325.369] 311.2144 1633486 202.9603 185.0946 1838012 69.08158] 19.837: 02[0726531] 0659690458 -0.600138858 |sp_QBBHN|5P 04979811 0.502011 [ CS pos: 32:33. Pr: 04509 [Q8BHNS |Ganab
Q8ROF3 FormyIglycine-generating enzyme OS=Mus musculus OX=10090 GN=Sumf1 PE=1 5V=2 - [SUMFL MOUSE] Sumf1 08538215 1082428 [ 54.2776 1809253 57.05147] 31.33718] 0.353679] 0.764126 ~1.834836081 [sp_QBROF|sP 0000894 0.999088 [ CS pos: 31-32. Pr-09614 [Q8ROF3 [sumf1
Q8BLX7___| Collagen alpha-1(XVI) chain O5=Mus musculus OX=10090 GN=Col16al PE=1 5V=2 - [COGAL MOUSEL Coll6al | 11.77096 0] 1390192 0| 7679792 0.353679] 0.764126 029914018 -1.741106392 [sp Q8BLX|sP 00002031 0.999783 | CS pos: 21-22. Pr: 0.9774 [Q8BLX7_|Coli6al
Q90750 | Collagen alpha-3(V) chain OS=Mus musculus OX=10090 GN=Col4a3 PE=1 5V=2 - [CO4A3 MOUSE] Cola3 | 91.98444] 1223104 [ [ o[ 7211992 24.03997] 63.69439| 4163846 0353679 0764126 __ 0336539053 1571154167 sp_Q9Qzs]sP 0000191 0.999781 | CS pos: 28-29. Pr: 0.9751 Q90750 [Colaa3
Q7TPD3 homolog 2 05=Mus musculus OX=10090 GN=Robo? PE=1 5V=2 - [ROBO2 MOUSEL Robo2 | 18.42642| 26.72803| 28.55123] 9.381879 9.381879 | 2814564 1563647 5396799 10.83326] 0.375825] 0.764126| 0636442013 -0.651899022 [sp_QTPD|SP 0000216 0.999765 | CS pos: 21-22. Pr: 0.9809 Q7TPD3 [Robo2
QoEQH2 reticulum 1 05=Mus musculus OX=10090 GN=Erap1 PE=1 V=2 - [ERAP1_MOUSE] Erapl | 2891323 9051641 | 88.96326 38.56395 35.2286 24.59752] 3512684 213672 04]0764126] 0354102989 ~1.497759072sp_Q9EQH|sP 00002271 0.999746 | CS pos: 20-21. Pr: 09782 |Q9EQH? [Erap1
QOERE7 LRP chaperone MESD O GN=Mesd PE=1 5V=1 - [MESD_MOUSEI Mesd | 9868197 217.9865| 250.797] 108.2924 o[ 1157624 74.68491] 80.05109 | 64.78678 04]076a126] 0394834157 1340681291 [sp QOERE[SP 0.00024] 0.99976 |5 pos: 29-30. Pr: 09708 Q9ERE7 |Mesd
P97797 Tyrosine-protein phosphatase non-receptor type substrate 1 05=Mus musculus OX=10090 GN=Sirpa PE=1 5V=2 - [SHPS1_MOUSE] Sipa___| 80.03718] 48.41422 4831147 29.83699 62.92469 04]0764126] 0524780345 ~0.930214409sp P97797[sP 0.000265]_0.99974CS pos: 31-32. Pr: 09581 PS7797_|sirpa
035608 | Angiopoetin-2 05=Mus musculus OX=10090 GN=Angpt2 PE=2 SV=2 - [ANGP2_MOUSEI Angot2_| 8140358 51.90509| 89.74814| 536573 0] 73.46552 . 04]076a126] 0569912324 -0.811188103 [sp 03560]5P 00010581 0.998916 [ CS pos: 18-19. Pr: 04925 035608_| Angpt2
E9PVD3 Protocadherin-16 OS=Mus musculus OX=10090 GN=Dchs] PE1 5V=1 - [PCD16_MOUSE] Dechsl__| 25.20792 58.56988| 57.89901 0] 3353251 5450481 29.34577 19.07082  27.49255 04]0764126] 062139539 ~0.686416538sp E9PVD]sP 0.000265] 0.999686 | CS pos: 36-37. Pr: 0.9727 E9PVD3_|Dchs1
20060 beta 05=Mus musculus OX=10090 GN=Hexb PE=1 V=2 - [HEXB_MOUSEL Hexb | 93.32142| 117.3663] 114.0915| 86.43993| 116.9373 [ 67.79239] 13.04018 6065788 04]076a126] 0626201324 -0.675301536 [ sp_P2006(/5P 0325598 0.674389 [ CS pos: 28-29. Pr: 06229 20060 _|Hexb
[A6H584 | Collagen alpha-5(Vi) chain 05=Mus musculus OX=10090 GN=Col6a5 PE=1 5V=4 - [CO6AS_MOUSE] Colas 0[146.4486 o [ [ [ o] 8as521 0] 0.504985 | 0.764126 [ only in mock only in mock sp A6HS|SP 0.00023] 0.999741CS pos: 18-19. Pr 09807 [AGH584_|Col6as
008689 | Growth/differentiation factor 8 05=Mus musculus OX=10090 GN=Mstn PE=15V=1- [GDF8 MOUSEI Mstn o[ 26562145 [ [ [ [ o 153699 0] 0504985 0.764126 [only in mock only in mock sp 00868]sP 0.00037] 0.999602 | C5 pos: 19-20. Pr: 0.9593 008689 _|Mistn
035136 Neural cell adhesion molecule 2 OS=Mus musculus OX=10090 GN=Ncam2 PE=1 SV=1 - [NCAM2_MOUSE] Neam2 | 74.78287 o [ [ [ [ o[ 4317591 0] 0.504985 0764126 only in mock only in mock sp 03513sP 0.000285] 0.999688 [ CS pos: 19-20. Pr: 09719 035136 _|Ncam2.
088322 Nidogen-2 05=Mus musculus OX=10090 GN=Nid2 PE=1 5V=2 - [NID2_MOUSE] Nid2 07638108 ] [ ] ] 0] 44.09864 0] 0.504985 0.764126 [only in mock only in mock sp 08832s5P 0.00033]0.99963 |5 pos: 30-31. Pr: 09744 088322 |Nid2
P12265 OS=Mus musculus OX=10090 GN=Gusb PE=1 V=2 - [BGLR_MOUSE] Gusb | 5.042151 [ [ [ [ [ o[ 2911087 0] 0.504985 0764126 only in mock only in mock sp P1226]sP 0000335 0.999632 [ CS pos: 22-23. Pr: 09557 P12265_|Gush
P48759 Pentraxin-related protein PTX3 OS=Mus musculus O 3 PE1 5V=2 - [PTX3 MOUSEL [E] 0[14.73203 [ [ [ [ 0] 8505543 0] 0504985 0.764126 [only in mock only in mock sp Pag75]sp 0.000203] 0.999767 | CS pos: 17-18. Pr: 09816 P48759_|Pta3
P54320 Elastin 05=Mus musculus OX=10090 GN=EIn PE=1 SV=2 - [ELN_MOUSE] Ein 66.46141 [ [ [ [ [ o[ 3837151 0] 0.504985 0764126 only in mock only in mock sp Psaz2(sp 0.00026 0.999722 | CS pos: 27-28. Pr: 09784 P54320 _|Ein
97300 05=Mus musculus OX=10090 GN=Nptn PE=1 5V=3 - NPTN_MOUSEI Notn ) o[ aa26179 [ ] ] 0] 2555456 0] 0504985 0.764126 [only in mock only in mock sp P9730(sP 0000226 0.999757 | CS pos: 28-29. Pr: 09679 PO7300_|Notn
P97333 Neuropilin-1 05=Mus musculus OX=10090 GN=Nrp1 PE=1 SV=2 - [NRP1 MOUSE] NrpL o[ 2381024 [ [ [ [ o[ 1374685 0] 0.504985 | 0.764126 | only in mock only in mock sp P9733]sP 0.000195] 0.999779 [ CS pos: 21-22. Pr: 08657 P97333 |Nrpl
97927 Laminin subunit alpha-4 O5=Mus musculus OX=10090 GN=Lamad PE=1 5V=2 - [LAMA4_MOUSE] Lamad. 0] 8.092601 [ [ [ [ 0] 4672265 0] 0.504985] 0.764126 [only in mock only in mock sp P9792][sP 0.000188] 0.999776 | CS pos: 24-25. Pr: 0.9857 P97927 _|lamad
Q03350 05=Mus musculus OX=10090 GN=Thbs2 PE=1 V=2 - [T5P2_MOUSE] Thbs2 | 43.60901 [ [ [ [ [ o[ 2517767 0] 0.504985 | 0.764126 [only in mock only in mock sp Q0335sP 0000266 0.999726 [ CS pos: 18-19. Pr: 09710 (Q03350_[Thbs2
Q61112 |45 kDa calcium-binding protein 05=Mus musculus OX=10090 G SV=1- [CAB45 MOUSEI sdfa 05107679 ] [ ] ] o] 294892 0] 0.504985] 0.764126 [only in mock only in mock sp Q6111s5P 0014069 0.985893 | CS pos: 35-36. Pr: 09277 Q61112_[sdfa
Q807A4___|Fibrocystin-L O5=M: lus OX=10090 GN=Pkhd1[1 PE=1 SV=1 - [PKHLL_MOUSE] Pkhd1I1 0[ 1894932 [ [ [ [ 0[ 1094039 0] 0.504985 | 0.764126 | only in mock only in mock sp_QB0zA[sP 0.000438] 0.999518CS pos: 20-21. Pr: 09767 (Q80ZA4_[Pkhd1iL
Q8BHC9 | Alpha-(1.3)-fucosyltransferase 11 05-Mus musculus OX=10090 GN=FutL1 PE=1 5V=1- [FUT11_MOUSEI Futll 02734499 [ [ [ [ o[ 1578764 0] 0.504985] 0.764126 [only in mock only in mock sp Q8BHC[sP 0.001611] 0.998377 | CS pos: 18-19. Pr: 07317 [Q8BHCS [Futi1
QsBI8s Transport and Golgi organization protein 1 homolog OS=Mus musculus OX=10090 GN=Mia3 PE=1 5V=2 - [TG01 MOUSE] Mia3 o[ 1677583 [ [ [ [ 0] 9685532 0] 0.504985 | 0.764126 [only in mock only in mock sp_agBis[sp 00002141 0.999743 [ CS pos: 22-23. Pr: 09879 Q88134 _[Mia3
QBKAG1___|Latent- growth factor beta-binding protein 4 05=Mus musculus OX=10090 GN=Ltbpd PE=1 5V=2 - [LTBP4_MOUSEL Ltbpd 0] 9.416689 [ [ [ [ 05436728 0] 0504985 0.764126 [only in mock only in mock sp QBKag[s 0000352 0.999626 | CS pos: 24-25. Pr: 09775 [Q8KAGT [Ltbpa
Q9EPUS [ Tumor necrosis factor receptor superfamily member 21 0S=Mus musculus OX=10090 GN=Tnfrsf21 PE=1 5V=2  [TNR21 MOUSE] Tnfrsf21_| 3598957 [ [ [ [ [ 0[20.77859 0] 0.504985 | 0.764126 [ only in mock NN sp_QoEPU[SP 0052231] 0.947762 | CS pos: 41-42. Pr: 08843 [Q9EPUS [Tnfrsf21
Q9R045___|Angiopoetin-related protein 2 05=Mus musculus OX=10090 GN=Angpt2 PE=2 5V=2 - [ANGL2 MOUSEL Angotl2_| 2453741 [ [ ] [ [ 01416668 0] 0.504985 0.764126 [only in mock #NUML sp_QOR04sP 0.000323] 0.999663 | CS pos: 19-20. Pr: 09761 [Q9R045_[Angpti2
29699 Alpha-2-HS-glycoprotein OS=Mus musculus O hsg PE=1 SV=1 - [FETUA_MOUSE] Ahsg___| 2550961 o[ 1613.683] 1282.773| 325946 [ 536.2396]_1290.34 | 666.7414] 0506555 0.764126 038628 1372281111 [sp P2969sP 0.000261] 0.999718]CS pos: 1819, Pr: 08712 P29699 | Ahsg
Q99U6 Glutathione peroxidase 7 05=Mus musculus OX=10090 GN=Gpx7 PE=1 V=1 [GPX7_MOUSEI Gox7 35.7493 | 107.2479 ] o] 705948 235316 54.60796 | 40.75793 0642835 0.838406 049367959 1018353092 [sp_Q99UE]SP 0.000464] 0.999505 [ CS pos: 18-19. Pr: 0.9610 Q99LJ6_[Gpx7
Q99185 Neuronal pentraxin receptor O5=Mus musculus OX=10090 GN=Nptxr PE=1 SV=1 - [NPTXR_MOUSE] Nptxr | 5262491 107.7491] 1051239 o[ 5213641 108765 53.63379 3109586 | 5439794 0.7] 0838406 0606036141 ~0.722524263[sp_Q9918¢[sP 0.161458]_0.83851]CS pos: 35-36. Pr:0.7216 (099085 _[Nptr
Q970M3 | Cadherin-20 05=Mus musculus OX=10090 GN=Cdh20 PE=2 5V=1 - [CAD20_MOUSEI Coh20 | 50.43084 | 36.82021 62.12154 0]32.79022] 64.19808] & 32 0.7]0.838406 06492654 -0.623119766 |sp_Q9ZON|sP 0.090972] 0.908987 | CS pos: 34-35. Pr: 08468 Q9Z0M3 [cdh20
QBR180___|EROLTike protein alpha 05=Mus musculus OX=10090 GN=Erola PE=1 5V=2 - [ERO1A MOUSE] Erola 0[27.05151[ 3214129 ] 7.689592 | 11.67487| 19.8507 13.07172| 17.27596] 6199721 0.7] 0838406 0662498787 ~0.594010282 sp Q8R18[SP 0.000207] 0.999802 [ CS pos: 23-24. Pr-0.9814 [Q8R180_[Erola
Q99P91 Elycoprotein NMB OS=Mus musculus OX=10090 GN=Gpnmb PE=1 5V=2 - [GPNMB_MOUSEI Gonmb_| 84.82513] 2461114 0| 14.5884] 4739403 20,6081 43.64007 | 24.27353| 0.824778| 0977734 0.566379267 -0.82015964 |5 Q99P9[5P 0.000281] 0.999705 | CS pos: 21-22. Pr: 09562 99P91_| Gpnmb
Q8BHT6 __[Betal, OS=Mus musculus OX=10090 GN=B3glct PE=1 V=3 - [B3GLT_MOUSE] B3glct o o| 328078 [ of 113737 3.791233] 1894159 65666 1 1| 0346676685 1528337281 sp_Q8BHT|SP 00877531 0.912222[CS pos: 17-18. Pr: 08741 [Q8BHT6 [B3gict
P18572 Basigin 05=Mus musculus OX=10090 GN=Bsg PE=1 5V=2 - [BASI MOUSEL Bsg 0] 47.74063 [ o] 207558 6918599 27.56307 | 11.98337 1 1| oa3a761703 1201703231 5p P1857.[5P 00002431 0.999722 [ CS pos: 21-22. Pr:0.9470 P18572_|Bse
PO8121 Collagen alpha-1(1l chain 05=Mus musculus OX=10090 GN=Col3al PE=1 5V=4 - [CO3A1 MOUSE] Col3a1 0[37.19169 [ [ 0[2336047 7.786823| 21.47263 | 13.48717 1 1 062811001 ~0.6709108; P0812]5P 0.000269] 0.999701 | CS pos: 23-24. Pr 09777 P08121_|Col3al
035988 | Syndecan-4 05=Mus musculus OX=10090 GN=5dc4 PE=1 SV=1 - [SDC4 MOUSEI Sdcd 0] 80.47707| 78.96839 0 0] 1029627 | 53.14849] 34.32089 | 46.03412 59.44553 1 1| osas754827 -0.630941572sp 03598[5P 0000218 0.999736 CS pos: 23-24. Pr: 0.9807 035988 |sdcd



