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Supplementary FIG 2 Genetic structure of p2SAAt401 compared to pSSA3-1 and pRCH52-1.
Filled arrows indicate the orientation and extent of genes. Resistance genes are coloured red, and the
filled box coloured green indicate ISAtol. Black arrows are putative replication initiation genes and

toxin/anti toxin genes are yellow. Vertical black lines indicate pdif sites. Scale bar is shown.



