
TF              H89512    transferrin 
TF              H69531    transferrin 
DJ37E16.5       AA400021  hypothetical protein dJ37E16.5 
CKMT1           H43515    creatine kinase, mitochondrial 1 ubiquitous 
NFIA            AA022462  nuclear factor I/A 
A2BP1           R88534    ataxin 2-binding protein 1 
                AA079342  ESTs
CHL1            H15266    cell adhesion molecule with homology to L1CAM close homolog of L1 
LOC94105        AI346653  Thy-1 co-transcribed 
PTPNS1          AI369331  protein tyrosine phosphatase, non-receptor type substrate 1 

   
EFA6R           AA416817  ADP-ribosylation factor guanine nucleotide factor 6 
DKFZp761K1423   AA460826  hypothetical protein DKFZp761K1423 
GPRC5B          W32884    G protein-coupled receptor, family C, group 5, member B 
                R60924    ESTs 
na              N69521    hypothetical gene LOC136015 
GAD1            AA018457  glutamate decarboxylase 1 brain, 67kDa 
SCG2            H27864    secretogranin II chromogranin C 
ENC1            H72122    ectodermal-neural cortex with BTB-like domain 
ENC1            AA100036  ectodermal-neural cortex with BTB-like domain 
PLP1            R45264    proteolipid protein 1 Pelizaeus-Merzbacher disease
SOX10           AA976578  SRY sex determining region Y-box 10 
FABP7           W72051    fatty acid binding protein 7, brain 
FABP7           AA436624  fatty acid binding protein 7, brain 
RTN3            AA430035  reticulon 3  
RTN3            AA056089  reticulon 3 
                R24572    ESTs. 
EB-1            AA975497  E2a-Pbx1-associated protein 
                AA775980  ESTs 
                R15441    ESTs
                AI421603  ESTs
                AA778998  ESTs  
SGNE1           AA670429  secretory granule, neuroendocrine protein 1 7B2 protein 
BEX1            W60581    brain expressed, X-linked 1 
                AA863471  ESTs 
JPHL1           AA495917  junctophilin like 1 
SYT4            AI339352  synaptotagmin IV   
SLC4A10         AA629334  solute carrier family 4, sodium bicarbonate transporter-like, member 10 
                AA953914  ESTs  
DNCI1           H05091    dynein, cytoplasmic, intermediate polypeptide 1 
na              H17037    similar to agCP15329 
DEFCAP          AA961383  death effector filament-forming Ced-4-like apoptosis protein 
STXBP1          AI190312  syntaxin binding protein 1 
na              AA398289  LOC92710 
                AA996338  ESTs 
                H41327    ESTs 
KIAA0773        H41255    KIAA0773 gene product 
FAIM2           R26621    Fas apoptotic inhibitory molecule 2 
NTRK2           AA708686  neurotrophic tyrosine kinase, receptor, type 2 
                W86876    ESTs 
PCDH9           N63057    protocadherin 9 
SYNPR           H98620    synaptoporin 
WDR7            AA677076  WD repeat domain 7 
SNCA            AA455067  synuclein, alpha non A4 component of amyloid precursor 
KIAA0322        R87212    HECT type E3 ubiquitin ligase 
KIF5C           N66104    kinesin family member 5C 
GABRA1          AA776176  gamma-aminobutyric acid GABA A receptor, alpha 1 
CAMK2A          R37590    calcium/calmodulin-dependent protein kinase CaM kinase II alpha 
CCK             N30191    cholecystokinin 
PPP1R3F         AA455879  protein phosphatase 1, regulatory inhibitor subunit 3F 
TIAM2           AA400155  T-cell lymphoma invasion and metastasis 2 
                AA421473  ESTs  
PAK1            AA173411  p21/Cdc42/Rac1-activated kinase 1 STE20 homolog, yeast 
PAK1            R15832    p21/Cdc42/Rac1-activated kinase 1 STE20 homolog, yeast 
na              H20809    hypothetical gene supported by AK090859 
DKFZP761N09121  R60014    hypothetical protein DKFZp761N09121 
                R74171    ESTs 
na              H14810    hypothetical gene supported by AK057191; AL117536 
                AA417567  ESTs
                R37938    ESTs 
ADCY2           N45141    adenylate cyclase 2 brain 
ARK5            N64374    KIAA0537 gene product 
                AA169230  
MAPT            AA199716  microtubule-associated protein tau 
LOC221143       N92873    hypothetical protein LOC221143 
                W72116    ESTs  
PPFIA2          H08850    protein tyrosine phosphatase, receptor type, f polypeptide PTPRF, interacting protein liprin, alpha 2 
AMPH            H08504    amphiphysin Stiff-Man syndrome with breast cancer 128kDa autoantigen 
VGCNL1          N49852    voltage gated channel like 1 
EB-1            N59835    E2a-Pbx1-associated protein 
BAI3            H17397    brain-specific angiogenesis inhibitor 3 
C14orf59        AA011099  chromosome 14 open reading frame 59 
LOC57795        H50505    hypothetical protein from clone 24828 
CSPG3           AI000557  chondroitin sulfate proteoglycan 3 neurocan 
GNG3            AA666089  guanine nucleotide binding protein G protein, gamma 3 
                R18894    ESTs  
SLC17A7         AA702627  solute carrier family 17 sodium-dependent inorganic phosphate cotransporter, member 7 
SYT4            H23524    synaptotagmin IV 
                H09825    ESTs 
STXBP1          AA706290  syntaxin binding protein 1 
KIAA0455        H19033    KIAA0455 gene product 
                N56960  
PPP2R2C         AA733098  protein phosphatase 2 formerly 2A, regulatory subunit B PR 52, gamma isoform 
                AA778985  ESTs 
                H17484    ESTs 
GRIA2           H28734    glutamate receptor, ionotropic, AMPA 2 
MGC26690        R52705    hypothetical protein MGC26690 
KNS2            H27867    kinesin 2 60/70kDa 
FAIM2           R38179    Fas apoptotic inhibitory molecule 2 
NEF3            AA400328  neurofilament 3 150kDa medium 
NRXN1           H18927    neurexin 1 
                AA885845  ESTs
                H19026    ESTs
TSLL2           AA987263  TSLC1-like 2 
                N50742    ESTs
                H41813    ESTs 
SCAMP5          AA663609  secretory carrier membrane protein 5 
SNN             AA663592  stannin  
ATP6V1B2        AA877194  ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B, isoform 2 
NDFIP2          AA449330  Nedd4 family interacting protein 2 
NDFIP2          AA666051  Nedd4 family interacting protein 2 
LRRTM2          AA701081  leucine-rich repeat transmembrane neuronal 2 protein 
ATP1A3          AA775957  ATPase, Na+/K+ transporting, alpha 3 polypeptide 
DCAMKL1         N34513    doublecortin and CaM kinase-like 1 
VSNL1           H65065    visinin-like 1 
STMN3           AA994305  stathmin-like 3 
na              R51255    hypothetical gene supported by AK094523 
SNAP91          AA421284  synaptosomal-associated protein, 91kDa homolog mouse 
SH3GL2          R12817    SH3-domain GRB2-like 2 
SULT4A1         H10341    sulfotransferase family 4A, member 1 
NPTX1           H22445    neuronal pentraxin I 
DIRAS2          H18832    DIRAS family, GTP-binding RAS-like 2 
MOBP            H23197    myelin-associated oligodendrocyte basic protein 
LOC285281       N52186    hypothetical protein LOC285281 
ASTN            AA666098  astrotactin 
KIAA1796        AA634475  KIAA1796 protein 
KIAA0534        AI523727  KIAA0534 protein 
KIAA0820        AI631139  KIAA0820 protein 
na              N64753    hypothetical gene supported by AL832586; AK055278; AK098054 
KCNA2           H05626    potassium voltage-gated channel, shaker-related subfamily, member 2 
BSN             AI885314  bassoon presynaptic cytomatrix protein 
                N48348    ESTs 
SOX2OT          AI056507  SOX2 overlapping transcript 
BRUNOL4         AA700935  bruno-like 4, RNA binding protein Drosophila 
KIAA1944        R17712    KIAA1944 protein 
                N81049    ESTs 
ADRA1B          AI566163  adrenergic, alpha-1B-, receptor 
NP25            W48780    neuronal protein 
SYN2            AI479842  synapsin II 
RGS4            AA007419  regulator of G-protein signalling 4 
RGS4            T74284    regulator of G-protein signalling 4 
DNAJC6          AA455940  DnaJ Hsp40 homolog, subfamily C, member 6 
MAP1A           AI417350  microtubule-associated protein 1A 
RGS4            AW025816  regulator of G-protein signalling 4 
                R40373    ESTs  
                R12752    ESTs 
MGC33974        H51122    hypothetical protein MGC33974 
RPH3A           R18083    likely ortholog of mouse rabphilin 3A 
BSN             H18305    bassoon presynaptic cytomatrix protein 
BRUNOL4         AA669357  bruno-like 4, RNA binding protein Drosophila 
                N67972    ESTs 
HPCAL4          N47954    hippocalcin like 4 
                N62735    ESTs
BAALC           H28986    brain and acute leukemia, cytoplasmic 
BAALC           H29250    brain and acute leukemia, cytoplasmic 
BAALC           AA487577  brain and acute leukemia, cytoplasmic 
FLJ33996        H48165    hypothetical protein FLJ33996 
RIMS3           H41394    regulating synaptic membrane exocytosis 3    
DKFZp547D155    H09966    hypothetical protein DKFZp547D155 
CAMK2A          AI589790  calcium/calmodulin-dependent protein kinase CaM kinase II alpha  
na              AA460729  LOC219319 
                H20128  
SCN3B           AA134823  sodium channel, voltage-gated, type III, beta  
CLIPR-59        AA488178  CLIP-170-related protein 
MOG             AI564864  myelin oligodendrocyte glycoprotein 
BCAN            R20427    chondroitin sulfate proteoglycan BEHAB/brevican   
INA             AA447618  internexin neuronal intermediate filament protein, alpha 
GAP43           H05445    growth associated protein 43 
SCN2A2          AI796228  sodium channel, voltage-gated, type II, alpha 2 
                N63114    ESTs  
                H99694    ESTs    
                N64407    ESTs  
GABRA5          AI807646  gamma-aminobutyric acid GABA A receptor, alpha 5 
HMP19           AA457267  HMP19 protein 
CHN1            R53364    chimerin chimaerin 1 
CHN1            AA598668  chimerin chimaerin 1 
PRKCE           H23225    protein kinase C, epsilon 
PRKCE           AA194068  protein kinase C, epsilon 
CAMTA1          R16367    calmodulin binding transcription activator 1 
                N51002    ESTs 
                AA426010  ESTs  
GPM6B           AA284329  glycoprotein M6B 
GPM6B           R21466    glycoprotein M6B 
GPM6B           N59368    glycoprotein M6B 
                AA455058  ESTs 
p25             AA133959  brain-specific protein p25 alpha 
DTNA            H09172    dystrobrevin, alpha 
SORT1           AA017125  sortilin 1 
EFCBP1          N51496    EF hand calcium binding protein 1 
KIAA0280        H16505    KIAA0280 protein 
                AA019225  ESTs 
NAPB            R55798    N-ethylmaleimide-sensitive factor attachment protein, beta 
KIF1B           AA417247  kinesin family member 1B 
FLJ13052        AA486823  NAD kinase 
NMNAT2          R38865    nicotinamide nucleotide adenylyltransferase 2 
SNURF-SNRPN     W90381    hypothetical protein LOC145622 
SEZ6L           H29013    seizure related 6 homolog mouse-like 
DKFZp434H1419   AA032198  hypothetical protein DKFZp434H1419 
OLFM1           H23123    olfactomedin 1 
ALDOC           AI951114  aldolase C, fructose-bisphosphate 
KIF3C           AA446908  kinesin family member 3C 
STXBP1          AA864978  syntaxin binding protein 1 
STXBP1          AA702799  syntaxin binding protein 1 
ARHGEF9         AA447709  Cdc42 guanine nucleotide exchange factor GEF 9 
JPH2            AI452900  junctophilin 2 
PLEKHB1         AA702335  pleckstrin homology domain containing, family B evectins member 1 
PLEKHB1         AA412417  pleckstrin homology domain containing, family B evectins member 1 
Ells1           N35592    hypothetical protein Ells1 
ENO2            AA450123  enolase 2, gamma, neuronal 
ENO2            AI969131  enolase 2, gamma, neuronal 
ATP2B1          N75064    ATPase, Ca++ transporting, plasma membrane 1 
na              R17180    LOC151521 
NELL2           H45300    NEL-like 2 chicken 
NEFL            AI266718  neurofilament, light polypeptide 68kDa 
NEFL            AA776041  neurofilament, light polypeptide 68kDa 
OLFM1           AI656802  olfactomedin 1 
SYP             AI360356  synaptophysin 
GAD2            N34329    glutamate decarboxylase 2 pancreatic islets and brain, 65kDa 
ABCC8           AA938399  ATP-binding cassette, sub-family C CFTR/MRP, member 8 
B3GAT1          N64656    beta-1,3-glucuronyltransferase 1 glucuronosyltransferase P 
APLP1           N62866    amyloid beta A4 precursor-like protein 1 
AP3B2           H11603    adaptor-related protein complex 3, beta 2 subunit 
NUCB1           AA452535  nucleobindin 1 
PNMA2           AA666234  paraneoplastic antigen MA2 
DOCK3           R53332    dedicator of cyto-kinesis 3 
NEFL            R14230    neurofilament, light polypeptide 68kDa 
GFAP            AA069414  glial fibrillary acidic protein 
CROC4           AI656811  transcriptional activator of the c-fos promoter 
KIAA1872        AA670368  KIAA1872 protein 
STMN4           AA776882  stathmin-like 4 
HUCEP11         AA677167  cerebral protein 11 
na              AA458969  hypothetical gene supported by AK055102 
ZIC2            R61372    Zic family member 2 odd-paired homolog, Drosophila 
CELSR2          H39187    cadherin, EGF LAG seven-pass G-type receptor 2 flamingo homolog, Drosophila 
SLC26A10        AI568450  solute carrier family 26, member 10 
DNM1            AA496334  dynamin 1 
                N62487    ESTs 2  
CAMTA1          AA757826  calmodulin binding transcription activator 1 
DKFZp547D2210   N32102    hypothetical protein DKFZp547D2210 
KIAA0773        AA535784  KIAA0773 gene product 
MGC45428        AA452140  hypothetical protein MGC45428 
TBR1            H10054    T-box, brain, 1 
NCDN            N35489    neurochondrin 
37867           AA666390  septin 3 
PPP1R14C        AA670373  protein phosphatase 1, regulatory inhibitor subunit 14C 
SDK1            R60712    sidekick homolog 1 chicken 
                AA626784  ESTs 
                AA885838  ESTs 
DNM1            AW005761  dynamin 1 
C9orf25         N79081    chromosome 9 open reading frame 25 
FLJ22672        AA772799  hypothetical protein FLJ22672 
MGC8407         H51569    hypothetical protein MGC8407 
                H23267    MRNA for 5'UTR for unknown protein clone ICRFp507O0882. 
                N49273    ESTs
SNPH            AA872045  syntaphilin 
FBXO7           AI458596  F-box only protein 7 
MYT1L           R56092    myelin transcription factor 1-like 
na              H28971    LOC150271 
TUBB5           N74524    tubulin, beta, 5 
                R13523    ESTs 
MOBP            AA621034  myelin-associated oligodendrocyte basic protein 
DPP10           N51830    dipeptidylpeptidase 10 
RIMS1           AA988785  regulating synaptic membrane exocytosis 1 
RGS7            H23046    regulator of G-protein signalling 7 
SCG3            AA634158  secretogranin III      
APBA2           R55789    amyloid beta A4 precursor protein-binding, family A, member 2 X11-like 
                R13406    ESTs
ELAVL4          AI458073  ELAV embryonic lethal, abnormal vision, Drosophila-like 4 Hu antigen D 
                N62113    ESTs
PNUTL2          T64878    peanut-like 2 Drosophila 
IL15            AI860008  interleukin 15 
CTNND2          H04985    catenin cadherin-associated protein, delta 2 neural plakophilin-related arm-repeat protein 
PCDH9           AI523637  protocadherin 9 
na              H28983    hypothetical gene supported by AL832586; AK055278; AK098054 
                R15891    ESTs  
ATP9B           R51300    ATPase, Class II, type 9B 
                N69781    ESTs  
                N51889    ESTs
STMN2           AI650713  stathmin-like 2 
APBB1           H28119    amyloid beta A4 precursor protein-binding, family B, member 1 Fe65 
                AA410454  ESTs 
ELAVL4          AA102787  ELAV embryonic lethal, abnormal vision, Drosophila-like 4 Hu antigen D 
MBP             H17080    myelin basic protein 
SYT11           AA429657  synaptotagmin XI 
FEZ1            H20758    fasciculation and elongation protein zeta 1 zygin I 
TM6SF2          W63783    transmembrane 6 superfamily member 2 
CACNA1A         AI379370  calcium channel, voltage-dependent, P/Q type, alpha 1A subunit 
CORO2B          N92783    coronin, actin binding protein, 2B 
FLJ37266        AA773187  hypothetical protein FLJ37266 
EB-1            AI207754  E2a-Pbx1-associated protein 
DBCCR1          R17356    deleted in bladder cancer chromosome region candidate 1 
                AA906990  ESTs  
KIAA1900        N40195    KIAA1900 protein 
LOC284214       R38876    hypothetical protein LOC284214 
DKFZp547C176    AA450352  hypothetical protein DKFZp547C176 
SYT1            AI797511  synaptotagmin I 
NRXN1           R20413    neurexin 1 
TRIM9           R24342    tripartite motif-containing 9 
                H16079    ESTs
TTYH2           AA434395  tweety homolog 2 Drosophila 
                AA773037  ESTs 
GABRB3          R15880    gamma-aminobutyric acid GABA A receptor, beta 3 
GABRB3          R17962    gamma-aminobutyric acid GABA A receptor, beta 3 
RIMS2           R25533    regulating synaptic membrane exocytosis 2 
OLIG2           R13798    oligodendrocyte lineage transcription factor 2 
PSK-1           AA426408  type I transmembrane receptor seizure-related protein 
PTPRN2          AA464590  protein tyrosine phosphatase, receptor type, N polypeptide 2 
C14orf132       H21039    chromosome 14 open reading frame 132 
                AA416745  ESTs  
DKFZp761D112    AI338622  hypothetical protein DKFZp761D112 
NAP1L3          AA463250  nucleosome assembly protein 1-like 3 
na              H29268    LOC151283 
GMPPB           AA644221  GDP-mannose pyrophosphorylase B 
CNTNAP1         H18963    contactin associated protein 1 
ProSAPiP1       AA233070  ProSAPiP1 protein 
ATP1B2          H14808    ATPase, Na+/K+ transporting, beta 2 polypeptide 
MT3             AI362950  metallothionein 3 growth inhibitory factor neurotrophic 
                R16235    ESts 
WASF1           N59851    WAS protein family, member 1 
ARNT2           AA019748  aryl-hydrocarbon receptor nuclear translocator 2 
SLC1A3          AA453742  solute carrier family 1 glial high affinity glutamate transporter, member 3 
MAPRE2          R28608    microtubule-associated protein, RP/EB family, member 2 
CALM1           R76277    calmodulin 1 phosphorylase kinase, delta    
YWHAH           N69107    tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, eta polypeptide 
CD83            AA083671  CD83 antigen activated B lymphocytes, immunoglobulin superfamily 
TM4SF2          N93505    transmembrane 4 superfamily member 2 
YWHAG           AA432085  tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, gamma polypeptide 
ENO2            AI083527  enolase 2, gamma, neuronal 
S100B           AA424045  S100 calcium binding protein, beta neural 
Ells1           W85808    hypothetical protein Ells1 
SLC6A1          W15241    solute carrier family 6 neurotransmitter transporter, GABA, member 1 
                N51584    ESTs 
FLJ10781        AA939088  hypothetical protein FLJ10781 
DRLM            H11519    down-regulated in liver malignancy 
VMP             R38624    vesicular membrane protein p24 
CA10            H15418    carbonic anhydrase X 
                R15911    ESTs
                N70072  
NRN1            R66101    neuritin 1 
KIAA1917        AA452113  KIAA1917 protein 
                AA971498  ESTs
TMEFF1          N40940    transmembrane protein with EGF-like and two follistatin-like domains 1 
ADAM23          N90403    a disintegrin and metalloproteinase domain 23 
L1CAM           AI671234  L1 cell adhesion molecule 
KCNJ10          H15365    potassium inwardly-rectifying channel, subfamily J, member 10 
DBCCR1          H10958    deleted in bladder cancer chromosome region candidate 1 
                AA011040  ESTs 
LHX2            AA018276  LIM homeobox protein 2 
                R24848    ESTs  
PPP1R16B        AI279830  protein phosphatase 1, regulatory inhibitor subunit 16B 
KIAA0561        H54286    KIAA0561 protein 
CEPT1           T91637    choline/ethanolaminephosphotransferase 
                AI820572  ESTs
ELMO1           H17121    engulfment and cell motility 1 ced-12 homolog, C. elegans 
DDA3            N48162    differential display and activated by p53 
FOXG1C          R19033    forkhead box G1C 
NRGN            H49511    neurogranin protein kinase C substrate, RC3 
OLIG2           H50085    oligodendrocyte lineage transcription factor 2 
GRM3            AA670430  glutamate receptor, metabotropic 3 
EPHB6           AA609284  EphB6 
MAP1A           AA885609  microtubule-associated protein 1A 
LOC285812       N52572    hypothetical protein LOC285812 
TU3A            AI350508  TU3A protein 
TU3A            AA932696  TU3A protein 
TU3A            AA436401  TU3A protein 
KIAA1854        R61556    KIAA1854 protein 
                R59355    ESTs  
CIT             W69425    citron rho-interacting, serine/threonine kinase 21 
                W93688    ESTs 
NOLC1           AA488393  nucleolar and coiled-body phosphoprotein 1 
CaMKIINalpha    H98215    calcium/calmodulin-dependent protein kinase II 
CaMKIINalpha    AA425373  calcium/calmodulin-dependent protein kinase II 
CaMKIINalpha    AA131299  calcium/calmodulin-dependent protein kinase II 
DNCI1           R54443    dynein, cytoplasmic, intermediate polypeptide 1 
                AA776087  ESTs 
                H20716    ESTs 
na              AA151244  hypothetical gene supported by BC021735; BC045682 
MAP1B           H17493    microtubule-associated protein 1B 
                AA707814  ESTs 
KCNMB4          R20861    potassium large conductance calcium-activated channel, subfamily M, beta member 4 
                N22272    ESTs
B3GAT2          R18206    beta-1,3-glucuronyltransferase 2 glucuronosyltransferase S 
CNTNAP2         R51354    contactin associated protein-like 2 
PPP3CA          AA121266  protein phosphatase 3 formerly 2B, catalytic subunit, alpha isoform calcineurin A alpha 
ANLN            R12261    anillin, actin binding protein scraps homolog, Drosophila 
LUM             AA035657  lumican 
COL6A3          R62603    collagen, type VI, alpha 3 
COL3A1          AA044829  collagen, type III, alpha 1 Ehlers-Danlos syndrome type IV, autosomal dominant 
COL3A1          AI679372  collagen, type III, alpha 1 Ehlers-Danlos syndrome type IV, autosomal dominant 
COL3A1          T98611    collagen, type III, alpha 1 Ehlers-Danlos syndrome type IV, autosomal dominant 
MALT1           AA826328  mucosa associated lymphoid tissue lymphoma translocation gene 1 
IGKC AA476918  immunoglobulin kappa constant
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           AA504120  ESTs 
C6orf56    R36135    chromosome 6 open reading frame 56 
PPP1R14C   R18901    protein phosphatase 1, regulatory inhibitor subunit 14C 
           R45254    EST
           N64505    ESTs
na         R55630    hypothetical gene supported by AK026460 
SCML2      N71462    sex comb on midleg-like 2 Drosophila 
KRT25A     W73634    type I inner root sheath specific keratin 25 irs1 
           AI129115  ESTs 
PALMD      W23790    palmdelphin 
C1orf24    AA190753  chromosome 1 open reading frame 24 
           H09615    ESTs
LOC143458  AA903140  hypothetical protein LOC143458 
MEIS2      AA148640  Meis1, myeloid ecotropic viral integration site 1 homolog 2 mouse 
           AI014545  ESTs  
CA6        AA489653  carbonic anhydrase VI 
           R24860    ESTs 
DMBT1      AI923531  deleted in malignant brain tumors 1 
           R19096    ESTs  
           AA988020  ESTs 
KRTAP19-1  AA490240  keratin associated protein 19-1 
CDR1       AA985354  cerebellar degeneration-related protein 1, 34kDa 
KIAA0676   AA018337  KIAA0676 protein 
           AI017808  ESTs 
DNER       N47888    delta-notch-like EGF repeat-containing transmembrane 
DNER       H28681    delta-notch-like EGF repeat-containing transmembrane 
KIAA0564   AA045370  KIAA0564 protein 
SLC21A3    N62948    solute carrier family 21 organic anion transporter, member 3 
KIAA1946   AI199327  KIAA1946 protein 
ARP3BETA   AA394106  actin-related protein 3-beta 
AGXT2L1    R56792    alanine-glyoxylate aminotransferase 2-like 1 
KIAA1946   AA663361  KIAA1946 protein 
           H53763    ESTs 
CLSP       AA709067  calmodulin-like skin protein 
KIAA1946   AA629991  KIAA1946 protein 
           T59417    ESTs
NCALD      AA629117  neurocalcin delta 
           AA219229  ESTs
           R46000    ESTs
KIAA1155   AA779919  KIAA1155 protein 
KIAA1155   H77706    KIAA1155 protein 
SOX10      AA976578  SRY sex determining region Y-box 10 
           N27086    ESTs
NUDT4      T82265    nudix nucleoside diphosphate linked moiety X-type motif 4 
           AA883597  ESTs 
LMOD3      AA447918  leiomodin 3 fetal 
RAGD       AI095082  Rag D protein 
RAGD       H99738    Rag D protein 
           N25555    ESTs 
RAGD       N54401    Rag D protein 
           R55784    ESTs
CLDN8      AA769736  claudin 8 
TPD52L1    AI014441  tumor protein D52-like 1 
ST3GALVI   AA884052  alpha2,3-sialyltransferase 
ST3GALVI   N32295    alpha2,3-sialyltransferase 
           AA777555  Sapiens full length insert cDNA clone ZD45C04 
na         AA897343  LOC344448 
MGC5352    AA532999  hypothetical protein MGC5352 
C6orf37    R28525    chromosome 6 open reading frame 37 
           R20263    ESTs 
           W95876    ESTs
           AA150459  ESTs 
FLJ10261   AA400086  hypothetical protein FLJ10261 
           R36043    ESTs 
LOC221810  AI291719  hypothetical protein LOC221810 
RAB23      AA490474  RAB23, member RAS oncogene family 
PLA2R1     W04525    phospholipase A2 receptor 1, 180kDa 
GCNT3      AI955582  glucosaminyl N-acetyl transferase 3, mucin type 
           AA025601  ESTs 
           AA424579  ESTs 
FAM3D      AA025433  family with sequence similarity 3, member D 
RAD51L1    AI188749  RAD51-like 1 S. cerevisiae 
MUC7       AI203550  mucin 7, salivary 
IRS3L      W78927    insulin receptor substrate 3-like 
PIP        AI972286  prolactin-induced protein 
PIP        AA532383  prolactin-induced protein 
PIP        AA564296  prolactin-induced protein 
           AI022715  ESTs 
TNFRSF11A  AA143538  tumor necrosis factor receptor superfamily, member 11a, activator of NFKB 
           N90598    ESTs
PIK3AP1    R62339    phosphoinositide-3-kinase adaptor protein 1 
CD44       AA282906  CD44 antigen homing function and Indian blood group system 
CD44       W40475    CD44 antigen homing function and Indian blood group system 
IGJ        T70057    immunoglobulin J polypeptide, linker protein for immunoglobulin alpha and mu polypeptides 
IGJ        T90492    immunoglobulin J polypeptide, linker protein for immunoglobulin alpha and mu polypeptides 
LYZ        N63943    lysozyme renal amyloidosis 
BARX2      AA991537  BarH-like homeobox 2 
na         AA125922  hypothetical gene supported by AL353944; AF087960 
           R26706    ESTs
BLM        AA903504  Bloom syndrome 
CXorf10    AA634431  chromosome X open reading frame 10 
P24B       AA633805  integral type I protein 
CST1       AI963401  cystatin SN 
TSC        AA625979  hypothetical protein FLJ20607 
AZGP1      AA677165  alpha-2-glycoprotein 1, zinc 
AZGP1      AA862465  alpha-2-glycoprotein 1, zinc 
           KIAA1155  H94462 KIAA1155 protein 
D4S234E    AA875888  DNA segment on chromosome 4 unique 234 expressed sequence 
           AI016021  ESTs 
           R13496    ESTs
NACT       T71008    sodium-coupled citrate transporter 
GNE        T68440    UDP-N-acetylglucosamine-2-epimerase/N-acetylmannosamine kinase 
           R35050    ESTs transcribed sequence 
AMACR      R25375    alpha-methylacyl-CoA racemase 
AMACR      AA453310  alpha-methylacyl-CoA racemase 
           AA053375  ESTs 
AMACR      AA779728  alpha-methylacyl-CoA racemase 
PROL3      AI251734  proline rich 3 
           AI077455  ESTs 
na         AA436232  LOC153470 
           AA857127  ESTs 
           N72204    ESTs 
ENTPD3     AI290905  ectonucleoside triphosphate diphosphohydrolase 3 
CLDN10     R54559    claudin 10 
CLDN10     AA457739  claudin 10 
DEFB1      AI769855  defensin, beta 1 
           AA995874  ESTs 
           W73597    ESTs 
FLJ22774   AA708301  hypothetical protein FLJ22774 
na         AA489660  similar to RIKEN cDNA 1810021J13 
           W69912    ESTs
LOC118430  W72837    small breast epithelial mucin 
           AA985547  ESTs 
ATP6V0A4   AI343783  ATPase, H+ transporting, lysosomal V0 subunit a isoform 4 
PITPNC1    AA609385  phosphatidylinositol transfer protein, cytoplasmic 1 
DLAD       AA988125  DNase II-like acid DNase 
FXYD2      AA775899  FXYD domain containing ion transport regulator 2 
FOLR1      R24530    folate receptor 1 adult 
           AA451854  ESTs
           AA779403  ESTs
SLC20A2    AI074141  solute carrier family 20 phosphate transporter, member 2 
           AA621783  
na         AA947456  similar to alpha-3 collagen type VI 
CCRL1      AI131555  chemokine C-C motif receptor-like 1 
           AI347629  
   
AMY2A      AA844818  amylase, alpha 2A; pancreatic 
GP2        AA844930  glycoprotein 2 zymogen granule membrane 
           R09361    ESTs 
           AA479093  ESTs 
           R68020    ESTs 
TSGA14     AA629116  testis specific, 14 
KRT23      AA676625  keratin 23 histone deacetylase inducible 
CCL28      R36539    chemokine C-C motif ligand 28 
           AA677327  ESTs
CD44       H03494    CD44 antigen homing function and Indian blood group system 
           AA789036  ESTs 
MUC15      W93847    mucin 15 
           AA205598  ESTs 
LBP-9      AA865554  LBP protein; likely ortholog of mouse CRTR-1 
KIBRA      R43798    KIBRA protein 
FLJ38508   AA424371  hypothetical protein FLJ38508 
LOC152286  AI243718  hypothetical protein LOC152286 
WNT5A      AI972184  wingless-type MMTV integration site family, member 5A 
WNT5A      W93592    wingless-type MMTV integration site family, member 5A 
WNT5A      W49672    wingless-type MMTV integration site family, member 5A 
MTRF1      AI347695  mitochondrial translational release factor 1 
           AI928665  
ARL4       AI142552  ADP-ribosylation factor-like 4 
ARL4       AA779165  ADP-ribosylation factor-like 4 
C14orf102  W79012    chromosome 14 open reading frame 102 
           AI189886  ESTs 
CELSR3     AA411204  cadherin, EGF LAG seven-pass G-type receptor 3 flamingo homolog, Drosophila 
STK39      H84871    serine threonine kinase 39 STE20/SPS1 homolog, yeast 
CPD        AA428209  carboxypeptidase D 
LOC148418  AA465293  dnaj-like protein 
           W49562    ESTs
           AA923082  ESTs
           H29897    ESTs
LOC221810  AA486753  hypothetical protein LOC221810 
na         AA972160  similar to hypothetical protein LOC221810 
FUT8       AI285751  fucosyltransferase 8 alpha 1,6 fucosyltransferase 
           AA425438  ESTs
           AA129551  ESTs
KIAA1324   AI000966  KIAA1324 protein 
           N51335    ESTs 
LOC202451  R54110    hypothetical protein LOC202451 
FOLH1      N64840    folate hydrolase prostate-specific membrane antigen 1 
SH3BGRL2   W69271    SH3 domain binding glutamic acid-rich protein like 2 
SH3BGRL2   H19036    SH3 domain binding glutamic acid-rich protein like 2 
PPP1R1B    N34316    protein phosphatase 1, regulatory inhibitor subunit 1B dopamine and cAMP regulated phosphoprotein, DARPP-32 
LOC221810  T60063    hypothetical protein LOC221810 
           AA630663  ESTs 
PCL1       H90348    prenylcysteine lyase 
KDELR3     AA181085  KDEL Lys-Asp-Glu-Leu endoplasmic reticulum protein retention receptor 3 
   
SH3BP4     AA156032  SH3-domain binding protein 4 
C14orf47   AA455775  chromosome 14 open reading frame 47 
XBP1       W90128    X-box binding protein 1 
           AI269390  
HTPAP      AA449837  HTPAP protein 
CPD        AA418397  carboxypeptidase D 
PYCS       AA143509  pyrroline-5-carboxylate synthetase glutamate gamma-semialdehyde synthetase 
PYCS       R13516    pyrroline-5-carboxylate synthetase glutamate gamma-semialdehyde synthetase 
           AA608705  ESTs
           AA152489  ESTs  
CANX       N30157    calnexin 
SEC63      AA629529  SEC63-like S. cerevisiae 
LOC144871  AA004489  hypothetical protein LOC144871 
HCC8       AA883160  tumor antigen SLP-8p 
NUCB2      AI129633  nucleobindin 2 
NUCB2      AA484939  nucleobindin 2 
TRAM1      H01495    translocation associated membrane protein 1 
           AA521450  ESTs transcribed sequence 
TMP21      W94609    transmembrane trafficking protein 
SSR3       N73309    signal sequence receptor, gamma translocon-associated protein gamma 
SEC63      N66750    SEC63-like S. cerevisiae 
LOC147184  T70541    LOC147184 
FLJ22649   N36421    hypothetical protein FLJ22649 similar to signal peptidase SPC22/23 
FLJ22649   N62464    hypothetical protein FLJ22649 similar to signal peptidase SPC22/23 
FLJ22649   H81036    hypothetical protein FLJ22649 similar to signal peptidase SPC22/23 
LOC285812  R16394    hypothetical protein LOC285812 
PDCD4      R14700    programmed cell death 4 neoplastic transformation inhibitor 
           R26026    ESTs
LOC90701   AA644345  similar to signal peptidase complex 18kD 
SLC31A1    AA608729  solute carrier family 31 copper transporters, member 1 
FLJ20281   N54297    hypothetical protein FLJ20281 
LOC152485  N23340    hypothetical protein LOC152485 
LOC152485  R20402    hypothetical protein LOC152485 
LOC152485  AA169444  hypothetical protein LOC152485 
LOC152485  N53382    hypothetical protein LOC152485 
PRKACB     AA018979  protein kinase, cAMP-dependent, catalytic, beta 
RNF13      R41965    ring finger protein 13 
RNF13      AA449361  ring finger protein 13 
PCAF       AI337108  p300/CBP-associated factor 
PCAF       N74637    p300/CBP-associated factor 
CPR8       T71686    cell cycle progression 8 protein 
CLCN3      AA459750  chloride channel 3 
           AA968971  ESTs
OAT        AA446819  ornithine aminotransferase gyrate atrophy 
CANX       AW055281  calnexin 
PLCB4      AA052959  phospholipase C, beta 4 
           W37682    ESTs transcribed sequences 
PROL4      AI686409  proline rich 4 lacrimal 
           AA013115  ESTs 
           N22552    ESTs
           W94629    ESTs
ELL2       AA191245  ELL-related RNA polymerase II, elongation factor 
ELL2       AI979290  ELL-related RNA polymerase II, elongation factor 
ELL2       AA284232  ELL-related RNA polymerase II, elongation factor 
ELL2       AA884897  ELL-related RNA polymerase II, elongation factor 
ELL2       AA418818  ELL-related RNA polymerase II, elongation factor 
BSPRY      H67236    B-box and SPRY domain containing 
BSPRY      W38021    B-box and SPRY domain containing 
BSPRY      W37679    B-box and SPRY domain containing 
           AI924452  
           AA677579  ESTs 
           AI022800  ESTs
           N66178    ESTs
FLJ12428   AA863125  hypothetical protein FLJ12428 
           AA621364  ESTs transcribed sequences 
FLJ12428   AA211761  hypothetical protein FLJ12428 
PRDM4      AA074438  PR domain containing 4 
retSDR4    H87143    retinal short-chain dehydrogenase/reductase 4 
GRSP1      AA932295  GRP1-binding protein GRSP1 
FLJ21963   T74065    hypothetical protein FLJ21963 
TM4SF6     H87106    transmembrane 4 superfamily member 6 
BPAG1      H44784    bullous pemphigoid antigen 1, 230/240kDa 
           AA857364  ESTs
EHF        AA149006  ets homologous factor 
PART1      AI311391  prostate androgen-regulated transcript 1 
SLPI       AA026192  secretory leukocyte protease inhibitor antileukoproteinase 
SLPI       AI970057  secretory leukocyte protease inhibitor antileukoproteinase 
SLPI       AA026099  secretory leukocyte protease inhibitor antileukoproteinase 
           AA457592  
MAN1A1     AA489636  mannosidase, alpha, class 1A, member 1 
C8orf4     H16793    chromosome 8 open reading frame 4 
TCN1       AA155640  transcobalamin I vitamin B12 binding protein, R binder family 
DUSP6      AA630374  dual specificity phosphatase 6 
DUSP6      AA811335  dual specificity phosphatase 6 
DUSP6      AA455254  dual specificity phosphatase 6 
BIGM103    AA709410  BCG-induced gene in monocytes, clone 103 
BIGM103    AA287827  BCG-induced gene in monocytes, clone 103 
BIGM103    AA521384  BCG-induced gene in monocytes, clone 103 
SLC31A2    R76281    solute carrier family 31 copper transporters, member 2 
na         AI075110  hypothetical gene supported by BC020554 
NOSTRIN    AA630513  nitric oxide synthase trafficker 
           H15814    ESTs
           H45617    ESTs
KIAA1024   N45328    KIAA1024 protein 
APM2       W94684    adipose specific 2 
FLJ20513   AI185064
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TAGLN          AI201825  transgelin 
               AA279422  ESTs 
SYNPO2         AA035171  synaptopodin 2 
               AA047418  
               W52186    ESTs    
               R31679    ESTs
CALD1          H51958    caldesmon 1 
               T58362    ESTs 
               T59542    ESTs
AGL            AA668425  amylo-1, 6-glucosidase
               R34565  
na             AA453779  similar to hypothetical protein MGC6998 
LOC284233      AA915976  hypothetical protein LOC284233 
               AI302849  ESTs 
               AA862937  ESTs 
CSTB           W56564    cystatin B stefin B 
ARS            AI092857  ARS component B 
LGALS7         W72436    lectin, galactoside-binding, soluble, 7 galectin 7 
MGC12909       R89061    hypothetical protein MGC12909 
na             AA625793  hypothetical gene supported by AL832111 
na             AA778636  similar to Fatty acid-binding protein 
na             R13449    hypothetical gene supported by AL832111 
DGKA           AA456830  diacylglycerol kinase, alpha 80kDa 
PCOLN3         H98666    procollagen type III N-endopeptidase 
na             R53544    similar to RIKEN cDNA 9530066K23 
MAL            AA227594  mal, T-cell differentiation protein 
               AI302661  ESTs  
DKFZp451J1719  AA521103  hypothetical protein DKFZp451J1719 
SIM2           AA983560  single-minded homolog 2 Drosophila 
               AA284262  ESTs 
               AA149250  ESTs
               N68864  
               AA733090  ESTs
EVPL           AA029418  envoplakin 
LOC147645      W79325    hypothetical protein LOC147645 
               R69564    ESTs 
               W40550  
FOXF2          N98485    forkhead box F2 
RRBP1          AA447804  ribosome binding protein 1 homolog 180kDa dog 
MGC2742        AA781491  hypothetical protein MGC2742 
IL18           AI129421  interleukin 18 interferon-gamma-inducing factor 
PIGPC1         AA775509  p53-induced protein PIGPC1 
na             H23457    similar to PUTATIVE INSULIN-LIKE GROWTH FACTOR II ASSOCIATED PROTEIN 
DSP            H90899    desmoplakin 
DSP            R33456    desmoplakin 
LBP-32         R63971    LBP protein 32 
CEACAM6        AA054073  carcinoembryonic antigen-related cell adhesion molecule 6 non-specific cross reacting antigen 
CEACAM7        AA058357  carcinoembryonic antigen-related cell adhesion molecule 7 
CEACAM5        AA130547  carcinoembryonic antigen-related cell adhesion molecule 5 
ERO1L          W79703    ERO1-like S. cerevisiae 
ERO1L          AA186803  ERO1-like S. cerevisiae 
na             AA457116  similar to PRO2822 
               AA074677  ESTs 
S100A11        AA464731  S100 calcium binding protein A11 calgizzarin 
SERPINB1       N30414    serine or cysteine proteinase inhibitor, clade B ovalbumin, member 1 
SERPINB1       R54664    serine or cysteine proteinase inhibitor, clade B ovalbumin, member 1 
RARG           AA496438  retinoic acid receptor, gamma 
MAFG           AA045436  v-maf musculoaponeurotic fibrosarcoma oncogene homolog G avian 
GJB3           AI225111  gap junction protein, beta 3, 31kDa connexin 31 
GNA15          T99302    guanine nucleotide binding protein G protein, alpha 15 Gq class 
IVL            AI417983  involucrin 
IMUP           AI252565  immortalization-upregulated protein 
PTGS1          AI202380  prostaglandin-endoperoxide synthase 1 prostaglandin G/H synthase and cyclooxygenase 
RHCG           AA864183  Rhesus blood group, C glycoprotein 
KLK10          AA459401  kallikrein 10 
KRT4           AA629189  keratin 4 
SPRR1B         AA447684  small proline-rich protein 1B cornifin 
SPRR2C         AA398951  small proline-rich protein 2C 
SPRR3          AI278521  small proline-rich protein 3 
SPINK5         W92134    serine protease inhibitor, Kazal type, 5 
KRT13          W23757    keratin 13 
KRT13          W60057    keratin 13 
SERPINB5       AA284290  serine or cysteine proteinase inhibitor, clade B ovalbumin, member 5 
S100A2         AA458884  S100 calcium binding protein A2 
               AA150619  ESTs  
GPR87          W79123 G  protein-coupled receptor 87 
CAPN14         AA883200  calpain 14 
DSC3           R28481    desmocollin 3 
GPM6A          AA447632  glycoprotein M6A 
               AI123926  ESTs  
SCEL           AA455011  sciellin 
PPL            AI680568  periplakin 
KRT15          AA878048  keratin 15 
KRT5           AA160507  keratin 5 epidermolysis bullosa simplex
ANXA8          AA235002  annexin A8 
TRIM29         AA055485  tripartite motif-containing 29 
CRABP2         AA598508  cellular retinoic acid binding protein 2 
CALML3         AA055522  calmodulin-like 3 
FLJ11036       R22632    hypothetical protein FLJ11036 
TP73L          AA455929  tumor protein p73-like 
KRT5           W72110    keratin 5 epidermolysis bullosa simplex
ZNF185         AA630138  zinc finger protein 185 LIM domain 
ANXA1          H63077    annexin A1 
APOE           AA478589  apolipoprotein E 
EMP1           AA975768  epithelial membrane protein 1 
KCNK5          AI300687  potassium channel, subfamily K, member 5 
ECM1           N79484    extracellular matrix protein 1 
CSTA           W72207    cystatin A stefin A 
               R19878    ESTs  
KRT6B          AA026418  keratin 6B 
ALOX12         T97276    arachidonate 12-lipoxygenase 
C4.4A          AA476961  GPI-anchored metastasis-associated protein homolog 
P11            H03346 26 serine protease 
KRT6B          AA936779  keratin 6B 
SERPINB3       AA292860  serine or cysteine proteinase inhibitor, clade B ovalbumin, member 3 
               AA907068  ESTs  
DSG3           AI582245  desmoglein 3 pemphigus vulgaris antigen 
na             H86197    hypothetical gene supported by AL832111 
S100A8         AA086471  S100 calcium binding protein A8 calgranulin A 
STAT4          R91570    signal transducer and activator of transcription 4 
S100A9         AA864554  S100 calcium binding protein A9 calgranulin B 
SERPINB2       T49158    serine or cysteine proteinase inhibitor, clade B ovalbumin, member 2 
CLCA2          AI675394  chloride channel, calcium activated, family member 2 
MGC16491       AA045825  hypothetical protein MGC16491 
KLK13          AA399955  kallikrein 13 
CTNNBIP1       W73346    catenin, beta interacting protein 1 
GJB2           AA490466  gap junction protein, beta 2, 26kDa connexin 26 
ANK1           AA464049  ankyrin 1, erythrocytic 
               AI359037  ESTs  
na             N47716    similar to Fatty acid-binding protein
SS18           AI365523  synovial sarcoma translocation, chromosome 18 
RPEL1          AI363840  RPEL repeat containing 1 
SRPUL          AI362134  sushi-repeat protein 
na             AA455904  LOC342912 
FABP5          T60075    fatty acid binding protein 5 psoriasis-associated 
SFN            AI356363  stratifin 
               AA669383  
S100A10        AA444051  S100 calcium binding protein A10 annexin II ligand 
S100A10        AA873230  S100 calcium binding protein A10 annexin II ligand 
LOC57228       T53403    hypothetical protein from clone 643 
TIAM1          H64850    T-cell lymphoma invasion and metastasis 1 
SULT2B1        R72969    sulfotransferase family, cytosolic, 2B, member 1 
               AA149120  ESTs
KLK7           AI139437  kallikrein 7 chymotryptic, stratum corneum 
               R25716    ESTs  
CSTB           H22919    cystatin B stefin B 
HDAC10         AA485381  histone deacetylase 10 
               AA150501  ESTs  
KIAA0790       AA663123  KIAA0790 protein 
C20orf129      R96941    chromosome 20 open reading frame 129 
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LOC285705      AA046618  hypothetical protein LOC285705 
               AI301513  ESTs 
LYZ            N63943    lysozyme renal amyloidosis 
CLDN18         AI821019  claudin 18 
               AA419416  ESTs  
               AA921679  ESTs 
OSF-2          AI262129  osteoblast specific factor 2 fasciclin I-like 
OSF-2          AA598653  osteoblast specific factor 2 fasciclin I-like 
FLJ10970       AA446661  hypothetical protein FLJ10970  
RECQL5         AA682447  RecQ protein-like 5 
DKFZP564I1171  H07934    DKFZP564I1171 protein 
               T99031    ESTs 
USP7           AA693797  ubiquitin specific protease 7 herpes virus-associated 
ANXA10         R91396    annexin A10 
SULT1C1        R86241    sulfotransferase family, cytosolic, 1C, member 1 
SULT1C1        W88655    sulfotransferase family, cytosolic, 1C, member 1 
na             AA449319  hypothetical gene supported by AL833558; AK095046; AL080093 
               AA862966  
               AA682565  
B3GAT1         N64656    beta-1,3-glucuronyltransferase 1 glucuronosyltransferase P 
C11orf9        AA777626  chromosome 11 open reading frame 9 
CA2            H23187    carbonic anhydrase II 
DGKD           AA280691  diacylglycerol kinase, delta 130kDa 
ANKTM1         AI340031  ankyrin-like with transmembrane domains 1 
na             W93108    similar to colon cancer-associated antigen AgSK1-2HT-ECS 
LTBP4          AA732832  latent transforming growth factor beta binding protein 4 
MSMB           AI658727  microseminoprotein, beta- 
KIAA0605       AI014304  KIAA0605 gene product 
               W52186    ESTs 
CNN1           AA398400  calponin 1, basic, smooth muscle 
MYH11          AA126989  myosin, heavy polypeptide 11, smooth muscle 
TPSB2          AI675311  tryptase beta 2 
CKTSF1B1       W48619    cysteine knot superfamily 1, BMP antagonist 1 
CKTSF1B1       W47324    cysteine knot superfamily 1, BMP antagonist 1 
CKTSF1B1       W51909    cysteine knot superfamily 1, BMP antagonist 1 
VIP            AI217172  vasoactive intestinal peptide 
SST            R51912    somatostatin 
MRE11A         AA974008  MRE11 meiotic recombination 11 homolog A S. cerevisiae 
MUC5AC         AA159552  mucin 5, subtypes A and C, tracheobronchial/gastric 
               AA025149  ESTs 
MGC23911       AA708152  hypothetical protein MGC23911 
PKIB           H04769    protein kinase cAMP-dependent, catalytic inhibitor beta 
ADH1C          AI420743  alcohol dehydrogenase 1C class I, gamma polypeptide 
SELENBP1       R90933    selenium binding protein 1 
LIPH           AA132858  lipase, member H 
PIK3C2G        AI024088  phosphoinositide-3-kinase, class 2, gamma polypeptide 
AKR1B10        AI301329  aldo-keto reductase family 1, member B10 aldose reductase 
TJP3           AA402040  tight junction protein 3 zona occludens 3 
B3GNT3         H03436    UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 3 
FLJ40362       AA448934  hypothetical protein FLJ40362 
PSCA           AA630584  prostate stem cell antigen 
MGC2742        AA781491  hypothetical protein MGC2742 
LOC285458      AA969822  hypothetical protein LOC285458 
KLK11          AA477282  kallikrein 11 
CYP3A5P2       AA702706  cytochrome P450, family 3, subfamily A, polypeptide 5 pseudogene 2 
na             AI821357  similar to GDDR 
GPX2           AA135152  glutathione peroxidase 2 gastrointestinal 
na             N63706    LOC201484 
CTXL           T98050    cortical thymocyte receptor X. laevis CTX like 
EPS8L3         AA134985  EPS8-like 3 
MST1R          AA129088  macrophage stimulating 1 receptor c-met-related tyrosine kinase 
MST1R          AA173453  macrophage stimulating 1 receptor c-met-related tyrosine kinase 
CA9            AI023541  carbonic anhydrase IX 
               AA088442  ESTs 
               AA102368  ESTs
LGALS4         AA130541  lectin, galactoside-binding, soluble, 4 galectin 4 
LGALS4         AA099805  lectin, galactoside-binding, soluble, 4 galectin 4 
LGALS4         AA100290  lectin, galactoside-binding, soluble, 4 galectin 4 
CAC-1          H03154    CAC-1 
AGR2           AI675714  anterior gradient 2 homolog Xenepus laevis 
NR2F6          AA666180  nuclear receptor subfamily 2, group F, member 6 
   
IGFBP2         H78560    insulin-like growth factor binding protein 2, 36kDa 
CDC42EP1       H73234    CDC42 effector protein Rho GTPase binding 1 
SLC4A2         W45518    solute carrier family 4, anion exchanger, member 2 
SLC4A2         AI341839  solute carrier family 4, anion exchanger, member 2 
PLXNB2         AI016039  plexin B2 
FOXA3          R99562    forkhead box A3 
TSTA3          AA421687  tissue specific transplantation antigen P35B 
KRT8           AA052978  keratin 8 
KRT8           AA477481  keratin 8 
TMPRSS2        AA225817  transmembrane protease, serine 2 
CTSE           H94487    cathepsin E 
               T92581    ESTs 
PGC            AI674972  progastricsin pepsinogen C 
na             R72097    similar to Pepsin A precursor 
COL2A1         N66737    collagen, type II, alpha 1 primary osteoarthritis
FER1L4         AA158234  fer-1-like 4 C. elegans 
REG1A          AA625655  regenerating islet-derived 1 alpha pancreatic stone protein
KIAA1223       R72441    KIAA1223 protein 
MUC1           AA486365  mucin 1, transmembrane 
MUC1           N27731    mucin 1, transmembrane 
PIGR           AA485303  polymeric immunoglobulin receptor 
PDIP           AI041729  protein disulfide isomerase, pancreatic 
PDIP           AI369830  protein disulfide isomerase, pancreatic 
na             R02390    similar to Pepsin A precursor 
na             AI732254  similar to GDDR 
AMP18          AI333599  18 kDa antrum mucosa protein 
CLDN18         N70059    claudin 18 
na             AI140949  similar to GDDR 
CAPN9          AI074272  calpain 9 nCL-4 
CSF2           AA995402  colony stimulating factor 2 granulocyte-macrophage 
               AI732293  ESTs  
SMPD3          AA460963  sphingomyelin phosphodiesterase 3
ISL2           AA459702  ISL2 transcription factor, LIM/homeodomain, islet-2 
ORF1-FL49      H99035    putative nuclear protein ORF1-FL49 
               AA460584  ESTs 
CLIC6          AA630241  chloride intracellular channel 6 
NQO1           AA455538  NADPH dehydrogenase, quinone 1 
DKFZp761N1114  R52326    hypothetical protein DKFZp761N1114 
ST6GalNAcI     AA878120  GalNAc alpha-2, 6-sialyltransferase I, long form 
               R52522    ESTs  
NRXN3          AA450335  neurexin 3 
               W90681    ESTs 
C17orf28       T62552    chromosome 17 open reading frame 28 
EVI1           AA043944  ecotropic viral integration site 1 
EVI1           AA913197  ecotropic viral integration site 1 
               AA536013  
TFF1           R83377    trefoil factor 1 breast cancer, estrogen-inducible sequence expressed in 
MUC1           AA425062  mucin 1, transmembrane 
SLC9A1         AA455369  solute carrier family 9 sodium/hydrogen exchanger, isoform 1 antiporter
na             AI001183  similar to RIKEN cDNA 2210417D09 
PSCA           AA525838  prostate stem cell antigen 
               AI821012  ESTs  
DKFZp761G0122  AI271987  hypothetical protein DKFZp761G0122 
CLDN18         AI820565  claudin 18 
HIP1R          AA490887  huntingtin interacting protein-1-related 
FUT1           AA879118  fucosyltransferase 1 galactoside 2-alpha-L-fucosyltransferase,
S100P          R32848    S100 calcium binding protein P 
S100P          AA053016  S100 calcium binding protein P 
PCSK7          N57806    proprotein convertase subtilisin/kexin type 7 
NDE1           AA459394  nudE nuclear distribution gene E homolog 1 A. nidulans 
C20orf129      R96941    chromosome 20 open reading frame 129

B
ra

in
, f

ro
nt

al
 c

or
te

x 
22

71
B

ra
in

, f
ro

nt
al

 c
or

te
x 

22
73

B
ra

in
, f

ro
nt

al
 c

or
te

x 
22

72
B

ra
in

, t
em

po
ra

l c
or

te
x 

22
73

B
ra

in
, t

em
po

ra
l c

or
te

x 
22

72
B

ra
in

, o
cc

ip
ita

l c
or

te
x 

22
71

B
ra

in
, o

cc
ip

ita
l c

or
te

x 
22

73
B

ra
in

, o
cc

ip
ita

l c
or

te
x 

22
72

S
al

iv
ar

y 
gl

an
d,

 p
ar

ot
id

 0
49

3
S

al
iv

ar
y 

gl
an

d,
 p

ar
ot

id
 1

76
2

S
al

iv
ar

y 
gl

an
d,

 p
ar

ot
id

 0
39

6
S

al
iv

ar
y 

gl
an

d,
 p

ar
ot

id
 0

50
6

E
so

ph
ag

us
 0

33
1

E
so

ph
ag

us
 0

02
2

E
so

ph
ag

us
 0

40
6

S
to

m
ac

h,
 b

od
y 

03
28

S
to

m
ac

h,
 b

od
y 

04
68

S
to

m
ac

h,
 fu

nd
us

 0
87

8
S

to
m

ac
h,

 p
yl

or
us

 2
17

3
S

m
al

l b
ow

el
, d

uo
de

nu
m

 0
82

5
S

m
al

l b
ow

el
, d

uo
de

nu
m

 2
17

4
S

m
al

l b
ow

el
, i

le
um

 0
35

9
C

ol
on

, a
sc

en
di

ng
 0

22
2

C
ol

on
 2

07
5

C
ol

on
, s

ig
m

oi
d 

03
61

P
an

cr
ea

s 
04

32
P

an
cr

ea
s 

26
50

Li
ve

r 
05

60
Li

ve
r 

05
86

Li
ve

r 
00

32
Li

ve
r 

12
67

Li
ve

r 
12

74
G

al
lb

la
dd

er
 2

13
1

B
re

as
t, 

la
ct

at
in

g 
01

62
P

er
ic

ar
di

um
 0

46
5

H
ea

rt
 0

02
4

H
ea

rt
 0

55
9

H
ea

rt
 0

47
7

H
ea

rt
 0

84
1

H
ea

rt
 0

98
0

H
ea

rt
 2

86
9

M
us

cl
e,

 a
bd

om
in

al
 0

03
1

M
us

cl
e,

 r
ig

ht
 c

al
f 0

31
5

D
ia

ph
ra

gm
 0

36
6

Lu
ng

 1
35

6
Lu

ng
 1

35
1

Lu
ng

 0
22

1
Lu

ng
 0

33
0

K
id

ne
y 

02
65

K
id

ne
y 

00
88

K
id

ne
y 

16
51

K
id

ne
y 

02
26

K
id

ne
y 

15
94

B
la

dd
er

 1
00

4
B

la
dd

er
 1

67
8

P
ro

st
at

e 
07

82
P

ro
st

at
e 

08
05

P
ro

st
at

e 
08

45
P

ro
st

at
e 

12
77

P
ro

st
at

e 
10

45
S

em
in

al
 v

es
ic

le
 0

23
5

S
em

in
al

 v
es

ic
le

 0
23

3
S

em
in

al
 v

es
ic

le
 0

23
4

E
pi

di
dy

m
us

 2
12

5
T

es
te

s 
05

53
T

es
te

s 
10

68
T

es
te

s 
18

53
O

va
ry

 0
40

8
O

va
ry

 0
46

6
O

va
ry

 1
08

0
O

va
ry

 0
53

8
O

va
ry

 0
31

4
F

al
lo

pi
an

 tu
be

 0
65

A
F

al
lo

pi
an

 tu
be

 0
65

B
F

al
lo

pi
an

 tu
be

 2
38

6
F

al
lo

pi
an

 tu
be

 2
18

4
U

te
ru

s,
 e

nd
om

yo
m

et
riu

m
 0

12
6

U
te

ru
s,

 e
nd

om
yo

m
et

riu
m

 0
02

B
U

te
ru

s,
 e

nd
om

yo
m

et
riu

m
 0

00
2

U
te

ru
s,

 e
nd

om
yo

m
et

riu
m

 0
15

8
U

te
rin

e 
co

rp
us

, m
yo

m
et

riu
n 

12
05

C
er

vi
x,

 e
nd

o 
ce

rv
ic

al
 c

an
al

 1
20

0
C

er
vi

x 
23

85
C

er
vi

x 
22

09
V

ag
in

a 
03

04
P

la
ce

nt
a 

28
76

T
hy

ro
id

 0
02

9
T

hy
ro

id
 0

55
5

T
hy

ro
id

 3
07

7
T

hy
ro

id
 0

18
2

T
hy

ro
id

 0
83

8
T

hy
ro

id
 1

19
3

P
ar

at
hy

ro
id

 2
99

5
P

ar
at

hy
ro

id
 0

49
9

P
ar

at
hy

ro
id

 1
74

8
A

dr
en

al
 0

55
8

A
dr

en
al

 0
43

3
A

dr
en

al
 1

35
4

A
dr

en
al

 1
11

1
Ly

m
ph

 n
od

e 
20

96
Ly

m
ph

 n
od

e,
 a

xi
lla

ry
 1

18
7

Ly
m

ph
 n

od
e,

 a
xi

lla
ry

 0
93

6
Ly

m
ph

 n
od

e 
05

99
Ly

m
ph

 n
od

e 
13

37
T

on
si

l 2
85

2
T

on
si

l 3
01

1
T

on
si

l 1
42

8
T

on
si

l 1
39

8
T

hy
m

us
 0

03
5

T
hy

m
us

 0
51

2
S

pl
ee

n 
01

25
S

pl
ee

n 
04

05
S

pl
ee

n 
00

89
B

uf
fy

co
at

 3
64

2
B

uf
fy

co
at

 3
64

3

d. Stomach
2 4 >80.50.2

5
< 0

.12
5

1



TTRAP         AA486032  TRAF and TNF receptor associated protein 
GUCA2A        AI673190  guanylate cyclase activator 2A guanylin 
SCGN          AA644563  secretagogin, EF-hand calcium binding protein 
DMN           AA877815  desmuslin 
TAC1          AA446659  tachykinin, precursor 1 substance K, substance P, neurokinin 1
CKTSF1B1      W48619    cysteine knot superfamily 1, BMP antagonist 1 
CKTSF1B1      W47324    cysteine knot superfamily 1, BMP antagonist 1 
CKTSF1B1      AI041650  cysteine knot superfamily 1, BMP antagonist 1 
MAOA          H05775    monoamine oxidase A 
MAOA          AA011095  monoamine oxidase A 
OAT           AA446819  ornithine aminotransferase gyrate atrophy 
              H15277    ESTs 
              H14348    ESTs
FNTA          AA083834  farnesyltransferase, CAAX box, alpha 
C20orf129     R96941    chromosome 20 open reading frame 129 
SLC2A5        H38650    solute carrier family 2 facilitated glucose/fructose transporter, member 5 
              AA909650  ESTs 
SLC26A3       AA928419  solute carrier family 26, member 3 
              AI301176  ESTs 
SULT1A3       AI018607  sulfotransferase family, cytosolic, 1A, phenol-preferring, member 3 
SULT1A3       AA293695  sulfotransferase family, cytosolic, 1A, phenol-preferring, member 3 
LOC152573     AA131240  hypothetical protein BC012029 
DHDH          AI631772  dihydrodiol dehydrogenase dimeric 
              AI279666  ESTs  
ABCG5         AI140253  ATP-binding cassette, sub-family G WHITE, member 5 sterolin 1 
SSTR1         AI129156  somatostatin receptor 1 
              AA405043  
OSTbeta       AA927993  organic solute transporter beta 
na            AA991346  similar to KIAA1201 protein 
              AA887211  
SLC5A1        AI078794  solute carrier family 5 sodium/glucose cotransporter, member 1 
              AI264302  
KIAA1594      AA705874  KIAA1594 protein 
REG-IV        AA535703  regenerating gene type IV 
USH1C         AI989344  Usher syndrome 1C autosomal recessive, severe 
GW112         AI669320  differentially expressed in hematopoietic lineages 
TM4SF3        AA045698  transmembrane 4 superfamily member 3 
FLJ13593      AA172076  hypothetical protein FLJ13593 
CDKN2B        N34320    cyclin-dependent kinase inhibitor 2B p15, inhibits CDK4 
DQX1          H58605    DEAQ RNA-dependent ATPase DQX1 
FUT3          AI955644  fucosyltransferase 3 galactoside 34-L-fucosyltransferase, Lewis blood group included 
FLJ20207      H41285    hypothetical protein FLJ20207 
MGAM          AA894763  maltase-glucoamylase alpha-glucosidase 
              AA167588  ESTs 
na            AA931428  similar to hypothetical protein MGC21688 
FABP6         AI311734  fatty acid binding protein 6, ileal gastrotropin 
              R24983    ESTs 
SLC10A2       AI783618  solute carrier family 10 sodium/bile acid cotransporter family, member 2 
              R66103    ESTs 
REG-IV        AA508861  regenerating gene type IV 
APOBEC1       AA587939  apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
KRT20         AA471027  keratin 20 
XPNPEP2       AA040387  X-prolyl aminopeptidase aminopeptidase P 2, membrane-bound 
DMBT1         AI923531  deleted in malignant brain tumors 1 
MYO7B         AI264248  myosin VIIB 
              AI668678  
VIP           AI217172  vasoactive intestinal peptide 
SST           R51912    somatostatin 
APOA4         AA847472  apolipoprotein A-IV 
KRT20         AA133468  keratin 20 
ABP1          T46923    amiloride binding protein 1 amine oxidase copper-containing 
PIGR          AA485303  polymeric immunoglobulin receptor 
GSTA2         N59772    glutathione S-transferase A2 
EDN3          T67004    endothelin 3 
CRA           AI672312  cisplatin resistance associated 
CRA           W72697    cisplatin resistance associated 
HEPH          H50094    hephaestin 
SCN7A         AA453182  sodium channel, voltage-gated, type VII, alpha 
BCMP11        AA487468  breast cancer membrane protein 11 
              AA464972  ESTs 
              AA677184  ESTs 
BCMP11        AI732256  breast cancer membrane protein 11 
DKFZP434D146  W96189    DKFZP434D146 protein 
ACE           AA994809  angiotensin I converting enzyme peptidyl-dipeptidase A 1 
ACE2          AA416585  angiotensin I converting enzyme peptidyl-dipeptidase A 2 
FCGBP         R52030 Fc fragment of IgG binding protein 
AADAC         AA045221  arylacetamide deacetylase esterase 
              AA159632  ESTs 
DGAT1         AW054709  diacylglycerol O-acyltransferase homolog 1 mouse 
GNA11         T63998    guanine nucleotide binding protein G protein, alpha 11 Gq class 
LOC91464      AA005235  hypothetical protein LOC91464 
PAP           AI830324  pancreatitis-associated protein 
PTPRH         AI924306  protein tyrosine phosphatase, receptor type, H 
MEP1A         AI738922  meprin A, alpha PABA peptide hydrolase 
CDX1          AW009320  caudal type homeo box transcription factor 1 
EPS8L3        AA134985  EPS8-like 3 
MLN           AI655747  motilin 
CLCA1         AW009764  chloride channel, calcium activated, family member 1 
MGC2865       AI261844  hypothetical protein MGC2865 
REG1B         AA844864  regenerating islet-derived 1 beta pancreatic stone protein
   
GUCY2C        AI262340  guanylate cyclase 2C heat stable enterotoxin receptor 
GUCY2C        AA524004  guanylate cyclase 2C heat stable enterotoxin receptor 
CDH17         AA088861  cadherin 17, LI cadherin liver-intestine 
CDH17         AA053102  cadherin 17, LI cadherin liver-intestine 
GPA33         AI673088  glycoprotein A33 transmembrane 
GPA33         AA055811  glycoprotein A33 transmembrane 
AKR1B10       AI301329  aldo-keto reductase family 1, member B10 aldose reductase 
SPINK1        AA845156  serine protease inhibitor, Kazal type 1 
LOC145663     AI300834  hypothetical protein LOC145663 
MSTP9         H47076    macrophage stimulating, pseudogene 9 
BENE          AA778392  BENE protein 
YF13H12       AI928752  protein expressed in thyroid 
na            AA987928  LOC253609 
PEPD          AA996122  peptidase D 
ACY1          AA402915  aminoacylase 1 
CBR1          AA280846  carbonyl reductase 1 
ANPEP         AI888228  alanyl membrane aminopeptidase aminopeptidase N, aminopeptidase M, microsomal aminopeptidase, CD13, p150 
FLJ22761      AA702464  hypothetical protein FLJ22761 
DPEP1         AA863424  dipeptidase 1 renal 
MTP           AA677554  microsomal triglyceride transfer protein large polypeptide, 88kDa 
MTP           AA421238  microsomal triglyceride transfer protein large polypeptide, 88kDa 
MAWBP         R54416    MAWD binding protein 
PCK1          AA405731  phosphoenolpyruvate carboxykinase 1 soluble 
NR1H4         AI913526  nuclear receptor subfamily 1, group H, member 4 
SLC7A9        AI261833  solute carrier family 7 cationic amino acid transporter, y+ system, member 9 
SLC2A2        R00833    solute carrier family 2 facilitated glucose transporter, member 2 
ALDOB         H72098    aldolase B, fructose-bisphosphate 
SLC2A2        H60870    solute carrier family 2 facilitated glucose transporter, member 2 
VIL1          AI433336  villin 1 
UPA           AI017393  uterine-specific proline-rich acidic protein 
              AA917932  ESTs 
ZG16          AA937899  zymogen granule protein 16 
LOC285733     AA406529  hypothetical protein LOC285733 
MGC3047       AA421770  hypothetical protein MGC3047 
POLR2J2       N53169    DNA directed RNA polymerase II polypeptide J-related gene 
ALDOB         AA977417  aldolase B, fructose-bisphosphate 
FABP1         T53219    fatty acid binding protein 1, liver 
MGC8974       AA663092  hypothetical protein MGC8974 
APOB          T53121    apolipoprotein B including Agx antigen 
TM4SF5        R95924    transmembrane 4 superfamily member 5 
APOA1         AA938940  apolipoprotein A-I 
APOA1         R96780    apolipoprotein A-I 
UGT2B17       AI802786  UDP glycosyltransferase 2 family, polypeptide B17 
UGT2B15       T50788    UDP glycosyltransferase 2 family, polypeptide B15 
SLC3A1        AI928029  solute carrier family 3 cystine, dibasic and neutral amino acid transporter
FLJ21934      AA779251  hypothetical protein FLJ21934 
GUCY2C        AA514592  guanylate cyclase 2C heat stable enterotoxin receptor 
APOBEC1       AI862416  apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
na            AA877677  LOC148280 
PDZK2         AA088694  PDZ domain containing 2 
TM4SF5        AI262459  transmembrane 4 superfamily member 5 
CYP3A7        R91077    cytochrome P450, family 3, subfamily A, polypeptide 7 
              H47576    ESTs  
OTC           AA677326  ornithine carbamoyltransferase 
CYP3A5P2      AA873089  cytochrome P450, family 3, subfamily A, polypeptide 5 pseudogene 2 
CYP3A4        T71349    cytochrome P450, family 3, subfamily A, polypeptide 4 
              R44730    ESTs 
CYP3A7        R09895    cytochrome P450, family 3, subfamily A, polypeptide 7 
PSMA7         AA863149  proteasome prosome, macropain subunit, alpha type, 7 
MUC13         AA601073  mucin 13, epithelial transmembrane 
MUC13         AA877900  mucin 13, epithelial transmembrane 
LGALS4        AA099805  lectin, galactoside-binding, soluble, 4 galectin 4 
LGALS4        AA100290  lectin, galactoside-binding, soluble, 4 galectin 4 
LGALS4        AA130541  lectin, galactoside-binding, soluble, 4 galectin 4 
FLJ21302      AA970851  hypothetical protein FLJ21302 
TREH          AI253189  trehalase brush-border membrane glycoprotein 
              AA745673  ESTs 
CES2          AI955681  carboxylesterase 2 intestine, liver 
FLJ38819      AA568220  hypothetical protein FLJ38819 
              AI015994  ESTs 
              N76019    ESTs 
NAT2          AI262683  N-acetyltransferase 2 arylamine N-acetyltransferase 
REG1A         AA625655  regenerating islet-derived 1 alpha pancreatic stone protein
SLC15A1       AI167784  solute carrier family 15 oligopeptide transporter, member 1 
CHM           AI126362  choroideremia Rab escort protein 1 
FLJ90586      AA777283  hypothetical protein FLJ90586 
FLJ90586      AA188555  hypothetical protein FLJ90586 
SUPT3H        AA013171  suppressor of Ty 3 homolog S. cerevisiae 
              AA777855  ESTs  
CAPN13        AA877554  calpain 13 
SLC10A2       AA918012  solute carrier family 10 sodium/bile acid cotransporter family, member 2 
              AA862790  
              N79604  
ZG16          AA828206  zymogen granule protein 16 
BENE          AI955005  BENE protein 
ANXA13        AA884167  annexin A13 
PLA2G13       N73883    phospholipase A2, group XIII 
SLC26A3       AI339538  solute carrier family 26, member 3 
ANXA13        AI984289  annexin A13 
MGC4172       AA448177  hypothetical protein MGC4172 
HOXB5         H02243    homeo box B5 
ALPI          AA190871  alkaline phosphatase, intestinal 
              AI000804  
LTB4DH        AA876375  leukotriene B4 12-hydroxydehydrogenase 
FACL5         AA705516  fatty-acid-Coenzyme A ligase, long-chain 5 
              AI264658  ESTs 
KCNJ13        H97185    potassium inwardly-rectifying channel, subfamily J, member 13 
na            AA425379  similar to LDL receptor precursor - rabbit fragment 
MYO1A         AI817883  myosin IA
MUC3B         AI623883  mucin 3B
VDR           AA484950  vitamin D 1,25- dihydroxyvitamin D3 receptor 
CLDN15        AI433892  claudin 15 
CCL25         N73958    chemokine C-C motif ligand 25 
ENPEP         AA099910  glutamyl aminopeptidase
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CAPN9     AI074272  calpain 9 nCL-4 
          AA987354  Homo sapiens transcribed sequences 
MUC12     AA534814  mucin 12 
na        AA134446  hypothetical gene supported by AK025404 
          AI668664  Homo sapiens transcribed sequences 
CA4       AA855158  carbonic anhydrase IV 
GUCA2A    AI673190  guanylate cyclase activator 2A guanylin 
CA1       AA554298  carbonic anhydrase I 
CA1       R93176    carbonic anhydrase I 
MGC35274  H94648    hypothetical protein MGC35274 
na        AA534503  similar to Mucin 2 precursor Intestinal mucin 2 
LEFTB     AI586988  left-right determination, factor B 
SLC26A3   AI339538  solute carrier family 26, member 3 
GPA33     AI673088  glycoprotein A33 transmembrane 
GPA33     AA055811  glycoprotein A33 transmembrane 
MUC13     AA601073  mucin 13, epithelial transmembrane 
MUC13     AA877900  mucin 13, epithelial transmembrane 
EPS8L3    AA134985  EPS8-like 3 
          AA102368  ESTs
LGALS4    AA130541  lectin, galactoside-binding, soluble, 4 galectin 4 
LGALS4    AA099805  lectin, galactoside-binding, soluble, 4 galectin 4 
LGALS4    AA100290  lectin, galactoside-binding, soluble, 4 galectin 4 
          AI668589  
CDH17     AA053102  cadherin 17, LI cadherin liver-intestine 
ZG16      AA937899  zymogen granule protein 16 
TFF1 AW009769 trefoil factor 1 breast cancer, estrogen-inducible sequence expressed in
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CLDN10     AA457739  claudin 10 
DEFB1      AA946653  defensin, beta 1 
DEFB1      AA946808  defensin, beta 1 
           AI347629  ESTs 
   
C14orf47   AA075284  chromosome 14 open reading frame 47 
B7-H4      AA404225  immune costimulatory protein B7-H4 
FLJ32115   W86908    hypothetical protein FLJ32115 
MMP7       AA031513  matrix metalloproteinase 7 matrilysin, uterine 
ANXA4      AA419015  annexin A4 
           AI268141  BRCA2 region, mRNA sequence CG011. 
CCL8       AI268937  chemokine C-C motif ligand 8 
SEL1L      AI052118  sel-1 suppressor of lin-12-like C. elegans 
GMNN       AA447662  geminin, DNA replication inhibitor 
SLC4A4     AA452278  solute carrier family 4, sodium bicarbonate cotransporter
TNFAIP2    AA457114  tumor necrosis factor, alpha-induced protein 2 
CENPA      AI369629  centromere protein A, 17kDa 
CTRL       AI371956  chymotrypsin-like 
CPB1       AI382830  carboxypeptidase B1 tissue 
PNLIPRP1   W39752    pancreatic lipase-related protein 1 
CLPS       T54662    colipase, pancreatic 
PCDHGA8    R34362    protocadherin gamma subfamily A, 8 
PTP4A3     AA039851  protein tyrosine phosphatase type IVA, member 3 
REG1A      AA625655  regenerating islet-derived 1 alpha pancreatic stone protein
PDIP       AI041729  protein disulfide isomerase, pancreatic 
PDIP       AI369830  protein disulfide isomerase, pancreatic 
FLJ90254   W92232    hypothetical protein FLJ90254 
PRSS2      AA394198  protease, serine, 2 trypsin 2 
PRSS3      AI308916  protease, serine, 3 mesotrypsin 
           R66067    ESTs
TNFRSF12A  R33355    tumor necrosis factor receptor superfamily, member 12A 
P4HB       AA886421  ESTs
CTRL       AA026626  chymotrypsin-like
HF1        T74567    H factor 1 complement 
           AA719025  ESTs 
SERPINA4   AA628410  serine or cysteine proteinase inhibitor 
GCAT       N93695    glycine C-acetyltransferase 2-amino-3-ketobutyrate coenzyme A ligase 
TTR        AI261783  transthyretin prealbumin, amyloidosis type I 
ALB        T85854    albumin   
FGL1       AA677287  fibrinogen-like 1 
FGL1       R10378    fibrinogen-like 1 
ITIH4      N73625    inter-alpha globulin inhibitor H4 
TM4SF4     H78244    transmembrane 4 superfamily member 4 
SERPINA3   AA704242  serine or cysteine proteinase inhibitor
PRDX4      AA459663  peroxiredoxin 4 
FLJ22833   AI214306  hypothetical protein FLJ22833 
G3BP       AA425151  Ras-GTPase-activating protein SH3-domain-binding protein en
ESDN       AI302412
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SF3B1         AA876198  splicing factor 3b, subunit 1, 155kDa 
WAC           R16545    WW domain-containing adapter with a coiled-coil region 
KIAA0476      W81134    KIAA0476 gene product 
              AA988876  ESTs  
KAISO-L1      N63748    KAISO-like zinc finger protein 1 
              N69835    ESTs 
CKAP2         T52152    cytoskeleton associated protein 2 
RNAC          AA453591  RNA cyclase homolog 
AHSG          R92227    alpha-2-HS-glycoprotein 
ACADSB        H95792    acyl-Coenzyme A dehydrogenase, short/branched chain 
AOX1          AI343711  aldehyde oxidase 1 
PLGL          N73991    plasminogen-like 
FLJ20581      AA873330  hypothetical protein FLJ20581 
CYP2A6        T72259    cytochrome P450, family 2, subfamily A, polypeptide 6 
SERPINA4      AA628410  serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 4 
FLJ11286      AA456589  hypothetical protein FLJ11286 
G0S2          AA931758  putative lymphocyte G0/G1 switch gene 
HSD11B1       AA150918  hydroxysteroid 11-beta dehydrogenase 1 
GGH           AA455800  gamma-glutamyl hydrolase conjugase, folylpolygammaglutamyl hydrolase 
HMX1          AI364148  homeo box H6 family 1 
              W46341    ESTs  
TF            H89512    transferrin 
TF            H69531    transferrin 
GA            AI268697  liver mitochondrial glutaminase 
PACE4         W85806    paired basic amino acid cleaving system 4 
KMO           H47346    kynurenine 3-monooxygenase kynurenine 3-hydroxylase 
APOB          H93332    apolipoprotein B including Agx antigen 
SLC25A15      AA035452  solute carrier family 25 mitochondrial carrier; ornithine transporter member 15 
SLC25A15      H68752    solute carrier family 25 mitochondrial carrier; ornithine transporter member 15 
CKS2          AA010065  CDC28 protein kinase regulatory subunit 2 
C5            N53664    complement component 5 
SDC1          AA074511  syndecan 1 
GPX2          AA135152  glutathione peroxidase 2 gastrointestinal 
VNN1          AA983530  vanin 1 
VNN1          AI253190  vanin 1 
ABCC3         AA429895  ATP-binding cassette, sub-family C CFTR/MRP, member 3 
DPYS          H74004    dihydropyrimidinase 
ITIH2         R06580    inter-alpha globulin inhibitor, H2 polypeptide 
PTPN9         AI253052  protein tyrosine phosphatase, non-receptor type 9 
GCDH          AA259123  glutaryl-Coenzyme A dehydrogenase 
MTHFD1        AI262978  methylenetetrahydrofolate dehydrogenase NADP+ dependent
              AA430367  
              AA099408  
APOE          T70891    apolipoprotein E 
APOC1         AA991590  apolipoprotein C-I 
SCARB1        AA443899  scavenger receptor class B, member 1 
P4HB          R25612    procollagen-proline, 2-oxoglutarate 4-dioxygenase proline 4-hydroxylaase; thyroid hormone binding protein p55 
P4HB          AA886421  procollagen-proline, 2-oxoglutarate 4-dioxygenase proline 4-hydroxylase
ERP70         N59626    protein disulfide isomerase related protein calcium-binding protein, intestinal-related 
              R96609    ESTs
AKR1C3        R93124    aldo-keto reductase family 1, member C3 3-alpha hydroxysteroid dehydrogenase, type II 
              H69608    ESTs 
MT1X          N80129    metallothionein 1X 
RNF41         AI299601  ring finger protein 41 
AGXT          N57872    alanine-glyoxylate aminotransferase oxalosis I
MT1K          R06601    metallothionein 1K 
NUTF2         AI289110  nuclear transport factor 2 
H19           H53339    H19, imprinted maternally expressed untranslated mRNA 
MT1F          T56221    metallothionein 1F functional 
MT1F          N55459    metallothionein 1F functional 
MT1H          H77597    metallothionein 1H 
BIRC5         AA460685  baculoviral IAP repeat-containing 5 survivin 
WRNIP1        T95670    Werner helicase interacting protein 1 
LOC148738     AA479147  LOC148738 
na            W85851    similar to xenobiotic/medium-chain fatty acid:CoA ligase 
NRAP          AA180013  nebulin-related anchoring protein 
SAA1          H25546    serum amyloid A1 
SAA4          AI344545  serum amyloid A4, constitutive 
SAA1          AI084001  serum amyloid A1 
C6            N59396    complement component 6 
GALK2         AI261802  galactokinase 2 
CYP3A7        R09895    cytochrome P450, family 3, subfamily A, polypeptide 7 
              R44730    ESTs  
CYP3A5P2      AA702706  cytochrome P450, family 3, subfamily A, polypeptide 5 pseudogene 2 
CYP2C9        R89491    cytochrome P450, family 2, subfamily C, polypeptide 9 
TM4SF4        H78244    transmembrane 4 superfamily member 4 
MTP           AA421238  microsomal triglyceride transfer protein large polypeptide, 88kDa 
HSD17B2       AA970760  hydroxysteroid 17-beta dehydrogenase 2 
GC            R88884    group-specific component vitamin D binding protein 
FMO3          H71847    flavin containing monooxygenase 3 
              AA913510  ESTs  
BAAT          R98623    bile acid Coenzyme A: amino acid N-acyltransferase glycine N-choloyltransferase 
PROZ          AA680349  protein Z, vitamin K-dependent plasma glycoprotein 
APOC4         T71886    apolipoprotein C-IV 
SDS           T71363    serine dehydratase 
FGB           H91121    fibrinogen, B beta polypeptide 
LEAP-2        N91165    liver-expressed antimicrobial peptide 2 
GC            T98492    group-specific component vitamin D binding protein 
              T68461    ESTs 
MGC3279       AA455419  hypothetical protein MGC3279 similar to collectins 
MGC35366      N59799    hypothetical protein MGC35366 
CPB2          H47837    carboxypeptidase B2 plasma, carboxypeptidase U 
MGC15937      H93380    similar to RIKEN cDNA 0610008P16 gene 
ALDH8A1       N70701    aldehyde dehydrogenase 8 family, member A1 
              R83342  

   
              AA490120  
MGC35366      R06746    hypothetical protein MGC35366 
CYP4F3        AI249090  cytochrome P450, family 4, subfamily F, polypeptide 3 
na            AA758140  similar to RIKEN cDNA 0610012D14 
FRCP1         H78536    likely ortholog of mouse fibronectin type III repeat containing protein 1 
              AA971574  ESTs 
FCN3          AA666363  ficolin collagen/fibrinogen domain containing 3 Hakata antigen 
              AA700364  
              AA778830  ESTs  
ANGPTL3       AI335086  angiopoietin-like 3 
              AA776328  
              AI302981  ESTs
NPC1L1        AA676945  NPC1 Niemann-Pick disease, type C1, gene-like 1 
SERPINA1      H58926    serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 1 
SERPINA1      H90292    serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 1 
HPD           R91878    4-hydroxyphenylpyruvate dioxygenase 
HPD           H90493    4-hydroxyphenylpyruvate dioxygenase 
OTC           AA677326  ornithine carbamoyltransferase 
GCKR          T67006    glucokinase hexokinase 4 regulatory protein 
NR0B2         W90085    nuclear receptor subfamily 0, group B, member 2 
NPTX2         AA683041  neuronal pentraxin II 
ANG           AA682399  angiogenin, ribonuclease, RNase A family, 5 
CPB2          N54494    carboxypeptidase B2 plasma, carboxypeptidase U 
PON3          R95740    paraoxonase 3 
PON3          T57069    paraoxonase 3 
NACT          T71008    sodium-coupled citrate transporter 
C4BPB         AA677687  complement component 4 binding protein, beta 
HGD           AI026973  homogentisate 1,2-dioxygenase homogentisate oxidase 
              AA434256  ESTs 
FBP1          AA699427  fructose-1,6-bisphosphatase 1 
PLGL          AA774309  plasminogen-like 
PLG           R91117    plasminogen 
RRAS          AI368184  related RAS viral r-ras oncogene homolog 
FGG           T94279    fibrinogen, gamma polypeptide 
F12           AI086240  coagulation factor XII Hageman factor 
SERPINA1      N71049    serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 1 
SERPINA1      R00822    serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 1 
na            N50654    similar to Ceruloplasmin precursor Ferroxidase 
CP            H86554    ceruloplasmin ferroxidase 
TDO2          T72398    tryptophan 2,3-dioxygenase 
PRKCD         AA496360  protein kinase C, delta 
              AA436479  ESTs
GALNT2        R00496    UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 GalNAc-T2 
ORM2          AA700876  orosomucoid 2 
FOXA3         R99562    forkhead box A3 
              R98070    ESTs 
LOC91614      N47285    novel 58.3 KDA protein 
HMGCS2        AA496148  3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2 mitochondrial 
CNTNAP1       AA028905  contactin associated protein 1 
DMGDH         AA676742  dimethylglycine dehydrogenase precursor 
BHMT2         R98073    betaine-homocysteine methyltransferase 2 
STARD4        H11346    START domain containing 4, sterol regulated 
AGPAT2        AA938623  1-acylglycerol-3-phosphate O-acyltransferase 2 lysophosphatidic acid acyltransferase, beta 
SERPINA7      T64901    serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 7 
GGCX          AA788767  gamma-glutamyl carboxylase 
FLJ11320      T74039    GDP-fucose transporter 1 
SLC17A2       H60423    solute carrier family 17 sodium phosphate, member 2 
BICD1         AI356535  Bicaudal D homolog 1 Drosophila 
PEX7          AI360264  peroxisomal biogenesis factor 7 
ACK1          AI262140  activated p21cdc42Hs kinase 
SOX3          AI359981  SRY sex determining region Y-box 3 
C11orf13      AA970526  chromosome 11 open reading frame 13 
AGT           H64379    angiotensinogen serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 8 
AGT           AI359985  angiotensinogen serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 8 
ITIH3         T67884    pre-alpha globulin inhibitor, H3 polypeptide 
              AI364655  
SLC5A6        AA186605  solute carrier family 5 sodium-dependent vitamin transporter, member 6 
SHMT2         AA620477  serine hydroxymethyltransferase 2 mitochondrial 
C2            T71878    complement component 2 
              H63111  
C4BPA         T62036    complement component 4 binding protein, alpha 
ADH4          AA007395  alcohol dehydrogenase 4 class II, pi polypeptide 
ADH4          H63124    alcohol dehydrogenase 4 class II, pi polypeptide 
CPN1          AA679422  carboxypeptidase N, polypeptide 1, 50kD 
SERPINA7      T72171    serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 7 
              R38938    ESTs 
POR           AA481980  P450 cytochrome oxidoreductase 
              AA291395  ESTs 
VTN           N58107    vitronectin serum spreading factor, somatomedin B, complement S-protein 
              N49725    ESTs 
FAH           H44956    fumarylacetoacetate hydrolase fumarylacetoacetase 
EHHADH        R02373    enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A dehydrogenase 
LOC285733     AA406529  hypothetical protein LOC285733 
DP1L1         AA443936  polyposis locus protein 1-like 1 
ADH6          H68509    alcohol dehydrogenase 6 class V 
NAT2          AI460128  N-acetyltransferase 2 arylamine N-acetyltransferase 
MPST          AA416693  mercaptopyruvate sulfurtransferase 
              AA704770  ESTs 
FLJ31300      AA679423  hypothetical protein FLJ31300 
              AA702986  
SEPX1         AA878597  selenoprotein X, 1 
TST           AA432063  thiosulfate sulfurtransferase rhodanese 
ARSE          AA705395  arylsulfatase E chondrodysplasia punctata 1 
DECR2         AA417227  2,4-dienoyl CoA reductase 2, peroxisomal 
DLEC1         AA974773  deleted in lung and esophageal cancer 1 
KLKB1         AI670809  kallikrein B, plasma Fletcher factor 1 
DKFZP761M1511 AA776327  hypothetical protein DKFZP761M1511 
SLC2A2        R00833    solute carrier family 2 facilitated glucose transporter, member 2 
UGT2B7        AA746229  UDP glycosyltransferase 2 family, polypeptide B7 
              AA962194  ESTs
UGT2B7        AI000188  UDP glycosyltransferase 2 family, polypeptide B7 
UGT2B4        N53031    UDP glycosyltransferase 2 family, polypeptide B4 
FLJ21934      AA779251  hypothetical protein FLJ21934 
UGT2B15       T50788    UDP glycosyltransferase 2 family, polypeptide B15 
F7            AI247880  coagulation factor VII serum prothrombin conversion accelerator 
DXYS155E      AA496863  DNA segment on chromosome X and Y unique 155 expressed sequence 
              R89067    ESTs 
HAO2          AA919149  hydroxyacid oxidase 2 long chain 
SLC22A7       T68587    solute carrier family 22 organic anion transporter, member 7 
              N69136    ESTs 
FTCD          N74650    formiminotransferase cyclodeaminase 
              AA705692  ESTs 
F7            AA701917  coagulation factor VII serum prothrombin conversion accelerator 
LOC123876     AA962431  hypothetical protein LOC123876 
KNG           H69833    kininogen 
PCK1          AA405731  phosphoenolpyruvate carboxykinase 1 soluble 
MSTP9         AA707273  macrophage stimulating, pseudogene 9 
MST1          T47812    macrophage stimulating 1 hepatocyte growth factor-like 
APOM          T70321    apolipoprotein M 
APOM          N74679    apolipoprotein M 
              T85854    ESTs 
HPD           AA010605  4-hydroxyphenylpyruvate dioxygenase 
TFR2          R35943    transferrin receptor 2 
MGC3047       AA421770  hypothetical protein MGC3047 
POLR2J2       N53169    DNA directed RNA polymerase II polypeptide J-related gene 
CPS1          T61078    carbamoyl-phosphate synthetase 1, mitochondrial 
PRODH2        AA977282  proline dehydrogenase oxidase 2 
APOA1         R96780    apolipoprotein A-I 
APOA1         AI001134  apolipoprotein A-I 
              AA985123  ESTs
APOA1         AA938940  apolipoprotein A-I 
LEAP-2        R93723    liver-expressed antimicrobial peptide 2 
APOA2         AA961402  apolipoprotein A-II 
MGC8974       AA663092  hypothetical protein MGC8974 
APOB          T53121    apolipoprotein B including Agx antigen 
TM4SF5        R95924    transmembrane 4 superfamily member 5 
              AI364951  
SLC38A4       N68679    solute carrier family 38, member 4 
LBP           R15731    lipopolysaccharide binding protein 
ALDOB         AA977417  aldolase B, fructose-bisphosphate 
FABP1         T53219    fatty acid binding protein 1, liver 
TRRAP         AA894428  transformation/transcription domain-associated protein 
APCS          R98019    amyloid P component, serum 
APOC2         AA454580  apolipoprotein C-II 
SCAND1        AA490594  SCAN domain containing 1 
ATF5          AA872311  activating transcription factor 5 
F2            T62075    coagulation factor II thrombin 
PLG           T73090    plasminogen 
FGB           T73858    fibrinogen, B beta polypeptide 
CP            AA918982  ceruloplasmin ferroxidase 
ASGR1         H58255    asialoglycoprotein receptor 1 
HAL           W86775    histidine ammonia-lyase 
C8A           H53494    complement component 8, alpha polypeptide 
RBP4          T72076    retinol binding protein 4, plasma 
SLC4A3        AA609880  solute carrier family 4, anion exchanger, member 3 
              T69305    ESTs 
LEAP-2        T82264    liver-expressed antimicrobial peptide 2 
ARG1          AA447741  arginase, liver 
HPX           AI283497  hemopexin 
na            H61449    similar to Carboxypeptidase N 83 kDa chain Carboxypeptidase N regulatory subunit 
FOXA2         AI302734  forkhead box A2 
SERPINF2      H94475    serine or cysteine proteinase inhibitor, clade F alpha-2 antiplasmin, pigment epithelium derived factor, member 2 
FGB           H91714    fibrinogen, B beta polypeptide 
SERPINA6      H90764    serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 6 
CYP2D6        AI016456  cytochrome P450, family 2, subfamily D, polypeptide 6 
THPO          AA479058  thrombopoietin myeloproliferative leukemia virus oncogene ligand 
ITIH4         N73625    inter-alpha globulin inhibitor H4 plasma Kallikrein-sensitive glycoprotein 
CYP8B1        AA928708  cytochrome P450, family 8, subfamily B, polypeptide 1 
SLC22A1       AA702013  solute carrier family 22 organic cation transporter, member 1 
HAAO          T80846    3-hydroxyanthranilate 3,4-dioxygenase 
PAH           AA682293  phenylalanine hydroxylase 
              AA677050  ESTs 
              H62162    ESTs
MAT1A         AA699812  methionine adenosyltransferase I, alpha 
HRG           H69630    histidine-rich glycoprotein 
PON1          R09781    paraoxonase 1 
RODH-4        AI093928  microsomal NAD+-dependent retinol dehydrogenase 4 
AGXT          T73739    alanine-glyoxylate aminotransferase oxalosis I
APOH          H68848    apolipoprotein H beta-2-glycoprotein I 
ETFB          T62040    electron-transfer-flavoprotein, beta polypeptide 
ASS           AA676405  argininosuccinate synthetase 
G6PT1         AA490159  glucose-6-phosphatase, transport glucose-6-phosphate protein 1 
LTB4DH        AA420455  leukotriene B4 12-hydroxydehydrogenase 
PCBD          AA442959  6-pyruvoyl-tetrahydropterin synthase  
              AA630881  ESTs 
DDT           AA292995  D-dopachrome tautomerase 
LOC283377     AA455528  hypothetical protein LOC283377 
ACAA2         AA420833  acetyl-Coenzyme A acyltransferase 2 mitochondrial 3-oxoacyl-Coenzyme A thiolase 
FGL1          AA677287  fibrinogen-like 1 
FGL1          R10378    fibrinogen-like 1 
C8B           T68274    complement component 8, beta polypeptide 
DPP8          AA465309  dipeptidylpeptidase 8 
MGC10702      AA872309  hypothetical protein MGC10702 
GJB1          N62394    gap junction protein, beta 1, 32kDa connexin 32, Charcot-Marie-Tooth neuropathy, X-linked 
FTHFD         T52839    formyltetrahydrofolate dehydrogenase 
CRF           AI371089  C1q-related factor 
              N63375    ESTs
SERPINC1      T62060    serine or cysteine proteinase inhibitor, clade C antithrombin, member 1 
ASGR2         R98050    asialoglycoprotein receptor 2 
              H65051    ESTs 
SERPIND1      T62086    serine or cysteine proteinase inhibitor, clade D heparin cofactor, member 1 
TTR           AI261783  transthyretin prealbumin, amyloidosis type I 
TTR           R16541    transthyretin prealbumin, amyloidosis type I 
CYP2C8        N53136    cytochrome P450, family 2, subfamily C, polypeptide 8 
na            AA004846  similar to RIKEN cDNA 0610012C01 
              T58648    ESTs  
HAMP          T48277    hepcidin antimicrobial peptide 
              H23230    ESTs 
CYP2E1        H50500    cytochrome P450, family 2, subfamily E, polypeptide 1 
              R38944    ESTs 
SERPINA3      AA704242  serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 3 
SERPINA3      T80849    serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 3 
GALK1         AI015566  galactokinase 1 
BF            H80257    B-factor, properdin 
BF            AA401441  B-factor, properdin 
POV1          T72067    prostate cancer overexpressed gene 1 
C14orf68      H57059    chromosome 14 open reading frame 68 
GYS2          N52282    glycogen synthase 2 liver 
FETUB         AA703251  fetuin B 
FETUB         N70226    fetuin B 
ADH1C         AI420743  alcohol dehydrogenase 1C class I, gamma polypeptide 
ADH1B         N93428    alcohol dehydrogenase IB class I, beta polypeptide 
MGC52117      AA888225  hypothetical protein MGC52117 
              R99080  
HFL1          W88788    H factor complement-like 1 
HF1           AI669507  H factor 1 complement 
HF1           AA953249  H factor 1 complement 
HF1           T74567    H factor 1 complement 
LOC51279      AA427778  complement C1r-like proteinase 
              H80335  
LOC91582      AA682419  hypothetical protein LOC91582 
C1R           T69603    complement component 1, r subcomponent 
C1R           AA041382  complement component 1, r subcomponent 
NNMT          T72089    nicotinamide N-methyltransferase 
              T47454    ESTs 
CYP27A1       N66957    cytochrome P450, family 27, subfamily A, polypeptide 1 
IMAGE3455200  AA625788  hypothetical protein IMAGE3455200 
CES1          AA043416  carboxylesterase 1 monocyte/macrophage serine esterase 1 
na            H59614    similar to PUTATIVE INSULIN-LIKE GROWTH FACTOR II ASSOCIATED PROTEIN 
PLA2G2A       T61271    phospholipase A2, group IIA platelets, synovial fluid 
LOC285189     H90507    plasminogen-related protein A 
PLGL          T67549    plasminogen-like 
F10           N98524    coagulation factor X 
LANCL1        R59621    LanC lantibiotic synthetase component C-like 1 bacterial 
AQP9          AA621132  aquaporin 9 
LRRN3         AA452138  leucine rich repeat neuronal 3 
              N59089    HepG2 partial cDNA, clone hmd5d04m5. 
CYB5          R91950    cytochrome b-5 
IGFBP1        AA233079  insulin-like growth factor binding protein 1 
MYO1B         W95682    myosin IB
RODH          AA034944  3-hydroxysteroid epimerase 
              N48057    ESTs
C20orf3       H94317    chromosome 20 open reading frame 3 
NOTCH2        R11461    Notch homolog 2 Drosophila 
IL1RAP        T85756    interleukin 1 receptor accessory protein 
IL1RAP        AA256132  interleukin 1 receptor accessory protein 
EEG1          N64781    likely ortholog of mouse embryonic epithelial gene 1
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MASP1          H15552    mannan-binding lectin serine protease 1  
               N67808    ESTs 
DKFZp761G058   AA702550  hypothetical protein DKFZp761G058 
DKFZp434J0617  AI039472  hypothetical protein DKFZp434J0617 
HBG2           N68719    hemoglobin, gamma G 
KIAA0143       AA083799  KIAA0143 protein 
               AA780409  ESTs 
PTP4A3         AA427737  protein tyrosine phosphatase type IVA, member 3 
               N68754    ESTs  
PPP1R14C       R18901    protein phosphatase 1, regulatory inhibitor subunit 14C 
KIAA1389       AA464598  KIAA1389 protein 
ABLIM1         AI821042  actin binding LIM protein 1 
               N89738    ESTs
LOC57209       N50827    Kruppel-type zinc finger protein 
na             H00596    similar to Williams Beuren syndrome chromosome region 19 
CD36           N39161    CD36 antigen collagen type I receptor 
CCL11          W69211    chemokine C-C motif ligand 11 
C1orf24        AA886758  chromosome 1 open reading frame 24 
               AA708605  ESTs 
               R28512    ESTs 
PCOLCE2        AA115742  procollagen C-endopeptidase enhancer 2 
CAV2           AI339434  caveolin 2 
               AA705225  ESTs 
               AI075350  ESTs 
FLJ30973       AA036952  hypothetical protein FLJ30973 
EGLN3          R00226    egl nine ESTslog 3 C. elegans 
EGLN3          AA991861  egl nine ESTslog 3 C. elegans 
SLC5A1         AI078794  solute carrier family 5 sodium/glucose cotransporter, member 1 
RAB3A          H51113    RAB3A, member RAS oncogene family 
NDRG4          AA454214  NDRG family member 4 
B3GALT2        AA935675  UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 2 
FGF12          H19128    fibroblast growth factor 12 
FGF12          AA702307  fibroblast growth factor 12 
ODZ2           N71920    odd Oz/ten-m ESTslog 2 Drosophila, mouse 
WNT4           AI267902  wingless-type MMTV integration site family, member 4 
na             AA705181  LOC342788 
               R37602  
               AI186131  ESTs 
CDH2           W48793    cadherin 2, type 1, N-cadherin neuronal 
CYP2J2         H09076    cytochrome P450, family 2, subfamily J, polypeptide 2 
               AA448628  ESTs
CYP2J2         AA677031  cytochrome P450, family 2, subfamily J, polypeptide 2 
               AI291952  ESTs 
MYOP           AA599376  sarcomeric protein myopalladin, 145 kDa 
FLJ32020       AA424992  hypothetical protein FLJ32020 
NRAP           AA180013  nebulin-related anchoring protein 
   
UNC45          AA780099  striated muscle UNC45 
na             AA181506  similar to RIKEN cDNA D930001I22 
SLC4A3         AI193333  solute carrier family 4, anion exchanger, member 3 
FLJ20003       AA478576  hypothetical protein FLJ20003 
MYBPC3         AI371190  myosin binding protein C, cardiac 
ACTN2          AA775521  actinin, alpha 2 
GATA4          AA431347  GATA binding protein 4 
               AA971063  ESTs 
KCNJ8          AA036956  potassium inwardly-rectifying channel, subfamily J, member 8 
MASP1          AA478967  mannan-binding lectin serine protease 1  
MPP3           W44684    membrane protein, palmitoylated 3 MAGUK p55 subfamily member 3 
na             AA421658  similar to RIKEN cDNA A230078I05 gene 
               AA705825  ESTs 
               AA629559  ESts
CLGN           AA778675  calmegin 
NRXN2          H41237    neurexin 2 
MLF1           W56334    myeloid leukemia factor 1 
SLC41A1        AA705326  solute carrier family 41, member 1 
LAPTM4B        AA600214  lysosomal associated protein transmembrane 4 beta 
CASP7          T50675    caspase 7, apoptosis-related cysteine protease 
RIG            AA425947  regulated in glioma 
AKAP6          R55786    kinase PRKA anchor protein 6 
LDHB           AA173619  lactate dehydrogenase B 
LPL            AA976046  lipoprotein lipase 
LPL            AA633835  lipoprotein lipase 
               AA704587  ESTs 
na             AI126892  similar to RIKEN cDNA D330017N19; synaptic glycoprotein SC2-like 
KIAA1695       AA878929  hypothetical protein FLJ22297 
FLJ35961       AI266217  hypothetical protein FLJ35961 
MIDORI         AI000726  likely ortholog of mouse myocytic induction/differentiation originator 
               AI184995  ESTs 
               R24828    ESTs  
COX5A          AW005577  cytochrome c oxidase subunit Va 
TYRP1          AA668457  tyrosinase-related protein 1 
TYRP1          AA424996  tyrosinase-related protein 1 
BSG            AA436440  basigin OK blood group 
ARHB           AA055411  ras ESTslog gene family, member B 
TNNT2          N70734    troponin T2, cardiac 
POP1           N33237    processing of precursors 1 
CRIP2          AA485427  cysteine-rich protein 2 
OGDH           AA856769  oxoglutarate alpha-ketoglutarate dehydrogenase lipoamide 
               N39168    ESTs 
FLJ20152       AA918685  hypothetical protein FLJ20152 
TTN            N81135    titin 
               AI094726  ESTs 
FLJ32452       AA677362  hypothetical protein FLJ32452 
               AA701289  ESTs 
PFKM           AA099169  phosphofructokinase, muscle 
A2BP1          AA975235  ataxin 2-binding protein 1 
KIAA1173       N38887    KIAA1173 protein 
               N40968    ESTs
   
PDE4DIP        AA192757  phosphodiesterase 4D interacting protein myomegalin 
   
PDE4DIP        AA431951  phosphodiesterase 4D interacting protein myomegalin 
PDE4DIP        AA433920  phosphodiesterase 4D interacting protein myomegalin 
MGC14816       N31901    hypothetical protein MGC14816 
PDE4DIP        AA443156  phosphodiesterase 4D interacting protein myomegalin 
SPRR4          W94063    small proline rich protein 4 
FLJ12921       W73753    hypothetical protein FLJ12921 
NAV2           W44507    neuron navigator 2 
ART3           AA884935  ADP-ribosyltransferase 3 
HSPB3          AI572217  heat shock 27kDa protein 3 
               AA452530  ESTs
SCHIP1         AA708955  schwannomin interacting protein 1 
RYR2           R15791    ryanodine receptor 2 cardiac 
               AI668637  ESTs 
CRYAB          AA504891  crystallin, alpha B 
               AI168764  ESTs
COX7A1         AA872125  cytochrome c oxidase subunit VIIa polypeptide 1 muscle 
TRDN           AA401295  triadin 
               N93255    ESTs  
               R34875    ESTs  
               AI769340  ESTs 
CKMT2          AA460480  creatine kinase, mitochondrial 2 sarcomeric 
TCF15          AI218364  transcription factor 15 basic helix-loop-helix 
MYOP           AA179599  sarcomeric protein myopalladin, 145 kDa 
SMPX           AA214031  small muscle protein, X-linked 
ZSIG11         AA463493  putative secreted protein ZSIG11 
GENX-3414      AI340932  genethonin 1 
PPP1R3C        AA133278  protein phosphatase 1, regulatory inhibitor subunit 3C 
BVES           N91897    blood vessel epicardial substance 
               T64982  
               AA978042  ESTs
UBE3A          R85212    ubiquitin protein ligase E3A human papilloma virus E6-associated protein, Angelman syndrome 
FLJ38101       W73382    hypothetical protein FLJ38101 
               AI073641  ESTs 
HSPB7          AA040608  heat shock 27kDa protein family, member 7 cardiovascular 
CKM            AI381323  creatine kinase, muscle 
TNNC1          AI971321  troponin C, slow 
TPM1           W58009    tropomyosin 1 alpha 
PLN            AA427940  phospholamban 
CASQ2          AA055163  calsequestrin 2 cardiac muscle 
TPM1           AA047403  tropomyosin 1 alpha 
nexilin        AA235347  likely ortholog of rat F-actin binding protein nexilin 
nexilin        AA126195  likely ortholog of rat F-actin binding protein nexilin 
LIM            AA443846  LIM protein similar to rat protein kinase C-binding enigma 
LIM            AA086432  LIM protein similar to rat protein kinase C-binding enigma 
               AA669710  
               AA448615  ESTs
               AA044732  ESTs
DMPK           AA974848  dystrophia myotonica-protein kinase 
NPPB           AI634108  natriuretic peptide precursor B 
TNNI3          AA158796  troponin I, cardiac 
SOX11          AI631454  SRY sex determining region Y-box 11 
DFFA           AA487452  DNA fragmentation factor, 45kDa, alpha polypeptide 
CARP           AA486364  cardiac ankyrin repeat protein 
CARP           AA969184  cardiac ankyrin repeat protein 
RRAD           W84370    Ras-related associated with diabetes 
na             AA127215  LOC349752 
KIF1C          AA159770  kinesin family member 1C 
ZFP106         AI333932  zinc finger protein 106 
ZFP106         AA488885  zinc finger protein 106 
MGC14816       N29791    hypothetical protein MGC14816 
COX6A2         AI973115  cytochrome c oxidase subunit VIa polypeptide 2 
               AA992588  ESTs  
TTN            AA872006  titin 
CSRP3          AA195959  cysteine and glycine-rich protein 3 cardiac LIM protein 
MYL2           N78927    myosin, light polypeptide 2, regulatory, cardiac, slow 
NDUFS6         AA176453  NADH dehydrogenase ubiquinone Fe-S protein 6
MYOM2          AI186799  myomesin M-protein 2, 165kDa 
MYL3           AA192166  myosin, light polypeptide 3, alkali; ventricular, skeletal, slow 
UNG            H15111    uracil-DNA glycosylase 
FLJ30294       AA428313  hypothetical protein FLJ30294 
na             AI822082  similar to RIKEN cDNA D330017N19; synaptic glycoprotein SC2-like 
LOC92235       AI822070  hypothetical cardiac/skeletal muscle-expressed ORF 
PPP1R3A        AI336142  protein phosphatase 1, regulatory inhibitor subunit 3A
               AI016419  ESTs 
SGCG           AI276563  sarcoglycan, gamma 35kDa dystrophin-associated glycoprotein 
RGS12          AA158244  regulator of G-protein signalling 12 
ARHGAP5        R94174    Rho GTPase activating protein 5 
 FLJ10922      H82874    hypothetical protein FLJ10922 
COX10          H21868    COX10 ESTslog, cytochrome c oxidase assembly protein, heme A 
TA-PP2C        AA521314  T-cell activation protein phosphatase 2C 
                         mitoch. cont. 
                         mitoch. cont. selenoprotein N, 1 
               AI821024  
                         mitoch. cont. cellular retinoic acid-binding protein 2 
               AA053088  ESTs
                         mitoch. cont. ESTs 
                         mitoch. cont. ESTs 
                         mitoch. cont. ESTs, Weakly similar to ALUF_HUMAN 
                         mitoch. cont. ESTs 
                         mitoch. cont. ESTs 
                         mitoch. cont. EST 
                         mitoch. cont. ESTs 
               AA973568  ESTs 
                         mitoch. cont. platelet-derived growth factor receptor, beta polypeptide 
                         mitoch. cont. wingless-type MMTV integration site family, member 5A 
   
                         mitoch. cont. ESTs sapiens cDNA FLJ32297 fis, clone PROST2001899
   
                         mitoch. cont. 
                         mitoch. cont. ESTs 
                         mitoch. cont. tryptase gamma 1 
                         mitoch. cont. cytochrome P450, subfamily XIB steroid 11-beta-hydroxylase, polypeptide 1 
                         mitoch. cont. 
                         mitoch. cont. 
               T60688  
                         mitoch. cont. ESTs 
                         mitoch. cont. 
                         mitoch. cont. 
                         mitoch. cont. ESTs, Weakly similar to I38022 hypothetical protein [H.sapiens] 
                         mitoch. cont. 
                         mitoch. cont. 
                         mitoch. cont. EST 
                         mitoch. cont. EST 
                         mitoch. cont. 
                         mitoch. cont. EST 
                         mitoch. cont. solute carrier family 25 mitochondrial carrier; phosphate carrier, member 3 
               AA621761  
                         mitoch. cont. ESTs 
DKFZP564C103   AI266693  DKFZP564C103 protein 
BRP44L         AA459690  brain protein 44-like 
NDUFV3         W96224    NADH dehydrogenase ubiquinone flavoprotein 3, 10kDa 
RPC8           H99699    RNA polymerase III subunit RPC8 
               AI383171  
               AA598624  ESTs
S100A1         H49983    S100 calcium binding protein A1 
MFN2           AI688349  mitofusin 2 
PSMB9          AA862434  proteasome prosome, macropain subunit, beta type, 9 large multifunctional protease 2 
SLC25A4        R53337    solute carrier family 25 mitochondrial carrier; adenine nucleotide translocator
RELB           AA258001  v-rel reticuloendotheliosis viral oncogene ESTslog B
ATP2B1         AA261928  ATPase, Ca++ transporting, plasma membrane 1 
MDH2           AI000271  malate dehydrogenase 2, NAD mitochondrial 
TIMM8B         AA629910  translocase of inner mitochondrial membrane 8 ESTslog B yeast 
ETFA           T57919    electron-transfer-flavoprotein, alpha polypeptide glutaric aciduria II 
               AA486794  
UQCR           AA629862  ubiquinol-cytochrome c reductase 6.4kD subunit 
COX5B          AI688757  cytochrome c oxidase subunit Vb 
CYC1           AA447774  cytochrome c-1 
COX5A          AA468759  cytochrome c oxidase subunit Va 
NDUFAB1        AA447569  NADH dehydrogenase ubiquinone 1, alpha/beta subcomplex, 1, 8kDa 
MDH1           AA291370  malate dehydrogenase 1, NAD soluble 
CLTB           N20335    clathrin, light polypeptide Lcb 
GOT1           AA626786  glutamic-oxaloacetic transaminase 1, soluble aspartate aminotransferase 1 
GOT1           H22855    glutamic-oxaloacetic transaminase 1, soluble aspartate aminotransferase 1 
GOT2           AA487521  glutamic-oxaloacetic transaminase 2, mitochondrial aspartate aminotransferase 2 
               T63981    ESTs
CDW92          T61913    CDw92 antigen 
ATPAF1         T71965    ATP synthase mitochondrial F1 complex assembly factor 1 
UQCRFS1        AA448184  ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 1 
NDUFB3         AI675527  NADH dehydrogenase ubiquinone 1 beta subcomplex, 3, 12kDa 
ATP5G3         H47080    ATP synthase, H+ transporting, mitochondrial F0 complex, subunit c subunit 9 isoform 3 
ATP5G3         AA173109  ATP synthase, H+ transporting, mitochondrial F0 complex, subunit c subunit 9 isoform 3 
COX6B          AA872391  cytochrome c oxidase subunit VIb 
COX6B          N71160    cytochrome c oxidase subunit VIb 
COX6B          AA100718  cytochrome c oxidase subunit VIb 
 NDUFA1        AA083784  NADH dehydrogenase ubiquinone 1 alpha subcomplex, 1, 7.5kDa 
COX7B          AA629999  cytochrome c oxidase subunit VIIb 
STAR           AA679454  steroidogenic acute regulatory protein 
ATP5J          AA504465  ATP synthase, H+ transporting, mitochondrial F0 complex, subunit F6 
DLD            AA447748  dihydrolipoamide dehydrogenase E3 component of pyruvate dehydrogenase complex   
NDUFS1         AA406535  NADH dehydrogenase ubiquinone Fe-S protein 1, 75kDa NADH-coenzyme Q reductase 
               R52654    ESTs 
MAEA           AI249698  macrophage erythroblast attacher 
NDUFS5         AA214053  NADH dehydrogenase ubiquinone Fe-S protein 5, 15kDa NADH-coenzyme Q reductase 
CIC            R13519    capicua ESTslog Drosophila 
NDUFA4         AA680322  NADH dehydrogenase ubiquinone 1 alpha subcomplex, 4, 9kDa 
PDHA1          T65758    pyruvate dehydrogenase lipoamide alpha 1 
NNT            H22944    nicotinamide nucleotide transhydrogenase 
HCBP6          AI093359  hepatitis C virus core-binding protein 6 
UQCRB          AA664284  ubiquinol-cytochrome c reductase binding protein 
                         mitoch. cont. 
SMYD2          AI343937  SET and MYND domain containing 2 
SMYD2          H08423    SET and MYND domain containing 2 
S100A1         AA425934  S100 calcium binding protein A1 
               AI262125  ESTs 
               AA454543  ESTs
FABP3          AA148548  fatty acid binding protein 3, muscle and heart mammary-derived growth inhibitor 
FABP3          AA044151  fatty acid binding protein 3, muscle and heart mammary-derived growth inhibitor 
H2AV           H97000    histone H2A.F/Z variant 
FABP3          N70502    fatty acid binding protein 3, muscle and heart mammary-derived growth inhibitor 
IRF2           W33020    interferon regulatory factor 2 
LOC128153      AA449329  hypothetical protein BC014608 
               N52255    ESTs 
CD36           H69048    CD36 antigen collagen type I receptor, thrombospondin receptor 
CDH5           H02884    cadherin 5, type 2, VE-cadherin vascular epithelium 
CDH5           T53625    cadherin 5, type 2, VE-cadherin vascular epithelium 
EDG1           N93476    endothelial differentiation, sphingolipid G-protein-coupled receptor, 1 
na             R82801    LOC340210 
na             AA457718  LOC340210 
NUDT4          N66469    nudix nucleoside diphosphate linked moiety X-type motif 4 
               AA922313  ESTs
NEK7           AA972531  NIMA never in mitosis gene a-related kinase 7 
HH114          AA130117  hypothetical protein HH114 
PAM            R66309    peptidylglycine alpha-amidating monooxygenase 
PDK4           AA169469  pyruvate dehydrogenase kinase, isoenzyme 4 
MAP3K1         AI538525  mitogen-activated protein kinase kinase kinase 1 
TGS            AA968991  TUDOR gene similar 
MRCL3          AA970393  myosin regulatory light chain MRCL3 
ARTS-1         AA490894  type 1 tumor necrosis factor receptor shedding aminopeptidase regulator 
               W73161    ESTs
TARSH          W81545    target of Nesh-SH3 
               AA219172  ESTs  
MYLC2A         N93941    likely ortholog of mouse myosin light chain, regulatory A 
CYP1B1         N21019    cytochrome P450, family 1, subfamily B, polypeptide 1 
MYL4           AA677258  myosin, light polypeptide 4, alkali; atrial, embryonic 
MYL4           AI668645  myosin, light polypeptide 4, alkali; atrial, embryonic 
HAK            W47000    heart alpha-kinase 
               AA436020  ESTs
MB             AA176581  myoglobin 
H11            H57493    protein kinase H11 
KIAA1695       H22559    hypothetical protein FLJ22297 
CRN            AA147031  corin 
CRN            AA126468  corin 
FHL2           AA995282  four and a half LIM domains 2 
PLA2G5         R32409    phospholipase A2, group V 
KCNH2          AA427490  potassium voltage-gated channel, subfamily H eag-related, member 2 
AQP7           H27752    aquaporin 7 
COBL           AI038604  KIAA0633 protein 
   
C6orf142       H97868    chromosome 6 open reading frame 142 
DKFZp451G182   AA699576  hypothetical protein DKFZp451G182 
MLYCD          N74699    malonyl-CoA decarboxylase 
SLC16A1        AA043133  solute carrier family 16 monocarboxylic acid transporters, member 1 
HIST2H2BE      AA705142  histone 2, H2be 
ASAH1          AA664155  N-acylsphingosine amidohydrolase acid ceramidase 1 
PKP2           H66158    plakophilin2             
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na             AI318421  similar to seven transmembrane helix receptor 
MEF2C          AA234897  MADS box transcription enhancer factor 2, polypeptide C myocyte enhancer factor 2C 
na             R22420    hypothetical gene supported by AY007102; BC010422; NM_022776 
SSH2           N94357    slingshot 2 
PRKCQ          H60824    protein kinase C, theta 
PADI2          AI688230  peptidyl arginine deiminase, type II 
LOC221143      N92873    hypothetical protein LOC221143 
MAPT           H17335    microtubule-associated protein tau 
TTN            R38653    titin 
               R45952    ESTs
FLJ34960       AI298236  hypothetical protein FLJ34960 
MGC13168       H63394    hypothetical protein MGC13168 
ASB12          W72063    ankyrin repeat and SOCS box-containing 12 
               AA777207  ESTs 
KIAA1170       H80507    KIAA1170 protein 
MYOZ1          AA774478  myozenin 1 
na             AA774503  hypothetical gene supported by AK056725 
               R53338    ESTs
TBX15          AA463229  T-box 15 
TRDN           R25665    triadin 
CAPN3          AA426053  calpain 3, p94 
ADCY2          N45141    adenylate cyclase 2 brain 
               AA426560  ESTs
OSBPL6         AI094626  oxysterol binding protein-like 6 
OSBPL6         AA680281  oxysterol binding protein-like 6 
KAI1           AA922309  kangai 1 suppression of tumorigenicity 6, prostate; 
TEAD4          W72159    TEA domain family member 4 
DKFZp434B1231  AA180179  eEF1A2 binding protein 
ZDHHC2         AA461174  zinc finger, DHHC domain containing 2 
MYF6           AA176491  myogenic factor 6 herculin 
HUMMLC2B       AI005197  myosin light chain 2 
               AI038202  
               AA634551  ESTs 
RPA1           AA629900  replication protein A1, 70kDa 
PDE4DIP        AA458911  phosphodiesterase 4D interacting protein myomegalin 
LRRC2          H41330    leucine-rich repeat-containing 2 
PDE4DIP        AA455354  phosphodiesterase 4D interacting protein myomegalin 
na             R17362    hypothetical gene supported by BC040651 
IDI2           T51024    diphosphate dimethylallyl diphosphate isomerase 2 
BIN1           AA453175  bridging integrator 1 
PHTF2          R14908    putative homeodomain transcription factor 2 
FLJ10493       N53432    hypothetical protein FLJ10493 
FLJ10493       AA196635  hypothetical protein FLJ10493 
DKFZP564B167   R61225    DKFZP564B167 protein 
KTN1           AA459106  kinectin 1 kinesin receptor 
PHKA1          AA927528  phosphorylase kinase, alpha 1 muscle 
na             AA029844  LOC345469 
HIST1H4H       AA702781  histone 1, H4h 
MYOZ3          N62311    myozenin 3 
FLJ10287       N70864    hypothetical protein FLJ10287 
CA3            AA464880  carbonic anhydrase III, muscle specific 
na             AA126832  hypothetical gene supported by AK096894; BC031976; AK096894; BC031976 
PITX2          T64905    paired-like homeodomain transcription factor 2 
               AI262277  ESTs
LOC115265      H15301    similar to Smhs1 protein 
LMOD3          AA447918  leiomodin 3 fetal 
EPM2A          AA421759  epilepsy, progressive myoclonus type 2A, Lafora disease laforin 
HIF1AN         H97861    hypoxia-inducible factor 1, alpha subunit inhibitor 
FLJ34960       AI004659  hypothetical protein FLJ34960 
PDCD11         AA733012  programmed cell death 11 
PHYH           AI269774  phytanoyl-CoA hydroxylase Refsum disease 
NRAP           AA180013  nebulin-related anchoring protein 
CABC1          H67202    chaperone, ABC1 activity of bc1 complex like S. pombe 
LOC148738      AA479147  LOC148738 
LOC151657      AA013352  hypothetical protein LOC151657 
               H16237    ESTs 
FLJ14494       R11609    hypothetical protein FLJ14494 
               W86910    ESTs 
               AA137056  ESTs
LOC285556      AA862946  hypothetical protein LOC285556 
CACNG1         W73406    calcium channel, voltage-dependent, gamma subunit 1 
               AA733003  ESTs
               AI208467  ESTs 
HAPIP          AA682905  huntingtin-associated protein interacting protein duo 
ZFP106         AI123524  zinc finger protein 106 
ZFP106         AI002154  zinc finger protein 106 
ZFP106         AA180214  zinc finger protein 106 
ZFP106         AI333932  zinc finger protein 106 
MGC14816       N29791    hypothetical protein MGC14816 
FBXO20         AA176413  F-box only protein 20 
CSRP3          AA195959  cysteine and glycine-rich protein 3 cardiac LIM protein 
               AA284266  ESTs
               AA935926  ESTs 
MYOP           AA599376  sarcomeric protein myopalladin, 145 kDa 
TTID           AA459981  titin immunoglobulin domain protein myotilin 
SARCOSIN       AA418414  sarcomeric muscle protein 
DKFZp451G182   AA699576  hypothetical protein DKFZp451G182 
               AI274972  ESTs
MGC14816       N31901    hypothetical protein MGC14816 
NOS1           AA935529  nitric oxide synthase 1 neuronal 
               AA421170  ESTs 
C6orf142       H97868    chromosome 6 open reading frame 142 
FLJ25270       AA460346  hypothetical protein FLJ25270 
UNC45          AA780099  striated muscle UNC45 
SMPX           AA214031  small muscle protein, X-linked 
UCN            AA625641  urocortin 
DNAJB6         AA431203  DnaJ Hsp40 homolog, subfamily B, member 6 
               H99761    ESTs
GYG            AA411678  glycogenin 
SVIL           AA478970  supervillin 
LIM            AA086432  LIM protein similar to rat protein kinase C-binding enigma 
LIM            AA443846  LIM protein similar to rat protein kinase C-binding enigma 
               AA669710  
FLJ38101       W73382    hypothetical protein FLJ38101 
CFL2           W47363    cofilin 2 muscle 
CFL2           AA070435  cofilin 2 muscle 
FHL1           AA455925  four and a half LIM domains 1 
nexilin        AA126195  likely ortholog of rat F-actin binding protein nexilin 
nexilin        AA235347  likely ortholog of rat F-actin binding protein nexilin 
TPM1           AA047403  tropomyosin 1 alpha 
CASQ2          AA055163  calsequestrin 2 cardiac muscle 
SYNPO2         AA026349  synaptopodin 2 
ZAK            AA126914  sterile alpha motif and leucine zipper containing kinase AZK 
FLNC           AI675658  filamin C, gamma actin binding protein 280 
BVES           N91897    blood vessel epicardial substance 
ALP            AA972352  alpha-actinin-2-associated LIM protein 
SEMA6C         AA983888  sema domain, transmembrane domain TM, and cytoplasmic domain, semaphorin 6C 
UBE3A          R85212    ubiquitin protein ligase E3A human papilloma virus E6-associated protein
GENX-3414      AI340932  genethonin 1 
PPP1R3C        AA133278  protein phosphatase 1, regulatory inhibitor subunit 3C 
MBNL1          AI306637  muscleblind-like Drosophila 
FLNB           AA157832  filamin B, beta actin binding protein 278 
BAG3           AI269958  BCL2-associated athanogene 3 
BAG3           AI371684  BCL2-associated athanogene 3 
               N31564    ESTs 
H11            AA010110  protein kinase H11 
H11            H57493    protein kinase H11 
FLJ32452       AA677362  hypothetical protein FLJ32452 
FLJ20152       AA918685  hypothetical protein FLJ20152 
FLJ20152       AA446864  hypothetical protein FLJ20152 
PKIA           N52162    protein kinase cAMP-dependent, catalytic inhibitor alpha 
TTN            N81135    titin 
JPH1           AA454632  junctophilin 1 
USP13          AA190583  ubiquitin specific protease 13 isopeptidase T-3 
GBE1           R09068    glucan 1,4-alpha-, branching enzyme 1 glycogen branching enzyme
ASB8           AA400265  ankyrin repeat and SOCS box-containing 8 
na             AA680106  similar to Rab12 protein 
KPNA3          N62192    karyopherin alpha 3 importin alpha 4 
SLC13A1        AA886292  solute carrier family 13 sodium/sulfate symporters, member 1 
UGP2           AA042842  UDP-glucose pyrophosphorylase 2 
ZFP106         AA488885  zinc finger protein 106 
KPNA4          AA995784  karyopherin alpha 4 importin alpha 3 
DEBT91         R37616    differentially expressed in branching tubulogenesis 91 
DEBT91         AA125748  differentially expressed in branching tubulogenesis 91 
PFKM           AA099169  phosphofructokinase, muscle 
FLJ13456       T61246    hypothetical protein FLJ13456 
KIAA2024       N59226    similar to F10G7.10.p 
PC326          AA486193  PC326 protein 
NDUFS1         AA406535  NADH dehydrogenase ubiquinone Fe-S protein 1, 75kDa NADH-coenzyme Q reductase 
PDX1           R38347    E3-binding protein 
PDX1           N48320    E3-binding protein 
STAU2          R11979    staufen, RNA binding protein, homolog 2 Drosophila 
FLJ13725       AA443029  hypothetical protein FLJ13725 
EGLN1          H56028    egl nine homolog 1 C. elegans 
ATP6IP2        AA489243  ATPase, H+ transporting, lysosomal interacting protein 2 
PSMD11         AA151930  proteasome prosome, macropain 26S subunit, non-ATPase, 11 
PDE4DIP        AA603761  phosphodiesterase 4D interacting protein myomegalin 
PDE4DIP        AA486407  phosphodiesterase 4D interacting protein myomegalin 
PDE4DIP        AA443156  phosphodiesterase 4D interacting protein myomegalin 
COX17          AI151080  COX17 homolog, cytochrome c oxidase assembly protein yeast 
COX17          AA099320  COX17 homolog, cytochrome c oxidase assembly protein yeast 
MRPL33         AA284241  mitochondrial ribosomal protein L33 
TNNI1          AA182429  troponin I, skeletal, slow 
MYH1           AA193024  myosin, heavy polypeptide 1, skeletal muscle, adult 
USP13          AI038231  ubiquitin specific protease 13 isopeptidase T-3 
               R70174    ESTs
RPL10          AI090662  ribosomal protein L10 
               AA701289  ESTs
BLCAP          AI669109  bladder cancer associated protein 
SCN1B          R53503    sodium channel, voltage-gated, type I, beta 
               T51726    ESTs  
NDUFS6         AA176453  NADH dehydrogenase ubiquinone Fe-S protein 6, 13kDa NADH-coenzyme Q reductase 
ZSIG11         AA463493  putative secreted protein ZSIG11 
PDE4DIP        AA431951  phosphodiesterase 4D interacting protein myomegalin 
POPDC3         H84368    popeye domain containing 3 
PDE4DIP        AA192757  phosphodiesterase 4D interacting protein myomegalin 
A2BP1          R88534    ataxin 2-binding protein 1 
na             H17115    similar to opposite strand transcription unit to Stag3; Gats protein 
TIP120B        AI052287  TBP-interacting protein 
TIP120B        W70084    TBP-interacting protein 
POPDC3         N20482    popeye domain containing 3 
PDE4DIP        AA433920  phosphodiesterase 4D interacting protein myomegalin 
MYOP           AA179599  sarcomeric protein myopalladin, 145 kDa 
FLJ20003       AA478576  hypothetical protein FLJ20003 
HSPB3          AI572217  heat shock 27kDa protein 3 
TPM1           W58009    tropomyosin 1 alpha 
HSPB7          AA040608  heat shock 27kDa protein family, member 7 cardiovascular 
               AI275006  ESTs 
               AA447744  ESTs
DUSP13         AI004443  dual specificity phosphatase 13 
CRYAB          AA504891  crystallin, alpha B 
               AI383171  
PSMB9          AA862434  proteasome prosome, macropain subunit, beta type, 9 large multifunctional protease 2 
SLC25A4        R53337    solute carrier family 25 mitochondrial carrier; adenine nucleotide translocator, member 4 
RELB           AA258001  v-rel reticuloendotheliosis viral oncogene homolog B
               AA598624  ESTs
S100A1         H49983    S100 calcium binding protein A1 
MGC2714        AA186873  hypothetical protein MGC2714 
CAP2           AA035071  adenylyl cyclase-associated protein 2 
ATP1A2         R72950    ATPase, Na+/K+ transporting, alpha 2 + polypeptide 
FABP3          AA148548  fatty acid binding protein 3, muscle and heart mammary-derived growth inhibitor 
H2AV           H97000    histone H2A.F/Z variant 
               R81987    ESTs
TTN            AA872006  titin 
MYL2           N78927    myosin, light polypeptide 2, regulatory, cardiac, slow 
MYOM2          AI186799  myomesin M-protein 2, 165kDa 
MYL3           AA192166  myosin, light polypeptide 3, alkali; ventricular, skeletal, slow 
               AA180059  ESTs 
MYL1           AA196393  myosin, light polypeptide 1, alkali; skeletal, fast 
DFFA           AA487452  DNA fragmentation factor, 45kDa, alpha polypeptide 
CARP           AA486364  cardiac ankyrin repeat protein 
CARP           AA969184  cardiac ankyrin repeat protein 
TRDN           AA401295  triadin 
               AA219172  ESTs
MYH8           AA828221  myosin, heavy polypeptide 8, skeletal muscle, perinatal 
               AA427928  ESTs
CACNB1         W72250    calcium channel, voltage-dependent, beta 1 subunit 
S100A1         AA425934  S100 calcium binding protein A1 
SPRR4          W94063    small proline rich protein 4 
CKMT2          AA460480  creatine kinase, mitochondrial 2 sarcomeric 
               AI077393  ESTs 
LOC92235       AI822070  hypothetical cardiac/skeletal muscle-expressed ORF 
MGC13168       AI040144  hypothetical protein MGC13168 
TNNI2          AA181334  troponin I, skeletal, fast 
AMPD1          AA086476  adenosine monophosphate deaminase 1 isoform M 
SLN            AA196465  sarcolipin 
NAKAP95        AA678308  neighbor of A-kinase anchoring protein 95 
FEM1A          AA678302  fem-1 homolog a C.elegans 
FEM1A          AA863278  fem-1 homolog a C.elegans 
BCL2L13        T57777    BCL2-like 13 apoptosis facilitator 
GYS1           H08446    glycogen synthase 1 muscle 
CYB5R1         AA098866  cytochrome b5 reductase 1 B5R.1 
MGC33414       AA629337  hypothetical protein MGC33414 
               AI268348  ESTs 
               W69743    Sapiens mRNA of muscle specific gene M1. 
PRKAG3         AA002166  protein kinase, AMP-activated, gamma 3 non-catalytic subunit 
MGC13168       AA777061  hypothetical protein MGC13168 
               N92747    ESTs 
TNNT3          AA449931  troponin T3, skeletal, fast 
CSDA           AA455300  cold shock domain protein A 
FLJ10055       AA418418  hypothetical protein FLJ10055 
NRD1           AA630302  nardilysin N-arginine dibasic convertase 
CGI-32         AA452497  CGI-32 protein 
RSN            AA458868  restin Reed-Steinberg cell-expressed intermediate filament-associated protein 
CUL4A          AA598836  cullin 4A 
na             N36232    similar to UNR protein 
D1S155E        N54372    NRAS-related gene 
CGI-94         AA282707  comparative gene identification transcript 94 
NEB            AA176597  nebulin 
               R39555    ESTs
RNF10          H73586    ring finger protein 10 
ACTN2          AA775521  actinin, alpha 2 
FLJ12921       W73753    hypothetical protein FLJ12921 
MGC2793        AA628425  hypothetical protein MGC2793 
FLJ32020       AA424992  hypothetical protein FLJ32020 
               AA452530  ESTs
na             R82801    LOC340210 
na             AA457718  LOC340210 
DARP           AI276572  diabetes related ankyrin repeat protein 
IHPK3          N52903    inositol hexaphosphate kinase 3 
VGLL2          AI004234  vestigial like 2 Drosophila 
CHRND          AA582607  cholinergic receptor, nicotinic, delta polypeptide 
               N54302    ESTs 
SH3BGR         N52254    SH3 domain binding glutamic acid-rich protein 
RYR3           N45123    ryanodine receptor 3 
GMPR           AA406242  guanosine monophosphate reductase 
TTN            AA211418  titin 
TTN            AI081523  titin 
               AA857859  
               AI126345  ESTs transcribed sequences 
RAGD           AA644536  Rag D protein 
NEDD4          AA442095  neural precursor cell expressed, developmentally down-regulated 4 
AKR1C3         R93124    aldo-keto reductase family 1, member C3 3-alpha hydroxysteroid dehydrogenase, type II 
AKR1C1         N74260    aldo-keto reductase family 1, member C1 dihydrodiol dehydrogenase 1
FACL2          AI361530  fatty-acid-Coenzyme A ligase, long-chain 2 
FACL2          T73556    fatty-acid-Coenzyme A ligase, long-chain 2 
GLRX           AA283864  glutaredoxin thioltransferase 
ADFP           AA700054  adipose differentiation-related protein 
ADFP           AA142916  adipose differentiation-related protein 
CNNM3          H71824    cyclin M3
               R20021    ESTs 
AGL            AA668425  amylo-1, 6-glucosidase, 4-alpha-glucanotransferase glycogen debranching enzyme 
LPIN1          AA446821  lipin1
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HOP            AA504137  homeodomain-only protein 
SCEL           AA455011  sciellin 
LMO7           AA005111  LIM domain only 7 
LMO7           H22825    LIM domain only 7 
KCNS3          AI521776  potassium voltage-gated channel, delayed-rectifier, subfamily S, member 3 
FIGF           AA995128  c-fos induced growth factor vascular endothelial growth factor D 
CHIT1          T94272    chitinase 1 chitotriosidase 
FOSB           T61948    FBJ murine osteosarcoma viral oncogene homolog B 
               AA455087  Sapiens, clone IMAGE:5302158, mRNA 
FLJ12604       AA644658  hypothetical protein FLJ12604 
               AA775321  
               H88050    ESTs
WIF1           R55809    WNT inhibitory factor 1 
FOLR1          R24530    folate receptor 1 adult 
WIF1           AA897696  WNT inhibitory factor 1 
DUSP6          AA811335  dual specificity phosphatase 6 
DUSP6          AA630374  dual specificity phosphatase 6 
RGC32          AA040567  RGC32 protein 
na             N22687    similar to nephronectin short isoform 
na             AA029948  similar to nephronectin short isoform 
KIAA1102       R23270    KIAA1102 protein 
IGSF4          N51362    immunoglobulin superfamily, member 4 
KIAA0828       H99883    KIAA0828 protein 
MBIP           W55967    MUK-binding inhibitory protein 
LPHN2          AA598995  latrophilin 2 
FLJ31340       AA644099  hypothetical protein FLJ31340 
               AA398365  ESTs
BIGM103        AA709410  BCG-induced gene in monocytes, clone 103 
BIGM103        AA287827  BCG-induced gene in monocytes, clone 103 
               AI055991  ESTs
PDCD1L1        R78465    programmed cell death 1 ligand 1 
               N25798    ESTs
CTSO           AI823924  cathepsin O 
ADRB2          H90431    adrenergic, beta-2-, receptor, surface 
NAP1           AI191525  pronapsin A 
SFTPD          AI002217  surfactant, pulmonary-associated protein D 
FLJ20898       AA994299  hypothetical protein FLJ20898 
ERBB4          AI253036  v-erb-a erythroblastic leukemia viral oncogene homolog 4 avian 
               AI262413  ESTs 
ABCD1          AI356337  ATP-binding cassette, sub-family D ALD, member 1 
               AA938349  ESTs 
HBB            AI927438  hemoglobin, beta 
               AI820527  
               AI732297  ESTs 
SCGB3A2        AA988559  secretoglobin, family 3A, member 2 
NAP1           AA486087  pronapsin A 
ALPL           AA873885  alkaline phosphatase, liver/bone/kidney 
               AI261489  ESTs 
LMO7           AA777749  LIM domain only 7 
               R66103    ESTs 
CACNA2D2       N53512    calcium channel, voltage-dependent, alpha 2/delta subunit 2 
ROS1           AI280391  v-ros UR2 sarcoma virus oncogene homolog 1 avian 
TBX5           AI143430  T-box 5 
TREM1          AA099288  triggering receptor expressed on myeloid cells 1 
               AI017189  ESTs 
na             H18335    LOC340833 
SFTPA1         AI820505  surfactant, pulmonary-associated protein A1 
               AA703460  ESTs
               AI000983  
               AI262375  ESTs 
               N75004    ESTs 
VIPR1          H73241    vasoactive intestinal peptide receptor 1 
               AI088752  ESTs 
MYH10          AA490477  myosin, heavy polypeptide 10, non-muscle 
               N69091    ESTs 
               R16235    Sapiens, clone IMAGE:4792064, mRNA 
AQP4           N46843    aquaporin 4 
               N34966    ESTs 
DUOX1          AI271623  dual oxidase 1 
CTSE           H94487    cathepsin E 
               T92581    ESTs 
PGC            AI674972  progastricsin pepsinogen C 
CLDN18         AI821019  claudin 18 
na             AI732254  similar to GDDR 
               T63631    ESTs 
SFTPA2         AI820525  surfactant, pulmonary-associated protein A2 
SFTPA1         T60060    surfactant, pulmonary-associated protein A1 
RAD23B         AI820557  RAD23 homolog B S. cerevisiae 
CLDN18         N70059    claudin 18 
               AI821016  
ACE            AA994809  angiotensin I converting enzyme peptidyl-dipeptidase A 1 
FCN3           AA666363  ficolin collagen/fibrinogen domain containing 3 Hakata antigen 
CPB2           H47837    carboxypeptidase B2 plasma, carboxypeptidase U 
C4BPA          T62036    complement component 4 binding protein, alpha 
MYO1B          N95358    myosin IB
MYO1B          W95682    myosin IB
APOC1          AA873159  apolipoprotein C-I 
APOC1          AA991590  apolipoprotein C-I 
               AA137073  ESTs 
FMO2           AA485450  flavin containing monooxygenase 2 
FMO2           AI820530  flavin containing monooxygenase 2 
ITGBL1         N52533    integrin, beta-like 1 with EGF-like repeat domains 
DAF            AA678160  decay accelerating factor for complement CD55, Cromer blood group system 
DAF            R09561    decay accelerating factor for complement CD55, Cromer blood group system 
NEDD9          AI686498  neural precursor cell expressed, developmentally down-regulated 9 
NEDD9          T61428    neural precursor cell expressed, developmentally down-regulated 9 
               H29207    ESTs 
               AA486594  
               AA664149  
MGC11271       T61921    hypothetical protein MGC11271 
SCGB3A2        AI668642  secretoglobin, family 3A, member 2 
LAMP3          AI655392  lysosomal-associated membrane protein 3 
               AA663933  ESTs
SLC34A2        AA459296  solute carrier family 34 sodium phosphate, member 2 
PAPSS2         R99758    3'-phosphoadenosine 5'-phosphosulfate synthase 2 
               AA057264  ESTs 
CXCL16         AA411655  chemokine C-X-C motif ligand 16 
ITGB6          AA486731  integrin, beta 6 
SFTPC          AA487571  surfactant, pulmonary-associated protein C 
SFTPA2         AA487267  surfactant, pulmonary-associated protein A2 
SCGB1A1        T63761    secretoglobin, family 1A, member 1 uteroglobin 
CCL18          AA425047  chemokine C-C motif ligand 18 pulmonary and activation-regulated 
               T64323  
SLC21A9        AI952908  solute carrier family 21 organic anion transporter, member 9 
SFTPC          AI821022  surfactant, pulmonary-associated protein C 
SFTPA1         AI299538  surfactant, pulmonary-associated protein A1 
               AI183535  ESTs 
               AI016000  ESTs
               N35894    ESTs
CPM            T49654    carboxypeptidase M 
CPM            AA486837  carboxypeptidase M 
CPM            AI272002  carboxypeptidase M 
CPM            AA923509  carboxypeptidase M 
CXCL2          R47771    chemokine C-X-C motif ligand 2 
               AA482271  ESTs
SFTPD          AI732255  surfactant, pulmonary-associated protein D 
IL1RL1         AA126200  interleukin 1 receptor-like 1 
C1QA           AI005351  complement component 1, q subcomponent, alpha polypeptide 
FLJ11004       AA437219  hypothetical protein FLJ11004 
               AI766746  
MAP3K8         W42450    mitogen-activated protein kinase kinase kinase 8 
MRC1           H14723    mannose receptor, C type 1 
C3AR1          AA464711  complement component 3a receptor 1 
na             T96621    similar to HLA class II histocompatibility antigen, DX beta chain precursor 
HLA-DRB4       AI923787  major histocompatibility complex, class II, DR beta 4 
HLA-DRB4       AI890760  major histocompatibility complex, class II, DR beta 4 
HLA-DQB1       AI004331  major histocompatibility complex, class II, DQ beta 1 
HLA-DQB1       R73128    major histocompatibility complex, class II, DQ beta 1 
               T65739    ESTs
               AA487121  ESTs 
MS4A7          T62699    membrane-spanning 4-domains, subfamily A, member 7 
TYROBP         H12338    TYRO protein tyrosine kinase binding protein 
IFI30          AA630800  interferon, gamma-inducible protein 30 
MSP            AA290867  mosaic serine protease 
CD68           H77636    CD68 antigen 
CD68           R51936    CD68 antigen 
ALOX5AP        T49651    arachidonate 5-lipoxygenase-activating protein 
ALOX5AP        H02307    arachidonate 5-lipoxygenase-activating protein 
PLAUR          AI828190  plasminogen activator, urokinase receptor 
MMP19          AI361112  matrix metalloproteinase 19 
C1QR1          AA150505  complement component 1, q subcomponent, receptor 1 
PECAM1         R22412    platelet/endothelial cell adhesion molecule CD31 antigen 
COPEB          AA013481  core promoter element binding protein 
               AA135912  
               H59861    ESTs
C19orf6        AA485429  chromosome 19 open reading frame 6 
FLJ11259       AA485877  hypothetical protein FLJ11259 
CXCL1          W42723    chemokine C-X-C motif ligand 1 melanoma growth stimulating activity, alpha 
CXCL1          W46900    chemokine C-X-C motif ligand 1 melanoma growth stimulating activity, alpha 
IL6            N98591    interleukin 6 interferon, beta 2 
ICAM1          AA991624  intercellular adhesion molecule 1 CD54, human rhinovirus receptor 
ICAM1          R77293    intercellular adhesion molecule 1 CD54, human rhinovirus receptor 
               AA991912  ESTs 
TNFRSF1B       T47382    tumor necrosis factor receptor superfamily, member 1B 
na             N40949    hypothetical gene supported by AK093713 
CTSH           AA487231  cathepsin H 
SOCS3          AI922872  suppressor of cytokine signaling 3 
na             T72915    LOC350389 
AOC3           AI871588  amine oxidase, copper containing 3 vascular adhesion protein 1 
na             AI192520  LOC348225 
               AI369218  ESTs 
CYP2B7         AA994287  cytochrome P450, family 2, subfamily B, polypeptide 7 pseudogene 
BK65A6.2       AI015693  Sushi domain SCR repeat containing 
               AI668653  
MSR1           AI342012  macrophage scavenger receptor 1 
LOC199675      H56344    hypothetical protein LOC199675 
FLJ12443       AA488868  hypothetical protein FLJ12443 
FLJ12443       AA614419  hypothetical protein FLJ12443 
APOA4          AA588783  apolipoprotein A-IV 
               AI350851  ESTs 
CMAH           N29639    cytidine monophosphate-N-acetylneuraminic acid hydroxylase  
               N69066    ESTs 
Z39IG          R59135    Ig superfamily protein 
Z39IG          AA486747  Ig superfamily protein 
FLJ23153       T63245    likely ortholog of mouse tumor necrosis-alpha-induced adipose-related protein 
               AA644695  
               AI190416  ESTs 
               H12722    ESTs 
EDNRB          H28710    endothelin receptor type B 
RBMS2          AA708161  RNA binding motif, single stranded interacting protein 2 
               N25920    ESTs 
SOX7           N39584    SRY sex determining region Y-box 7 
GPC3           AA775872  glypican 3 
S100A10        AA444051  S100 calcium binding protein A10 annexin II ligand, calpactin I
               AA669383  
DTR            R14663    diphtheria toxin receptor heparin-binding epidermal growth factor-like growth factor 
ALOX15B        AA228916  arachidonate 15-lipoxygenase, second type 
FLJ10970       AA446661  hypothetical protein FLJ10970 
AGER           W74536    advanced glycosylation end product-specific receptor 
TITF1          AI820508  thyroid transcription factor 1 
               AA911832  ESTs
RAI3           AI984082  retinoic acid induced 3 
RAI3           AA172400  retinoic acid induced 3 
BMP2           AA011061  bone morphogenetic protein 2 
SFTPB          AA972350  surfactant, pulmonary-associated protein B 
EGFL6          AA004664  EGF-like-domain, multiple 6 
AREG           AA857163  amphiregulin schwannoma-derived growth factor 
C14orf27       AA699611  chromosome 14 open reading frame 27 
RAMP2          AA778001  receptor calcitonin activity modifying protein 2 
               AA992691  ESTs 
               AI821373  ESTs 
               AA136042  
               W84753    ESTs 
               AA733177  ESTs 
               N67891    ESTs 
FLJ23191       AA010797  hypothetical protein FLJ23191 
SCN7A          AA453182  sodium channel, voltage-gated, type VII, alpha 
LOC91663       AA976212  hypothetical protein BC013995 
LOC91663       H98981    hypothetical protein BC013995 
KIAA2028       AA447583  similar to PH pleckstrin homology domain 
ELN            AA459308  elastin supravalvular aortic stenosis, Williams-Beuren syndrome 
DAG1           AA496691  dystroglycan 1 dystrophin-associated glycoprotein 1 
SFTPB          AI820500  surfactant, pulmonary-associated protein B 
GJA5           R36515    gap junction protein, alpha 5, 40kDa connexin 40 
               T47454    ESTs
EPAS1          R24882    endothelial PAS domain protein 1 
EPAS1          AA680300  endothelial PAS domain protein 1 
Rab11-FIP3     R38361    KIAA0665 gene product 
A2M            AA775447  alpha-2-macroglobulin 
               AA487845  ESTs
na             AI262682  similar to hypothetical protein FLJ20958 
FN1            R62612    fibronectin 1 
               AA953560  ESTs
EMP2           T84249    epithelial membrane protein 2 
               T57082    Sapiens cDNA FLJ39084 fis, clone NT2RP7018871. 
               H62778    Sapiens cDNA: FLJ20860 fis, clone ADKA01632. 
CAV2           T84152    caveolin 2 
               AA486567  Sapiens cDNA: FLJ20860 fis, clone ADKA01632. 
CAV1           AA487560  caveolin 1, caveolae protein, 22kDa 
LTBP2          W52204    latent transforming growth factor beta binding protein 2 
LTBP2          AA424584  latent transforming growth factor beta binding protein 2 
C14orf141      AA486081  chromosome 14 open reading frame 141 
BAZ2A          AW075557  bromodomain adjacent to zinc finger domain, 2A 
BAZ2A          W85997    bromodomain adjacent to zinc finger domain, 2A 
               AI352281  Homo sapiens transcribed sequence 
GPR116         N95226    G protein-coupled receptor 116 
PTPRB          AI022531  protein tyrosine phosphatase, receptor type, B 
na             R82801    LOC340210 
na             AA457718  LOC340210 
BOMB           H25896    BH3-only member B protein 
               N51859    ESTs 
BCMP11         AA487468  breast cancer membrane protein 11 
SFTPA2         AI821311  surfactant, pulmonary-associated protein A2 
               AA933038  
na             AI822083  LOC158730 
               AA057502  ESTs 
               AI215172  ESTs
               AI186954  ESTs 
               AA460239  ESTs 
TRIM4          AA663944  tripartite motif-containing 4 
               AA293072  ESTs
ACK1           AA427891  activated p21cdc42Hs kinase 
MGC4309        AA931898  hypothetical protein MGC4309 
LOC285458      AA969822  hypothetical protein LOC285458 
LOC255189      AA782380  hypothetical protein LOC255189 
CEACAM5        AA055605  carcinoembryonic antigen-related cell adhesion molecule 5 
CEACAM6        AA054073  carcinoembryonic antigen-related cell adhesion molecule 6  
CDKN2B         N34320    cyclin-dependent kinase inhibitor 2B p15, inhibits CDK4 
RCP            R22198    Rab coupling protein 
SPRY4          AA425382  sprouty homolog 4 Drosophila 
COL4A3         AA973420  collagen, type IV, alpha 3 Goodpasture antigen 
DKFZp434H2111  AI302471  hypothetical protein DKFZp434H2111 
               AA745659  
DKFZp434H2111  AA283608  hypothetical protein DKFZp434H2111 
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               AI302661  ESTs 
MAL            AA227594  mal, T-cell differentiation protein 
LTBR           AA454646  lymphotoxin beta receptor TNFR superfamily, member 3 
VAV3           W91879    vav 3 oncogene 
ATP6V0D2       AA887457  ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d isoform 2 
FLJ14054       N90806    hypothetical protein FLJ14054 
GATM           R61228    glycine amidinotransferase L-arginine:glycine amidinotransferase 
RASD1          AI014398  RAS, dexamethasone-induced 1 
               R82801    LOC340210 
               AA457718  LOC340210 
HAK            W47000    heart alpha-kise 
TNFRSF11B      AA194983  tumor necrosis factor receptor superfamily, member 11b osteoprotegerin 
PCOLCE2        AA115742  procollagen C-endopeptidase enhancer 2 
PLAU           AA284668  plasminogen activator, urokise 
IGFBP7         T53297    insulin-like growth factor binding protein 7 
YARS           AA486761  tyrosyl-tR synthetase 
               R70508    ESTs
               AI147534  
GADD45B        AA504354  growth arrest and D-damage-inducible, beta 
STC1           AA126561  stanniocalcin 1 
STC1           AA085318  stanniocalcin 1 
AQP1           H23036    aquaporin 1 channel-forming integral protein, 28kDa 
PLAB           AA450062  prostate differentiation factor 
               AI051798  ESTs  
               AA878944  ESTs 
SLC22A11       AA886432  solute carrier family 22 organic anion/cation transporter, member 11 
               AA780180  ESTs
LRP2           AI936420  low density lipoprotein-related protein 2 
LRP2           R75977    low density lipoprotein-related protein 2 
CDH6           AA421819  cadherin 6, type 2, K-cadherin fetal kidney 
ORF1-FL49      H99035    putative nuclear protein ORF1-FL49 
CA2            H23187    carbonic anhydrase II 
DKFZp761N1114  R52326    hypothetical protein DKFZp761N1114 
               R52522    ESTs 
                         mitoch. cont. ESTs, Weakly similar to B34087 hypothetical protein [H.sapiens] 
                         mitoch. cont. ESTs 
                         mitoch. cont. 
                         mitoch. cont. cytochrome P450, subfamily XIB steroid 11-beta-hydroxylase, polypeptide 1 
               R97219    ESTs
                         mitoch. cont. ESTs, Weakly similar to I38022 hypothetical protein [H.sapiens] 
                         mitoch. cont. EST 
TACSTD1        AA055808  tumor-associated calcium sigl transducer 1 
TACSTD1        AI340883  tumor-associated calcium sigl transducer 1 
KIAA0872       AI337344  KIAA0872 protein 
AP1M2          AA773478  adaptor-related protein complex 1, mu 2 subunit 
               N22687    similar to nephronectin short isoform 
               AA136921  ESTs
ERBB2          AA025141  v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, neuro/glioblastoma derived oncogene 
SCNN1A         AA458982  sodium channel, nonvoltage-gated 1 alpha 
               AI023006  
FLJ90586       AA188555  hypothetical protein FLJ90586 
KIBRA          R43798    KIBRA protein 
SULT1C1        R86241    sulfotransferase family, cytosolic, 1C, member 1 
SULT1C1        W88655    sulfotransferase family, cytosolic, 1C, member 1 
TSPAN-1        AI674349  tetraspan 1 
               AI017004  
               AA205598  ESTs
HGD            AI026973  homogentisate 1,2-dioxygese
DCDC2          AA127741  doublecortin domain containing 2 
PAX8           AA405767  paired box gene 8 
SLC22A2        AI253257  solute carrier family 22 organic cation transporter, member 2 
TCF2           AA699573  transcription factor 2, hepatic; LF-B3; variant hepatic nuclear factor 
MUC1           AA486365  mucin 1, transmembrane 
MUC1           N27731    mucin 1, transmembrane 
FLJ20151       AI986336  hypothetical protein FLJ20151 
CA12           AA171613  carbonic anhydrase XII 
               AA458878  similar to agrin precursor 
C4A            AI982738  complement component 4A 
               W81506    ESTs  
               AI222515  ESTs  
KCNJ10         H08437    potassium inwardly-rectifying channel, subfamily J, member 10 
PTPRO          R14713    protein tyrosine phosphatase, receptor type, O 
SLC13A3        R50753    solute carrier family 13 sodium-dependent dicarboxylate transporter, member 3 
SLC13A3        H18950    solute carrier family 13 sodium-dependent dicarboxylate transporter, member 3 
NEDD5          T39376    neural precursor cell expressed, developmentally down-regulated 5 
C14orf105      AA918869  chromosome 14 open reading frame 105 
FGF1           R14669    fibroblast growth factor 1 acidic 
               AA999783  ESTs
SPP1           AA775616  secreted phosphoprotein 1 osteopontin, bone sialoprotein I, early T-lymphocyte activation 1 
               H47319  
               AA858296  ESTs 
PTPRO          AI992014  protein tyrosine phosphatase, receptor type, O 
WNT11          AI185936  wingless-type MMTV integration site family, member 11 
CALB1          H87934    calbindin 1, 28kDa 
ICAM5          AI199660  intercellular adhesion molecule 5, telencephalin 
NOX4           AA456001  DPH oxidase 4 
SLC6A12        N49856    solute carrier family 6 neurotransmitter transporter, betaine/GABA, member 12 
GRB14          R24266    growth factor receptor-bound protein 14 
DDC            AA702640  dopa decarboxylase aromatic L-amino acid decarboxylase 
EGF            AI640568  epidermal growth factor beta-urogastrone 
FXYD2          AA775899  FXYD domain containing ion transport regulator 2 
EGF            AA954947  epidermal growth factor beta-urogastrone 
ATP6V1B1       AI668571  ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B, isoform 1 
PDZK1          AI580347  PDZ domain containing 1 
               AA875960  ESTs 
CDH16          AA919087  cadherin 16, KSP-cadherin 
KIAA1271       AA919136  KIAA1271 protein 
C20orf162      AA918380  chromosome 20 open reading frame 162 
UMOD           AI284347  uromodulin uromucoid, Tamm-Horsfall glycoprotein 
SLC12A3        AI262776  solute carrier family 12 sodium/chloride transporters, member 3 
LOC158563      W90727    hypothetical protein LOC158563 
SLC17A3        AI222455  solute carrier family 17 sodium phosphate, member 3 
               AI344264  similar to Gamma-glutamyltranspeptidase 1 precursor Gamma-glutamyltransferase 1 CD224 antigen 
FGFR4          AW025920  fibroblast growth factor receptor 4 
TNFRSF12A      R33355    tumor necrosis factor receptor superfamily, member 12A 
H19            H53339    H19, imprinted materlly expressed untranslated mR 
MT1F           N55459    metallothionein 1F functiol 
               H50345    similar to Succite dehydrogese flavoprotein subunit
RBP5           AA453198  retinol binding protein 5, cellular 
RBP5           N92148    retinol binding protein 5, cellular 
BHMT2          AA918097  betaine-homocysteine methyltransferase 2 
MGC50844       N51612    hypothetical protein MGC50844 
COMT           AA425664  catechol-O-methyltransferase 
PEPD           AA996122  peptidase D 
               AA987928  LOC253609 
SLC6A13        AI253119  solute carrier family 6 neurotransmitter transporter, GABA, member 13 
ACY1           AA402915  aminoacylase 1 
MAWBP          AA917483  MAWD binding protein 
DMGDH          AA676742  dimethylglycine dehydrogese precursor 
ATP6V1B1       AI820766  ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B, isoform 1 
BHMT2          R98073    betaine-ESTscysteine methyltransferase 2 
BHMT2          N76012    betaine-ESTscysteine methyltransferase 2 
UGT2B7         AA746229  UDP glycosyltransferase 2 family, polypeptide B7 
               AA962194  ESTs 
UGT2B7         AI000188  UDP glycosyltransferase 2 family, polypeptide B7 
UGT2B4         N53031    UDP glycosyltransferase 2 family, polypeptide B4 
ALDOB          AA977417  aldolase B, fructose-bisphosphate 
PAH            AA682293  phenylalanine hydroxylase 
               R89067    ESTs 
               AA705692  ESTs 
FOXI1          AI302387  forkhead box I1 
LOC123876      AA962431  hypothetical protein LOC123876 
               W85851    similar to xenobiotic/medium-chain fatty acid:CoA ligase 
HAO2           AA919149  hydroxyacid oxidase 2 long chain 
KNG            H69833    kininogen 
ALDOB          H72098    aldolase B, fructose-bisphosphate 
PCK1           AA405731  phosphoenolpyruvate carboxykise 1 soluble 
MSTP9          AA707273  macrophage stimulating, pseudogene 9 
MST1           T47812    macrophage stimulating 1 hepatocyte growth factor-like 
               AI269970  
MSTP9          H47076    macrophage stimulating, pseudogene 9 
DPEP1          AA863424  dipeptidase 1 rel 
SLC13A1        AI015652  solute carrier family 13 sodium/sulfate symporters, member 1 
HPD            AA010605  4-hydroxyphenylpyruvate dioxygese 
DLEC1          AA974773  deleted in lung and esophageal cancer 1 
EHHADH         R02373    enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A dehydrogese 
               N93191    similar to voltage-dependent calcium channel gamma subunit-like protein 
HMGCS2         AA496148  3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2 mitochondrial 
APOM           T70321    apolipoprotein M 
APOM           N74679    apolipoprotein M 
ASS            AA676405  argininosuccite synthetase 
ANPEP          AI888228  alanyl membrane aminopeptidase aminopeptidase N, aminopeptidase M, microsomal aminopeptidase
FLJ22761       AA702464  hypothetical protein FLJ22761 
NX17           AA999850  kidney-specific membrane protein 
SLC22A2        AI207329  solute carrier family 22 organic cation transporter, member 2 
SLC3A1         AI928029  solute carrier family 3 cystine, dibasic and neutral amino acid transporters
LOC112817      AA757672  hypothetical protein BC011916 
               W90559    ESTs 
               AA741219  
               AI263236  ESTs
SPINK1         AA845156  serine protease inhibitor, Kazal type 1 
SLC22A6        AI017670  solute carrier family 22 organic anion transporter, member 6 
ALDRL6         AI253233  aldehyde reductase aldose reductase like 6 
SGK2           AA053121  serum/glucocorticoid regulated kise 2 
IMPA2          R17337    inositolmyo-1or 4-monophosphatase 2 
SLC26A7        AI344372  solute carrier family 26, member 7 
               AI309016  ESTs 
ATP6V0A4       AI343783  ATPase, H+ transporting, lysosomal V0 subunit a isoform 4 
CRHBP          N26546    corticotropin releasing hormone binding protein 
               AI214263  ESTs 
               AI264163  ESTs 
MGC52019       AA994816  hypothetical protein MGC52019 
PIGR           AA485303  polymeric immunoglobulin receptor 
ATP6V1G3       AA947621  ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G isoform 3 
               AA983558  similar to Solute carrier family 12 member 1 
               AI261569  ESts
               AA933846  ESTs 
KCNJ1          AI636094  potassium inwardly-rectifying channel, subfamily J, member 1 
               AI269912  ESTs 
               AA999897  ESTs
HSD11B2        W95082    hydroxysteroid 11-beta dehydrogese 2 
XPNPEP2        AA040387  X-prolyl aminopeptidase aminopeptidase P 2, membrane-bound 
BBOX1          AA455988  butyrobetaine gamma, 2-oxoglutarate dioxygese gamma-butyrobetaine hydroxylase 1 
MAWBP          R54416    MAWD binding protein 
AQP2           AA910952  aquaporin 2 collecting duct 
FXYD4          AI003791  FXYD domain containing ion transport regulator 4 
IBA2           H48148    ionized calcium binding adapter molecule 2 
AQP2           AA995875  aquaporin 2 collecting duct 
TCEA2          AA292256  transcription elongation factor A SII, 2 
FXYD4          AI050782  FXYD domain containing ion transport regulator 4 
GLYAT          AA704995  glycine-N-acyltransferase 
T8             N58170    N-acetyltransferase 8 camello like 
AQP2           AI075049  aquaporin 2 collecting duct 
NX17           AI253234  kidney-specific membrane protein 
CDH16          AA886340  cadherin 16, KSP-cadherin 
               AA910310  ESTs
               AI192452  ESts
               AI245843  similar to hypothetical protein MGC34761 
SLC12A1        AA917702  solute carrier family 12 sodium/potassium/chloride transporters, member 1 
CLCNKA         AA399181  chloride channel Ka 
SLC12A1        AI261726  solute carrier family 12 sodium/potassium/chloride transporters, member 1 
SLC22A12       AI017817  solute carrier family 22 organic anion/cation transporter, member 12 
               W32096    ESTs 
KCNJ16         W37111    potassium inwardly-rectifying channel, subfamily J, member 16 
KCNJ15         T94029    potassium inwardly-rectifying channel, subfamily J, member 15 
               AA599126  ESTs 
               AI821456  ESTs 
               AI668574  ESTs 
               AA745676  ESTs 
               AI264674  similar to hypothetical protein 3230401A21 
KIAA0436       AA902897  putative L-type neutral amino acid transporter 
PEPD           AA481543  peptidase D 
ATP1A1         AA873355  ATPase, +/K+ transporting, alpha 1 polypeptide 
IL17BR         AA007528  interleukin 17B receptor 
PIP5K1B        R39069    phosphatidylinositol-4-phosphate 5-kise, type I, beta 
DEFB1          AA946653  defensin, beta 1 
DEFB1          AI769855  defensin, beta 1 
DEFB1          AA946808  defensin, beta 1 
               AI246160  ESTs
               R74357    ESTs
CLDN10         AA457739  claudin 10 
GLDC           N58494    glycine dehydrogese decarboxylating; glycine decarboxylase, glycine cleavage system protein P 
FLJ20920       AA489586  hypothetical protein FLJ20920 
AMACR          AA453310  alpha-methylacyl-CoA racemase 
PTD012         H50667    PTD012 protein 
               AA847550  ESTs 
PKHD1          AA704406  polycystic kidney and hepatic disease 1 autosomal recessive 
               AA931414  
               AA976208  ESTs
               R96595    ESTs
CGI-51         AA418466  CGI-51 protein 
               AA496796  ESTs 
PTX3           AI141490  pentaxin-related gene, rapidly induced by IL-1 beta 
ZNF204         AI003036  zinc finger protein 204 
LGALS2         AA872397  lectin, galactoside-binding, soluble, 2 galectin 2 
SLC22A12       AA913088  solute carrier family 22 organic anion/cation transporter, member 12 
COL8A1         AA872420  collagen, type VIII, alpha 1 
CTSH           AA487231  cathepsin H 
FLJ14103       R38645    hypothetical protein FLJ14103 
MAP17          AA151002  membrane-associated protein 17 
CTLA4          AA873138  cytotoxic T-lymphocyte-associated protein 4 
               AA406526  ESTs
TACSTD2        AA041184  tumor-associated calcium sigl transducer 2 
MMP7           AA031513  matrix metalloproteise 7 matrilysin, uterine 
CAPG           AA486766  capping protein actin filament, gelsolin-like 
               AA873701  ESTs
FOXD1          AA069132  forkhead box D1 
SIM2           AA983560  single-minded ESTslog 2 Drosophila 
KIAA0977       AA099593  KIAA0977 protein 
               AA886414  ESTs 
PFKFB3         AI301004  6-phosphofructo-2-kise/fructose-2,6-biphosphatase 3 
PTGER3         AA406362  prostaglandin E receptor 3 subtype EP3 
               AA446650  ESTs
FLJ13612       AI635773  likely ortholog of neurolly expressed calcium binding protein 
               AA400292  ESTs
VCAM1          H16591    vascular cell adhesion molecule 1 
DAB2           AA978370  disabled ESTslog 2, mitogen-responsive phosphoprotein Drosophila 
FLJ32115       W86908    hypothetical protein FLJ32115 
               AA447503  ESTs
               N66734    ESTs
EMCN           N36136    endomucin 
SFRP1          AA002080  secreted frizzled-related protein 1 
NTN4           R76613    netrin 4 
HOXD8          W81371    homeo box D8 
LOC96626       AA460330  pinch-2 
SERPI5         R10382    serine or cysteine proteise inhibitor, clade A alpha-1 antiproteise, antitrypsin, member 5 
               AA876291  similar to xenobiotic/medium-chain fatty acid:CoA ligase 
               AA931428  similar to hypothetical protein MGC21688 
FOLR1          R24530    folate receptor 1 adult 
CXCL14         AI016051  chemokine C-X-C motif ligand 14 
CXCL14         W72294    chemokine C-X-C motif ligand 14 
GLS            AA919131  glutamise 
GLS            W72090    glutamise 
KIAA0436       R15785    putative L-type neutral amino acid transporter 
PVALB          AA010608  parvalbumin 
DKFZP564B1162  AA670359  hypothetical protein DKFZp564B1162 
FLJ23309       AA406266  hypothetical protein FLJ23309 
MGC11324       AA923696  hypothetical protein MGC11324 
               AI375330  ESTs 
SLC5A3         W72666    solute carrier family 5 inositol transporters, member 3 
CYP24A1        AA877213  cytochrome P450, family 24, subfamily A, polypeptide 1 
CYP24A1        N21576    cytochrome P450, family 24, subfamily A, polypeptide 1 
BIRC4          AI628066  baculoviral IAP repeat-containing 4 
AQP6           AA872916  aquaporin 6, kidney specific 
FCMD AA919153   Fukuyama type congenital muscular dystrophy
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DKFZP434A0225  AA971659  hypothetical protein DKFZP434A0225 
PACRG          AA776722  PARK2 co-regulated 
HMMR           AA171715  hyaluronan-mediated motility receptor RHAMM 
               R53430    ESTs 
KIAA1170       H80507    KIAA1170 protein 
MGC2601        AI674232  hypothetical protein MGC2601 
               H08996    ESTs  
               T87235    ESTs  
NELF           AA778352  nasal embryonic luteinizing hormone-releasing hormone factor 
BCAT1          AI341427  branched chain aminotransferase 1, cytosolic 
LOC340481      AA778351  hypothetical protein LOC340481 
LOC143677      AA521107  hypothetical protein LOC143677 
LOC92270       AA701353  hypothetical protein LOC92270 
MMAB           AA703387  methylmalonic aciduria cobalamin deficiency type B 
               AI732324  ESTs 
KIAA1115       AI016007  KIAA1115 protein 
MGC11266       AI024683  hypothetical protein MGC11266 
na             AA904965  hypothetical gene supported by BC033257 
               AA278757  
               AA708187  ESTs  
ASNA1          AA479713  arsA arsenite transporter, ATP-binding, homolog 1 bacterial 
TRIP13         AA630784  thyroid hormone receptor interactor 13 
RPA3           H59259    replication protein A3, 14kDa 
FLJ10052       R54822    hypothetical protein FLJ10052 
FAM13C1        AA020967  family with sequence similarity 13, member C1 
               AA778877  ESTs 
               AA628808  ESTs 
               AA906953  ESTs 
               R81201    ESTs  
               AA635289  ESTs  
               N32216    ESTs  
               AA644183  ESTs 
MAP17          AA151002  membrane-associated protein 17 
HFL1           W88788    H factor complement-like 1 
               R92032    ESTs  
CCL13          T64134    chemokine C-C motif ligand 13 
               AI738499  ESTs  
C1orf24        AA190753  chromosome 1 open reading frame 24 
               AI123532  
DTNA           AA989210  dystrobrevin, alpha 
RAB9B          N80848    RAB9B, member RAS oncogene family 
SFRP2          AA449300  secreted frizzled-related protein 2 
               AA448615  Sapiens, clone IMAGE:4517469, mRNA 
               AA136666  ESTs 
 DKFZp434B0417  R37079   hypothetical protein DKFZp434B0417 
ALDH1B1        AA918490  aldehyde dehydrogenase 1 family, member B1 
KIAA0992       AA705655  palladin 
               AA621615  
KIAA0992       AW057757  palladin 
SLMAP          N49107    sarcolemma associated protein 
SLMAP          N66156    sarcolemma associated protein 
BAG2           AA418744  BCL2-associated athanogene 2 
LOC253827      AA663730  hypothetical protein LOC253827 
PPP1R12B       N91797    protein phosphatase 1, regulatory inhibitor subunit 12B 
               AA995197  
               AA142913  ESTs 
ARGBP2         AA142922  Arg/Abl-interacting protein ArgBP2 
DMN            AA877815  desmuslin 
HAN11          AI935306  WD-repeat protein 
CSRP1          AI935290  cysteine and glycine-rich protein 1 
TPM1           AA490210  tropomyosin 1 alpha 
               T64570  
               AI478278  ESTs  
               W78877    ESTs  
DKFZp586C0721  AI191523  hypothetical protein DKFZp586C0721 
LOC286191      AA487449  hypothetical protein LOC286191 
PTPLA          N67509    protein tyrosine phosphatase-like  
TAF10          T98194    TAF10 RNA polymerase II
PLCD4          AI203283  phospholipase C, delta 4 
FILIP1         N70837    filamin A interacting protein 1 
na             H51540    similar to hypothetical protein FLJ14641 
FLNB           AA157832  filamin B, beta actin binding protein 278 
PRDM6          N29774    PR domain containing 6   
               H18014    ESTs
ANGPTL1        AA621478  angiopoietin-like 1 
ADARB1         AA489331  adenosine deaminase, RNA-specific, B1 RED1 homolog rat 
DSTN           AA455539  destrin actin depolymerizing factor 
TRIM31         AA055805  tripartite motif-containing 31 
BDKRB2         AA194043  bradykinin receptor B2 
               AI094854  ESTs 
FGL2           H56348    fibrinogen-like 2 
ITGA5          AI954844  integrin, alpha 5 fibronectin receptor, alpha polypeptide 
LOC283904      AA190750  hypothetical protein LOC283904 
               AA045745  ESTs  
COQ4           AA451824  coenzyme Q4 homolog yeast 
               AI129324
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           AI208772  ESTs
FLJ23153   N30680    likely ortholog of mouse tumor necrosis-alpha-induced adipose-related protein 
NSE1       N51357    NSE1 
           AA569484  
TTRAP      AA486032  TRAF and TNF receptor associated protein 
ATP2C1     AA883675  ATPase, Ca++ transporting, type 2C, member 1 
           AI053710  
           AA456135  ESTs
GUCY1A3    AI954306  guanylate cyclase 1, soluble, alpha 3 
GUCY1A3    H22135    guanylate cyclase 1, soluble, alpha 3 
           R33638    ESTs
           AA503278  ESTs
           AA551970  
           AI143991  ESTs 
KLK2       AI187386  kallikrein 2, prostatic 
SCUBE2     AA574391  signal peptide, CUB domain, EGF-like 2 
           AI018034  ESTs 
KIAA1324   AI000966  KIAA1324 protein 
NEFH       AA425336  neurofilament, heavy polypeptide 200kDa 
BASP1      AA488676  brain abundant, membrane attached signal protein 1 
           AA191424  ESTs 
ANKH       AA910836  ankylosis, progressive homolog mouse 
           AA399074  ESTs
ANKH       R12303    ankylosis, progressive homolog mouse 
ANKH       N47523    ankylosis, progressive homolog mouse 
ANKH       AA418007  ankylosis, progressive homolog mouse 
CNTNAP2    R53072    contactin associated protein-like 2 
CNTNAP2    H94745    contactin associated protein-like 2 
CUTL2      R43605    cut-like 2 Drosophila 
BM039      AA774724  uncharacterized bone marrow protein BM039 
CART1      AA418020  cartilage paired-class homeoprotein 1 
           AA235116  ESTs 
           AI342954  Homo sapiens transcribed sequence 
retSDR4    H87143    retinal short-chain dehydrogenase/reductase 4 
ACADL      R66005    acyl-Coenzyme A dehydrogenase, long chain 
           N36927    ESTs
na         AA700604  similar to Sorbitol dehydrogenase L-iditol 2-dehydrogenase 
DUSP16     H00287    dual specificity phosphatase 16 
DUSP16     N40952    dual specificity phosphatase 16 
           N32226    ESTs
NPR2L      R18730    homologous to yeast nitrogen permease candidate tumor suppressor 
CXorf10    AA634431  chromosome X open reading frame 10 
XBP1       W90128    X-box binding protein 1 
HTPAP      AA449837  HTPAP protein 
           AI269390  
C14orf47   AA455775  chromosome 14 open reading frame 47 
AIBZIP     AA465402  androgen-induced basic leucine zipper 
           R39044    ESTs
TUFM       AI732288  Tu translation elongation factor, mitochondrial 
TPD52      AA459100  tumor protein D52 
FOLH1      N64840    folate hydrolase prostate-specific membrane antigen 1 
PART1      AI311391  prostate androgen-regulated transcript 1 
RHPN2      AA464018  rhophilin, Rho GTPase binding protein 2 
KIAA1727   H56655    KIAA1727 protein 
TMPRSS2    AA579186  transmembrane protease, serine 2 
TMPRSS2    AA225817  transmembrane protease, serine 2 
CLDN4      AA863314  claudin 4 
CDH1       AI671174  cadherin 1, type 1, E-cadherin epithelial 
AGR2       AI675714  anterior gradient 2 homolog Xenepus laevis 
FOXA1      AA503957  forkhead box A1 
FLJ13782   AA169379  hypothetical protein FLJ13782 
           W74802    ESTs
           AA826324  ESTs
FXYD3      AI371056  FXYD domain containing ion transport regulator 3 
FXYD3      AA053583  FXYD domain containing ion transport regulator 3 
           AA988637  ESTs 
           AA857364  ESTs
EHF        AA149006  ets homologous factor 
MLPH       AA976544  melanophilin 
CPA6       H86480    carboxypeptidase A6 
KLK4       AA533140  kallikrein 4 prostase, enamel matrix, prostate 
           T74639  
           R32738    ESTs
           AA468094  ESTs 
SYNGR3     N46419    synaptogyrin 3 
NEDD4L     AA443004  neural precursor cell expressed, developmentally down-regulated 4-like 
           AA224785  ESTs 
TGM4       AA564047  transglutaminase 4 prostate 
KLK3       AA588358  kallikrein 3, prostate specific antigen 
AZGP1      AA862465  alpha-2-glycoprotein 1, zinc 
           T84308    ESTs
ABCC4      AA159714  ATP-binding cassette, sub-family C CFTR/MRP, member 4 
           N32072  
DSCR1L2    AI160949  Down syndrome critical region gene 1-like 2 
ASAHL      W47576    N-acylsphingosine amidohydrolase acid ceramidase-like 
DSCR1L2    R26919    Down syndrome critical region gene 1-like 2 
           AA489881  ESTs
MSH2       AA679697  mutS homolog 2, colon cancer, nonpolyposis type 1 E. coli 
PRIM2A     R61073    primase, polypeptide 2A, 58kDa 
           AA229499  
KLK3       AA569482  kallikrein 3, prostate specific antigen 
NKX3-1     AA229629  NK3 transcription factor related, locus 1 Drosophila 
           AA772497  
MALT1      AI819473  mucosa associated lymphoid tissue lymphoma translocation gene 1 
MALT1      AI824040  mucosa associated lymphoid tissue lymphoma translocation gene 1 
           AA827405  
           AA704429  ESTs
EG1        AI685491  endothelial-derived gene 1 
FLJ13409   H62563    hypothetical protein FLJ13409 
FLJ13409   AA584428  hypothetical protein FLJ13409 
           R22002    ESTs
TRGV9      AI972955  T cell receptor gamma variable 9 
TRGV9      AA229185  T cell receptor gamma variable 9 
TRGV9      AA228477  T cell receptor gamma variable 9 
C1orf14    AA426345  chromosome 1 open reading frame 14 
           W55868    ESTs
TRGV9      N50880    T cell receptor gamma variable 9 
           AI337422  ESTs
           AA625658  
           H94845    ESTs
GMNN       AA447662  geminin, DNA replication inhibitor 
TNFSF10    H54628    tumor necrosis factor ligand superfamily, member 10 
PCP4       AA452826  Purkinje cell protein 4 
TBX3       T48941    T-box 3 ulnar mammary syndrome 
TBX3       R38300    T-box 3 ulnar mammary syndrome 
           AI298994  
CYP1B1     AA040872  cytochrome P450, family 1, subfamily B, polypeptide 1 
CYP1B1     AA029776  cytochrome P450, family 1, subfamily B, polypeptide 1 
LIM        R92455    LIM protein similar to rat protein kinase C-binding enigma 
LIM        H12466    LIM protein similar to rat protein kinase C-binding enigma 
           AA432103  ESTs
           AA995197  
CMG2       T59658    capillary morphogenesis protein 2 
SYNPO2     AA035171  synaptopodin 2 
           W52186    ESTs 
MYLK       AI972269  myosin, light polypeptide kinase 
TRPS1      H53479    trichorhinophalangeal syndrome I 
SEMA3C     AA042990  sema domain, immunoglobulin domain Ig, short basic domain, secreted, semaphorin 3C 
           AA142913  ESTs
           AA780997  ESTs
MID1       AA598640  midline 1 Opitz/BBB syndrome 
GATA2      H00625    GATA binding protein 2 
GATA2      R32405    GATA binding protein 2 
GABRE      H63532    gamma-aminobutyric acid GABA A receptor, epsilon 
TMEPAI     AA455519  transmembrane, prostate androgen induced RNA 
TMEPAI     AA486591  transmembrane, prostate androgen induced RNA 
TMEPAI     AA088701  transmembrane, prostate androgen induced RNA 
GDEP       AA230247  gene differentially expressed in prostate 
           AA088276  ESTs 
           AA532718  ESTs
PRKCM      N53380    protein kinase C, mu 
OPHN1      AA706097  oligophrenin 1 
           AA424849  ESTs 
           AA255551  ESTs
           AA165164  ESTs
           N51335    ESTs
TGFB2      N48082    transforming growth factor, beta 2 
SH3RF      AA954262  SH3 domain containing ring finger 
EGFR       AA234715  epidermal growth factor receptor erythroblastic leukemia viral v-erb-b oncogene homolog, avian 
ABCA5      R53427    ATP-binding cassette, sub-family A ABC1, member 5 
SC5DL      AA216528  sterol-C5-desaturase ERG3 delta-5-desaturase homolog, fungal-like 
RWDD2      AA194966  RWD domain containing 2 
na         AA703419  hypothetical gene supported by AK027246 
           W32303    ESTs
KIF13B     AI033829  kinesin family member 13B 
           W78862    ESTs
RPL26L1    W94104    ribosomal protein L26-like 1 
           AI017829  ESTs
ARHGAP6    AA425035  Rho GTPase activating protein 6 
LOC83690   AA164781  CocoaCrisp 
ChGn       AI219094  chondroitin beta1,4 N-acetylgalactosaminyltransferase 
ChGn       AA977843  chondroitin beta1,4 N-acetylgalactosaminyltransferase 
ZNF350     AA954663  zinc finger protein 350 
           AA977085  
ZNF350     AA427528  zinc finger protein 350 
DMXL1      AA773341  Dmx-like 1 
LOC147991  AA677662  hypothetical protein LOC147991 
FLJ10697   H11063    zinc finger protein 
FLJ10697   H18646    zinc finger protein 
           AI286159  ESTs 
FLJ10697   H80748    zinc finger protein 
KIAA0830   N35907    KIAA0830 protein 
DJ462O23.2 AA421769  hypothetical protein dJ462O23.2 
PPP3CA     AA121266  protein phosphatase 3 formerly 2B, catalytic subunit, alpha isoform calcineurin A alpha 
CPNE4      R19661    copine IV 
DMXL1      H55920    Dmx-like 1 
DMXL1      N29992    Dmx-like 1 
FLJ13590   AA779758  hypothetical protein FLJ13590      
           AA229573     
RDH11      T61899    retinol dehydrogenase 11 all-trans and 9-cis 
RDH11      AW051449  retinol dehydrogenase 11 all-trans and 9-cis 
RDH11      AA918370  retinol dehydrogenase 11 all-trans and 9-cis 
AMD1       R82299    adenosylmethionine decarboxylase 1 
           AI078552  ESTs 
AMD1       AA504772  adenosylmethionine decarboxylase 1 
TRIP8      AA425205  thyroid hormone receptor interactor 8      
           AA425692  ESTs
PAK1IP1    R23473    PAK1 interacting protein 1 
PAK1IP1    AA973461  PAK1 interacting protein 1   
ATP2C1     N68998    ATPase, Ca++ transporting, type 2C, member 1 
LIV-1      H29315    LIV-1 protein, estrogen regulated 
FLJ11608   AI261735  hypothetical protein FLJ11608 
KIAA1344   AA934775  KIAA1344 protein 
KIAA1344   AA609723  KIAA1344 protein 
           AI174570  
LOC152485  N23340    hypothetical protein LOC152485 
LOC152485  AA169444  hypothetical protein LOC152485 
LOC152485  R20402    hypothetical protein LOC152485 
KIAA1411   R55763    KIAA1411 protein 
AF5Q31     AI129731  ALL1 fused gene from 5q31 
           N35225    ESTs
RINZF      AI271348  zinc finger protein RINZF  
PDE8B      AA732787  phosphodiesterase 8B 
PGM3       AA496455  phosphoglucomutase 3 
PGM3       AA188899  phosphoglucomutase 3 
STEAP2     AA149579  six transmembrane epithelial antigen of prostate 2  
STEAP2     N52554    six transmembrane epithelial antigen of prostate 2 
           AA028171  ESTs
           R93401    ESTs
FOXA1      AA687191  forkhead box A1 
           AA225700  ESTs  
           AA877997  ESTs
           AA172056  ESTs
KIAA0431   N54389    KIAA0431 protein    
           T95273    ESTs
           AA703396  
           AA579336  Full-length cDNA 5-PRIME end of clone CS0DK007YB08 of HeLa cells of Homo sapiens human 
na         AA406301  similar to hypothetical protein 
           AA644547  ESTs 
OR51E2     AA135870  olfactory receptor, family 51, subfamily E, member 2 
MYBPC1     AI865749  myosin binding protein C, slow type 
TP73L      AA455929  tumor protein p73-like 
SLC14A1    N47685    solute carrier family 14 urea transporter, member 1 Kidd blood group 
SLC14A1    H82236    solute carrier family 14 urea transporter, member 1 Kidd blood group 
           AA229496  ESTs
ACPP       AA420721  acid phosphatase, prostate 
           AA229286  ESTs
PRAC       AA631916  small nuclear protein PRAC 
KLK2       AA225966  kallikrein 2, prostatic 
           AA224758  
KLK2       AA469129  kallikrein 2, prostatic 
           H70868    ESTsS 
ANKH       AA503921  ankylosis, progressive homolog mouse 
           AA652248  
TMPRSS2    AI673506  transmembrane protease, serine 2 
RLN1       AA492192  relaxin 1 H1 
KLK3       AA528287  kallikrein 3, prostate specific antigen 
           AA655034  ESTs
           AA661559  ESTs
           AI253622  ESTs 
           W78714    ESTs
CNTNAP2    R51354    contactin associated protein-like 2 
NEFH       AI686398  neurofilament, heavy polypeptide 200kDa 
           AA668900  ESTs
COL9A1     N69335    collagen, type IX, alpha 1 
RLN1       AA508353  relaxin 1 H1 
           AA650187  
CPNE4      H29499    copine IV 
na         AA905838  similar to hypothetical protein FLJ10462 
na         AA432049  similar to hypothetical protein FLJ10462 
           AA969259  ESTs 
           AA224761  ESTs
NPY        AI675889  neuropeptide Y 
 Prostein  AA579486  prostein protein 
KLK2       AI927872  kallikrein 2, prostatic 
TGM4       AI682360  transglutaminase 4 prostate    
           N73584  
           AA471001  
FLJ39822   N62096    hypothetical protein FLJ39822 
GCNT2      AA913127  glucosaminyl N-acetyl transferase 2, I-branching enzyme 
           AA598828  ESTs 
           AA492238  ESTs
           AA630939  
           AA652261  
           AA226181  ESTs 
           AA243967  ESTs 
 ACPP      AA225107  acid phosphatase, prostate 
NKX3-1     AA437224  NK3 transcription factor related, locus 1 Drosophila 
ENTPD5     AI017442  ectonucleoside triphosphate diphosphohydrolase 5 
UPK3       AI928252  uroplakin 3 
WNT5B      AA114966  wingless-type MMTV integration site family, member 5B        
           N63533    ESTs 
           AA917005  ESTs
ACPP       AA541709  acid phosphatase, prostate 
MSMB       AA225025  microseminoprotein, beta- 
ACPP       AI926993  acid phosphatase, prostate 
           AA631018  ESTs
           AA877355  ESTs
SFTPD      AA617783  surfactant, pulmonary-associated protein D 
MSMB       AA420632  microseminoprotein, beta- 
           AA446859  ESTs
MSMB       AI658727  microseminoprotein, beta- 
na         AA777098  hypothetical gene supported by AK056396 
TSPAN-1    AI674349  tetraspan 1 
GOLPH2     AA454597  golgi phosphoprotein 2 
FLRT3      AA455382  fibronectin leucine rich transmembrane protein 3 
na         AI338473  hypothetical gene supported by AK094535 
           N51239    ESTs
ALOX15B    AA468451  arachidonate 15-lipoxygenase, second type  
PCANAP5    AI299378  prostate cancer associated protein 5 
           AA508136  ESTs
SRD5A2     AI420552  steroid-5-alpha-reductase
           W37905    ESTs
           AA579128  ESTs
           AA688297  ESTs 
           AI054204  
SRD5A2     AA912115  steroid-5-alpha-reductase, alpha polypeptide 2 
KLK3       AA225114  kallikrein 3, prostate specific antigen 
ALOX15B    AI474406  arachidonate 15-lipoxygenase, second type 
           N48057    ESTs
           AI674521  
           AA699790  ESTs
MUC5B      AA514533  mucin 5, subtype B, tracheobronchial 
MUC3B      AI623883  mucin 3B 
TM4SF3     AA045698  transmembrane 4 superfamily member 3
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SLC7A7         AI815076  solute carrier family 7 cationic amino acid transporter, y+ system, member 7 
GW112          AI669320  differentially expressed in hematopoietic lineages 
TTN            W96443    titin 
               N29630  
DMBT1          AI923531  deleted in malignant brain tumors 1 
SNAP91         AA421284  synaptosomal-associated protein, 91kDa homolog mouse 
               AA890147  ESTs  
KIAA0420       H42894    KIAA0420 gene product 
               AA701163  ESTs  
CDC6           H59203    CDC6 cell division cycle 6 homolog S. cerevisiae 
NEK2           AI684773  NIMA never in mitosis gene a-related kinase 2 
HMMR           R10284    hyaluronan-mediated motility receptor RHAMM 
F10            N98524    coagulation factor X 
RNPC1          AW072104  RNA-binding region RNP1, RRM containing 1 
S100A3         AA055241  S100 calcium binding protein A3 
TRIF           AA464279  TIR domain containing adaptor inducing interferon-beta 
NOD27          AI016022  nucleotide-binding oligomerization domains 27 
EHD1           AA626028  EH-domain containing 1 
CD79B          R72079    CD79B antigen immunoglobulin-associated beta 
PAX5           AI762480  paired box gene 5 B-cell lineage specific activator protein 
VAV1           AI886795  vav 1 oncogene 
               R97804    ESTs 
               R09056    ESTs 
               AA629538  ESTs 
RGS19          AI363445  regulator of G-protein signalling 19 
               AI799757  
KIAA0125       H65343    KIAA0125 gene product 
KLHL6          AA702797  kelch-like 6 Drosophila 
PTPN22         AI016085  protein tyrosine phosphatase, non-receptor type 22 lymphoid 
EPC1           W93523    enhancer of polycomb homolog 1, Drosophila 
SN             H22126    sialoadhesin 
IL23A          AA418747  interleukin 23, alpha subunit p19 
SLC21A9        AI952908  solute carrier family 21 organic anion transporter, member 9 
TNA            W73889    tetranectin plasminogen binding protein 
FLJ12542       AA936518  hypothetical protein FLJ12542 
               AA703623  ESTs 
               AI025259  ESTs 
               AA131757  ESTs 
THEA           AA862436  thioesterase, adipose associated 
               R66103    ESTs 
na             H18335    LOC340833 
               AI018026  ESTs 
               AA913510  ESTs 
FLJ12998       AA521040  hypothetical protein FLJ12998 
               AA826364  
LOC124842      AA777050  hypothetical protein LOC124842 
SYCP1          AA609655  synaptonemal complex protein 1 
HMGCS2         AA496148  3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2 mitochondrial 
               AI480261  ESTs
KIAA0133       N68825    KIAA0133 gene product 
               AA813166  DNA damage repair and recombination protein RAD52 pseudogene mRNA, partial cds. 
CABIN1         N24554    calcineurin binding protein 1 
DKFZp434N074   AI223145  hypothetical protein DKFZp434N074 
DDX34          AA477623  DEAD/H Asp-Glu-Ala-Asp/His box polypeptide 34 
               AA469939  ESTs 
CD14           AA701476  CD14 antigen 
CACNB1         W72250    calcium channel, voltage-dependent, beta 1 subunit 
CORO2A         AA983765  coronin, actin binding protein, 2A 
CYP26A1        R51021    cytochrome P450, family 26, subfamily A, polypeptide 1 
DKFZP586J0619  AA707004  DKFZP586J0619 protein 
MAP2K2         AA425826  mitogen-activated protein kinase kinase 2 
CRAT           AA621218  carnitine acetyltransferase 
SEC6           AA917609  Sec 6 S. cerevisiae homolog 
PIN1           AW003596  protein peptidyl-prolyl cis/trans isomerase NIMA-interacting 1 
LOC112868      AA454756  hypothetical protein LOC112868 
KIAA1508       AA903056  KIAA1508 protein 
 AA398366      Sapiens,  clone IMAGE:5166253, mRNA 
LOC56920       AA732915  semaphorin sem2 
PRL            AA130238  prolactin 
LMNB2          AA456868  lamin B2 
               AA682309  ESTs  
               AA701665  ESTs  
               AA634384  ESTs  
               R11957    ESTs  
               N30117    ESTs  
               T84869    ESTs 
SRGAP1         AI221836  SLIT-ROBO Rho GTPase activating protein 1 
POU3F1         AI807330  POU domain, class 3, transcription factor 1 
FLJ00007       AA485669  hypothetical protein FLJ00007 
CELSR1         AI339958  cadherin, EGF LAG seven-pass G-type receptor 1 flamingo homolog, Drosophila 
               AI049872  ESTs 
               R53815  
               AA034222  ESTs 
AKAP10         AI373507  A kinase PRKA anchor protein 10 
Magmas         W45031    mitochondria-associated protein involved in granulocyte-macrophage colony-stimulating factor signal transduction 
               H65983    ESTs 
DNAJC4         AA521015  DnaJ Hsp40 homolog, subfamily C, member 4 
               W73966  
MAPK8IP1       R90743    mitogen-activated protein kinase 8 interacting protein 1 
               R59581    ESTs  
MTMR3          R10292    myotubularin related protein 3 
               AA447805  
               AA429710  ESTs 
COL10A1        AI828306  collagen, type X, alpha 1Schmid metaphyseal chondrodysplasia 
FLJ22529       AI128840  hypothetical protein FLJ22529 
               N49191    ESTs
KCNA1          AA018204  potassium voltage-gated channel, shaker-related subfamily, member 1 episodic ataxia with myokymia 
SIAT9          AI192267  sialyltransferase 9 CMP-NeuAc:lactosylceramide alpha-2,3-sialyltransferase; GM3 synthase 
 R08548  
               N20848    ESTs 
PRKWNK1        R10088    protein kinase, lysine deficient 1 
NUTF2          AA075773  nuclear transport factor 2 
PYGL           AI869845  phosphorylase, glycogen; liver Hers disease, glycogen storage disease type VI 
               AA857110  ESTs  
SERPINA5       W86430    serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 5 
               R10890    ESTs 
SERPINA5       R10382    serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 5 
SERPINA5       AA858026  serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 5 
               AI054403  
               AA488892  
               T85904  
               AA996183  ESTs 
ANXA13         AA884167  annexin A13 
SLC26A3        AI339538  solute carrier family 26, member 3 
MUC6           AI611214  mucin 6, gastric 
               AA027047  ESTs 
HOXB9          AA634054  homeo box B9
HOXB6          AA610066  homeo box B6
               AA857101  
HOXB7          AI000612  homeo box B7
               AA702248  ESTs 
ABCG2          R17435    ATP-binding cassette, sub-family G WHITE, member 2 
               AA994330  ESTs 
ABCG2          W84773    ATP-binding cassette, sub-family G WHITE, member 2 
ABCG2          AI990510  ATP-binding cassette, sub-family G WHITE, member 2 
MEG3           R98695    maternally expressed 3 
               R73672    ESTs 
SFRP1          T68892    secreted frizzled-related protein 1 
               AA564875  ESTs  
PTGS2          AI123006  prostaglandin-endoperoxide synthase 2 prostaglandin G/H synthase and cyclooxygenase 
PTGS2          AA644211  prostaglandin-endoperoxide synthase 2 prostaglandin G/H synthase and cyclooxygenase 
PTGS2          R80217    prostaglandin-endoperoxide synthase 2 prostaglandin G/H synthase and cyclooxygenase 
PLA2G4A        AI984983  phospholipase A2, group IVA cytosolic, calcium-dependent 
PTGES          AI540460  prostaglandin E synthase 
PTGES          AA436163  prostaglandin E synthase 
na             AI301280  hypothetical gene supported by BC007386 
APOL1          AI584139  apolipoprotein L, 1 
KIAA1280       AA071470  KIAA1280 protein 
OASIS          T78909    old astrocyte specifically induced substance 
               AA931409  ESTs
CAPN6          AI923312  calpain 6 
CAPN6          AA457238  calpain 6 
               AA250737  ESTs 
               AA968971  ESTs 
SLC31A2        R76281    solute carrier family 31 copper transporters, member 2 
COL9A2         AI003467  collagen, type IX, alpha 2 
C6orf37        R71124    chromosome 6 open reading frame 37 
C6orf37        AA704517  chromosome 6 open reading frame 37 
C6orf37        R28525    chromosome 6 open reading frame 37 
MGC5352        AA532999  hypothetical protein MGC5352 
SEMG2          AA588443  semenogelin II 
FLJ10261       AA400086  hypothetical protein FLJ10261 
DEFB126        AA994981  defensin, beta 126 
               AA150459  ESTs  
               N45083    ESTs  
PIP            AA564296  prolactin-induced protein 
PIP            AA532383  prolactin-induced protein 
PIP            AI972286  prolactin-induced protein 
CDO1           AA497033  cysteine dioxygenase, type I 
ASS            AA676466  argininosuccinate synthetase 
ENPP3          AA678335  ectonucleotide pyrophosphatase/phosphodiesterase 3 
GRIP1          R36143    glutamate receptor interacting protein 1 
               W67289    ESTs 
FZD4           AI287541  frizzled homolog 4 Drosophila 
SLC21A2        AA037014  solute carrier family 21 prostaglandin transporter, member 2 
EHF            AA149006  ets homologous factor 
EVA1           AA700901  epithelial V-like antigen 1 
EVA1           AA768426  epithelial V-like antigen 1 
SLPI           AI970057  secretory leukocyte protease inhibitor antileukoproteinase 
SLPI           AA026099  secretory leukocyte protease inhibitor antileukoproteinase 
SLPI           AA026192  secretory leukocyte protease inhibitor antileukoproteinase 
               R38044    ESTs 
GATA3          H72474    GATA binding protein 3 
               N69207    ESTs 
CD38           R00276    CD38 antigen p45 
               AA992103  ESTs  
ELOVL5         AA487608  ELOVL family member 5, elongation of long chain fatty acids FEN1/Elo2, SUR4/Elo3-like, yeast 
CHMP1.5        N23134    CHMP1.5 protein 
CHMP1.5        W85875    CHMP1.5 protein 
PVRL3          T40020    poliovirus receptor-related 3 
ITGA2          AA069027  integrin, alpha 2 CD49B, alpha 2 subunit of VLA-2 receptor 
CD9            AA412053  CD9 antigen p24 
PTK9           AA019459  PTK9 protein tyrosine kinase 9 
NFYB           AA903450  nuclear transcription factor Y, beta 
LIV-1          H29315    LIV-1 protein, estrogen regulated 
C1orf9         N36176    chromosome 1 open reading frame 9 
LAPTM4A        AA398233  lysosomal-associated protein transmembrane 4 alpha 
METAP2         H10307    methionyl aminopeptidase 2 
METAP2         AA487589  methionyl aminopeptidase 2 
PXMP3          AW004968  peroxisomal membrane protein 3, 35kDa Zellweger syndrome 
NFYB           AA130846  nuclear transcription factor Y, beta 
CGI-09         AA284153  CGI-09 protein 
AP3S1          AA996044  adaptor-related protein complex 3, sigma 1 subunit 
TBX3           AA701075  T-box 3 ulnar mammary syndrome 
TBX3           T48941    T-box 3 ulnar mammary syndrome 
DLG5           AA478949  discs, large Drosophila homolog 5 
DLG5           T77840    discs, large Drosophila homolog 5 
SLC26A2        N73101    solute carrier family 26 sulfate transporter, member 2 
               AA704222  ESTs 
MAPK8          T94087    mitogen-activated protein kinase 8 
AMOT           AA490582  angiomotin 
HIF1A          W47003    hypoxia-inducible factor 1, alpha subunit basic helix-loop-helix transcription factor 
IFRD1          T97762    interferon-related developmental regulator 1 
FRAG1          AA703094  FGF receptor activating protein 1 
ANXA9          N54608    annexin A9 
               AI300775  ESTs 
               AI031650  
CHEK1          N53057    CHK1 checkpoint homolog S. pombe 
KIAA1384       AI051108  KIAA1384 protein 
DAB2IP         AA709010  DAB2 interacting protein 
               R46330  
               AA001834  ESTs  
MGC11034       AA431133  hypothetical protein MGC11034 
               AA035770  ESTs
ZNF275         W32926    zinc finger protein 275 
FLJ14751       W05355    hypothetical protein FLJ14751 
               AA197344  ESTs 
PRPS2          AA151486  phosphoribosyl pyrophosphate synthetase 2 
               R06599    ESTs 
E46L           AA449943  like mouse brain protein E46 
LOC92691       AA459949  hypothetical protein BC008604 
FAPP2          AA449847  phosphoinositol 4-phosphate adaptor protein-2 
na             AA449832  similar to Adapter-related protein complex 1 sigma 1B subunit 
FLJ23751       AA777284  hypothetical protein FLJ23751 
DJ971N18.2     AA457223  hypothetical protein DJ971N18.2 
DNAJD1         AI005521  DnaJ Hsp40 homolog, subfamily D, member 1 
AKR1B1         AA701963  aldo-keto reductase family 1, member B1 aldose reductase 
FDX1           AA187349  ferredoxin 1 
GLA            AA251784  galactosidase, alpha 
PCP4           AA452826  Purkinje cell protein 4 
FADS2          R09913    fatty acid desaturase 2 
CRELD1         AI672251  cysteine-rich with EGF-like domains 1 
               AA176607  ESTs 
NCRMS          AA935956  non-coding RNA in rhabdomyosarcoma RMS 
MGC33662       H68285    hypothetical protein MGC33662 
LOC153218      AA460567  hypothetical protein LOC153218 
               AI346206  
ZNF306         AI678222  zinc finger protein 306 
na             AA700604  similar to Sorbitol dehydrogenase L-iditol 2-dehydrogenase 
AR             AI659563  androgen receptor dihydrotestosterone receptor
MCF2           H05800    MCF.2 cell line derived transforming sequence 
FACL6          AA426087  fatty-acid-Coenzyme A ligase, long-chain 6 
KIAA0513       H24428    KIAA0513 gene product 
NFKBIB         AA806371  nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor, beta 
AQP2           AA995875  aquaporin 2 collecting duct 
SEMG1          AA541665  semenogelin I 
LOC254057      AA528191  hypothetical protein LOC254057 
SEMG1          AA528141  semenogelin I 
               AA542921  ESTs 
CEBPA          AI669881  CCAAT/enhancer binding protein C/EBP, alpha 
SEMG2          AI675504  semenogelin II 
SEMG1          AI678253  semenogelin I 
CYP4F8         AI401776  cytochrome P450, family 4, subfamily F, polypeptide 8 
               AA599555  ESTs
ASPH           AI652752  aspartate beta-hydroxylase 
CLDN2          AI015991  claudin 2 
               AA626275  ESTs transcribed sequences 
SPINK2         AA625888  serine protease inhibitor, Kazal type, 2 acrosin-trypsin inhibitor 
LIPG           T49529    lipase, endothelial 
CA2            AW084638
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               AA437245  ESTs
SERPI5         AA858026  serine or cysteine proteise inhibitor, clade A alpha-1 antiproteise, antitrypsin, member 5 
SERPI5         R10382    serine or cysteine proteise inhibitor, clade A alpha-1 antiproteise, antitrypsin, member 5 
SCRG1          AA460975  scrapie responsive protein 1 
IL13RA2        R52795    interleukin 13 receptor, alpha 2 
CHODL          AI089920  chondrolectin 
FLJ14904       AA718929  hypothetical protein FLJ14904 
PTPNS1L2       AA862667  protein tyrosine phosphatase, non-receptor type substrate 1-like 2 
SOX30          AA400263  SRY sex determining region Y-box 30 
               AI214275  Sapiens cD FLJ34202 fis, clone FCBBF3019716. 
               AA776758  similar to Insulin-like growth factor binding proteins 
               AA400413  ESTs 
FLJ40298       AA405181  hypothetical protein FLJ40298 
LOC51320       AI015297  hypothetical protein LOC51320 
               AA437213  ESTs transcribed sequences 
               AA865143  ESTs
               AA705819  
CXADR          N34895    coxsackie virus and adenovirus receptor 
PLU-1          AI392929  putative D/chromatin binding motif 
               AI023415  ESTs 
LOC339903      R32958    hypothetical protein LOC339903 
               AA699493  ESTs  
SSX1           AA954482  synovial sarcoma, X breakpoint 1 
SPAG6          AA485055  sperm associated antigen 6 
SPINLW1        AI023486  serine protease inhibitor-like, with Kunitz and WAP domains 1 eppin 
PRM1           AI357236  protamine 1 
               AA398209  ESTs 
DEFB119        AI005061  defensin, beta 119 
TSARG2         AA448168  testis and spermatogenesis cell related protein 2 
DKFZP434I092   AA707503  DKFZP434I092 protein 
MGC13040       AA420996  hypothetical protein MGC13040 
MGC34837       N51972    hypothetical protein MGC34837 
MS4A5          AA435988  membrane-spanning 4-domains, subfamily A, member 5 
CREM           AA626724  cAMP responsive element modulator 
               AA453578  similar to hypothetical protein similar to CG7943 
               N62248    ESTs
               AA400114  hypothetical gene supported by AL162052 
LOC202051      AA999881  hypothetical protein LOC202051 
               AA399269  ESTs 
SYCP2          R36116    syptonemal complex protein 2 
GAGEB1         AA972716  G antigen, family B, 1 prostate associated 
GAGE7B         AI381509  G antigen 7B 
GAGE7B         AA913206  G antigen 7B 
GAGED2         AA620697  G antigen, family D, 2 
GAGE1          AI187350  G antigen 1 
HRLP5          R38703    H-rev107-like protein 5 
P4             AA625859  Nck, Ash and phospholipase C binding protein 
MGC35182       AA634496  hypothetical protein MGC35182 
MGC35118       AA778603  hypothetical protein MGC35118 
               AA625735  ESTs 
ACRV1          AA732783  acrosomal vesicle protein 1 
ARPM1          AI290635  actin related protein M1 
TM4-B          AI015808  tetraspanin TM4-B 
GSG1           AI351056  germ cell associated 1 
               AI025491  ESTs  
               AA682221  LOC284968 
TSP-NY         AA398495  testis-specific protein TSP-NY 
FLJ10312       AA948584  hypothetical protein FLJ10312 
               AI018717  ESTs 
               AI001834  hypothetical gene supported by BC038717 
               AA448192  ESTs
MGC14836       AA708149  hypothetical protein similar to CG7943 
ACTL7A         AI220421  actin-like 7A 
               AA454163  similar to solute carrier family 6 neurotransmitter transporter, member 14
LOC348761      AA620858  hypothetical protein LOC348761 
               AA629344  
SYNGR4         AA719355  syptogyrin 4 
CKLFSF2        AA778552  chemokine-like factor super family 2 
               AA406039  ESTs 
TCP10L         H94895    t-complex 10 mouse-like 
ANKRD7         AA431245  ankyrin repeat domain 7 
NYD-SP12       AA902823  NYD-SP12 protein 
MGC50721       AA416662  hypothetical protein MGC50721 
               AA718918  
NYD-SP16       AA776716  NYD-SP16 protein 
NYD-TSP1       AA417356  testis-specific protein NYD-TSP1 
               AA421240  ESTs  
C20orf65       AA971005  chromosome 20 open reading frame 65 
NYD-SP26       AA778609  testis development protein NYD-SP26 
               AA453260  ESTs 
               AA903552  similar to RIKEN cD 1700038F02 
TKTL1          AA919020  transketolase-like 1 
CABYR          AA625956  calcium-binding tyrosine-Y-phosphorylation regulated fibrousheathin 2 
KPNB3          AI243669  karyopherin importin beta 3 
               AA423978  similar to PAGE-5 protein 
MGC33608       AA398422  hypothetical protein MGC33608 
PRM2           AA865148  protamine 2 
PLCZ1          AA707583  phospholipase C, zeta 1 
               AA460296  similar to RIKEN cD 1700016G05 
DKFZP434P211   AA922551  DKFZp434P211 protein 
FLJ40311       AA398247  hypothetical protein FLJ40311 
CT2            AA707336  carnitine transporter 2 
LOC283694      AA694502  hypothetical protein LOC283694 
MAGEB2         AI479347  melanoma antigen, family B, 2 
MCSP           AA609976  mitochondrial capsule selenoprotein 
tMDCII         AA934618  tMDC II 
DKFZP434M131   AI239810  DKFZP434M131 protein 
MGC26856       AA421468  hypothetical protein MGC26856 
I-4            AA864288  type 1 protein phosphatase inhibitor 
LOC253842      N30069    hypothetical protein LOC253842 
LOC127540      AA903616  HMG2 like 
               AA400495  ESTs  
GAB2           AA865573  GRB2-associated binding protein 2 
               AI024303  ESTs 
               AA778547  similar to RIKEN cD 4933409D10 
               AA400087  ESTs 
MGC40178       AA399237  hypothetical protein MGC40178 
               AA460310  ESTs 
               N75302    ESTs
               AA970999  ESTs
C20orf144      AA776747  chromosome 20 open reading frame 144 
KCNK4          AA927439  potassium channel, subfamily K, member 4 
LoopADR        AI205722  aldo-keto reductase loopADR 
ACRV1          AI205835  acrosomal vesicle protein 1 
               AA459652  ESTs  
               AA400253  LOC197387 
               AA977489  ESTs  
               AI016652  ESTs  
SOX30          AI797722  SRY sex determining region Y-box 30 
LOC339965      AA890104  hypothetical protein LOC339965 
CETN1          AA872034  centrin, EF-hand protein, 1 
RNF32          AA412402  ring finger protein 32 
               AA621065  ESTs  
               AA629029  ESTs
DAZ            AA129397  deleted in azoospermia 
               AA872505  ESTs
               AA996353  LOC344023 
FLJ35821       AA620994  hypothetical protein FLJ35821 
               AA403049  ESTs 
OAZ3           AA447537  ornithine decarboxylase antizyme 3 
               AA609720  
PPP3R2         AA431190  protein phosphatase 3 formerly 2B, regulatory subunit B, 19kDa
DDX4           AI025074  DEAD/H Asp-Glu-Ala-Asp/His box polypeptide 4 
               AA435997  hypothetical gene LOC133874 
TCP11          AA973722  t-complex 11 mouse 
               AA620811  ESTs 
GKAP42         AA628183  protein kise anchoring protein GKAP42 
RBMY1A1        AI220048  R binding motif protein, Y chromosome, family 1, member A1 
ASB9           R02586    ankyrin repeat and SOCS box-containing 9 
PIWIL1         AI125224  piwi-like 1 Drosophila 
FLJ13031       AA416800  hypothetical protein FLJ13031 
               AA398212  hypothetical gene supported by AL832752 
MGC33607       AA625586  hypothetical protein MGC33607 
               AA626311  ESTs
FLJ25439       AA778616  hypothetical protein FLJ25439 
DEFB123        AA934558  defensin, beta 123 
AKAP4          AI025520  A kise PRKA anchor protein 4 
               AA868748  similar to hypothetical protein BC009489 
BRDT           AA454221  bromodomain, testis-specific 
C9orf11        AA718954  chromosome 9 open reading frame 11 
DDX43          AA883800  DEAD Asp-Glu-Ala-Asp box polypeptide 43 
FLJ40243       AA431430  hypothetical protein FLJ40243 
               AA400068  LOC203562 
               AA629341  similar to Hypothetical BAF-like protein C20orf179 
CCIN           AA420997  calicin 
Tenr           AA707541  testis nuclear R-binding protein 
PHF7           N58503    PHD finger protein 7 
FLJ32779       AA629020  hypothetical protein FLJ32779 
ODF1           AI285947  outer dense fiber of sperm tails 1 
TPTE           AA431192  transmembrane phosphatase with tensin homology 
CITED1         AA431126  Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-termil domain, 1 
SPAM1          AI473374  sperm adhesion molecule 1 PH-20 hyaluronidase, zo pellucida binding 
               AA626328  ESTs  
SSX3           AA609599  synovial sarcoma, X breakpoint 3 
SLC26A8        H20522    solute carrier family 26, member 8 
C14orf140      AA412428  chromosome 14 open reading frame 140 
LOC127255      N68868    similar to hypothetical protein FLJ20156 
PRTD-NY3       AI023201  hypothetical protein PRTD-NY3 
GK2            AA405987  glycerol kise 2 
C11orf14       AA293782  chromosome 11 open reading frame 14 
LOC222698      AA426031  hypothetical protein LOC222698 
               N62731    ESTs  
               AA609987  ESTs 
FRABIN         AA412504  actin-filament binding protein frabin 
MGC26605       AI208433  hypothetical protein MGC26605 
FATE           AA460295  fetal and adult testis expressed transcript protein 
LDHC           AA453467  lactate dehydrogese C 
MBNL3          AA460149  muscleblind-like 3 Drosophila 
TOMM34         AA457118  translocase of outer mitochondrial membrane 34 
               AA932668  
LOC136895      AA778688  hypothetical protein BC015397 
LOC93081       AI671446  hypothetical protein BC015148 
BOLL           AA401472  bol, boule-like Drosophila 
LOC122664      AA448281  p25 beta 
LOC57151       AA400242  lysozyme homolog 
LOC93273       AA421242  hypothetical protein LOC93273 
INSL3          AI654942  insulin-like 3 Leydig cell 
FLJ35801       AI023837  hypothetical protein FLJ35801 
               AA129249  ESTs 
C20orf106      AI339492  chromosome 20 open reading frame 106 
BRDT           AI983123  bromodomain, testis-specific 
LOC122258      AA417031  LOC122258 
ODF2           AA400407  outer dense fiber of sperm tails 2 
PHF7           H99316    PHD finger protein 7 
PRKAR2A        AA634287  protein kise, cAMP-dependent, regulatory, type II, alpha 
APG-1          AA451968  heat shock protein hsp110 family 
RFX4           H17002    regulatory factor X, 4 influences HLA class II expression 
SPINK2         AA625888  serine protease inhibitor, Kazal type, 2 acrosin-trypsin inhibitor 
               AA932499  ESTs 
LOC91181       AI016259  nuclear pore membrane glycoprotein 210-like 
UBQLN3         AA927483  ubiquilin 3 
               AA625966  ESTs transcribed sequences 
RNF38          AI208896  ring finger protein 38 
PSFL           N21153    anterior pharynx defective 1B-like 
SSX2IP         AA707473  synovial sarcoma, X breakpoint 2 interacting protein 
SSX2IP         AA909354  synovial sarcoma, X breakpoint 2 interacting protein 
               AI370127  ESTs  
SRD5A1         H16833    steroid-5-alpha-reductase, alpha polypeptide 1 
               AI024795  ESTs
KIAA0998       AI024405  KIAA0998 protein 
KIAA0998       R34225    KIAA0998 protein 
SPA17          AI339437  sperm autoantigenic protein 17 
   
MNS1           AI351245  meiosis-specific nuclear structural protein 1 
               AI351836  
LOC220074      N49065    Hypothetical 55.1 kDa protein F09G8.5 in chromosome III 
DNCL2B         AA446025  dynein, cytoplasmic, light polypeptide 2B 
LOC120379      AI339257  hypothetical protein BC019238 
               AA431919  similar to cell recognition molecule CASPR3 isoform 1 
KIAA0435       AA505117  KIAA0435 gene product 
LOC81691       AA490338  exonuclease NEF-sp 
CETN3          AA046523  centrin, EF-hand protein, 3 CDC31 homolog, yeast 
TEX14          AI025320  testis expressed sequence 14 
ZFP100         AA699505  zinc finger protein ZFP100 
               AA488797  hypothetical gene supported by BC045639 
DDX20          AA460305  DEAD/H Asp-Glu-Ala-Asp/His box polypeptide 20, 103kDa 
LOC147184      T70541    LOC147184 
NRXN2          H41237    neurexin 2 
MLF1           W56334    myeloid leukemia factor 1 
               AA702684  hypothetical gene supported by AK056320; BC040562 
               AA447798  ESTs 
LOC202051      AA923153  hypothetical protein LOC202051 
CC1            AA777001  cyclin A1 
               AA772904  similar to heparan sulfate 6-O-sulfotransferase
               AA609054  ESTs 
               AA609551  ESTs 
C22orf23       AA609441  chromosome 22 open reading frame 23 
NYD-SP20       AA977048  testes development-related NYD-SP20 
MGC35194       AA421166  hypothetical protein MGC35194 
SLC30A5        AA412495  solute carrier family 30 zinc transporter, member 5 
KCNK4          AA406036  potassium channel, subfamily K, member 4 
FLJ10378       AI207757  FLJ10378 protein 
CAPPA3         AA973833  capping protein alpha 3 
GKAP42         AA447985  protein kise anchoring protein GKAP42 
C9orf9         AA043117  chromosome 9 open reading frame 9 
DKFZp762I194   AA447982  hypothetical protein DKFZp762I194 
MGC33295       AI554906  hypothetical protein MGC33295 
FLJ25339       AA430187  hypothetical protein FLJ25339 
CLGN           AA778675  calmegin 
TBL2           AI675874  transducin beta-like 2 
SFMBT          AA400512  Scm-related gene containing four mbt domains 
FLJ25604       AA972030  Ral-A exchange factor RalGPS2 
FLJ25604       N31935    Ral-A exchange factor RalGPS2 
BRIP1          AI218496  BRCA1 interacting protein C-termil helicase 1 
LYAR           AA424566  hypothetical protein FLJ20425 
BCLG           AA620708  apoptosis regulator BCL-G 
LYAR           AA063624  hypothetical protein FLJ20425 
BUB1           AA430092  BUB1 budding uninhibited by benzimidazoles 1 homolog yeast 
CDKN3          AA284072  cyclin-dependent kise inhibitor 3 
DKFZp434C0631  AA600184  hypothetical protein DKFZp434C0631 
BRRN1          N54344    barren homolog Drosophila 
KP2            AA489087  karyopherin alpha 2 RAG cohort 1, importin alpha 1 
FLJ10036       AA486194  hypothetical protein FLJ10036 
PTTG1          AI362866  pituitary tumor-transforming 1 
PTTG1          AA430032  pituitary tumor-transforming 1 
FLJ23468       AA454949  hypothetical protein FLJ23468 
FLJ23468       AA431741  hypothetical protein FLJ23468 
CCNB2          AA774665  cyclin B2 
C20orf1        H73329    chromosome 20 open reading frame 1 
CDCA1          AA421171  cell division cycle associated 1 
TOPK           AI002631  T-LAK cell-origited protein kise 
TOPK           AA448898  T-LAK cell-origited protein kise 
FLJ25804       AA678348  hypothetical protein FLJ25804 
SPAG5          AI652290  sperm associated antigen 5 
TRIPIN         AA682533  tripin 
CTSL2          AI652005  cathepsin L2 
ZFP100         AA876153  zinc finger protein ZFP100
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NET-6          W86201    transmembrane 4 superfamily member tetraspan NET-6 
MAL2           AA046815  mal, T-cell differentiation protein 2 
SLC7A2         AA417651  solute carrier family 7 cationic amino acid transporter, y+ system, member 2 
               R23609    ESTs
PBX3           W48629    pre-B-cell leukemia transcription factor 3 
TCF21          AA699782  transcription factor 21 
CSTF1          W72815    cleavage stimulation factor, 3' pre-RNA, subunit 1, 50kDa 
DAPK1          AI371096  death-associated protein kinase 1 
HS6ST2         AA633866  heparan sulfate 6-O-sulfotransferase 2 
KCNMB2         AI301175  potassium large conductance calcium-activated channel, subfamily M, beta member 2 
KCNMB2         AA910198  potassium large conductance calcium-activated channel, subfamily M, beta member 2 
FLJ33516       H02039    hypothetical protein FLJ33516 
               AA034366  ESTs 
MGC3032        AA427921  hypothetical protein MGC3032 
               AA399377  ESTs
               H89282    ESTs
HS3ST3A1       N59438    heparan sulfate glucosamine 3-O-sulfotransferase 3A1 
FLJ25972       AI288214  hypothetical protein FLJ25972 
CG018          AA487590  hypothetical gene CG018 
               AA663440  ESTs 
MGC24039       H09939    hypothetical protein MGC24039 
SERPINE2       N57754    serine or cysteine proteinase inhibitor, clade E nexin, plasminogen activator inhibitor type 1, member 2 
               R95691  
GALNAC4S-6ST   AA923552  B cell RAG associated protein 
PEG10          H51765    paternally expressed 10 
PEG10          AA598754  paternally expressed 10 
PEG10          AI378946  paternally expressed 10 
PEG3           AA459941  paternally expressed 3 
PEG3           AA447919  paternally expressed 3 
DLK1           W01204    delta-like 1 homolog Drosophila 
               AI131455  ESTs 
DLK1           AA701996  delta-like 1 homolog Drosophila 
               W85900    ESTs
PROK1          AA029185  prokineticin 1 
ARHI           W72033    ras homolog gene family, member I 
ZNF275         AA405226  zinc finger protein 275 
ALS2CR7        AI276750  amyotrophic lateral sclerosis 2 juvenile chromosome region, candidate 7 
na             AI301280  hypothetical gene supported by BC007386 
D8S2298E       H43617    reproduction 8 
D8S2298E       AA465216  reproduction 8 
FLJ20716       AA131343  hypothetical protein FLJ20716 
               W81007    ESTs 
GATA4          N38992    GATA binding protein 4 
               H77651  
               AA668668  ESTs 
               W91942    ESTs 
CCL26          AI359519  chemokine C-C motif ligand 26 
HF1            AI669507  H factor 1 complement 
HFL1           W88788    H factor complement-like 1 
C1S            T62048    complement component 1, s subcomponent 
PROS1          T74191    protein S alpha 
C4BPB          AA677687  complement component 4 binding protein, beta 
BST2           AA485371  bone marrow stromal cell antigen 2 
ALOX15B        AA228916  arachidonate 15-lipoxygenase, second type 
FLJ10970       AA446661  hypothetical protein FLJ10970 
BNIP3L         AA025112  BCL2/adenovirus E1B 19kDa interacting protein 3-like 
TTC8           W37688    tetratricopeptide repeat domain 8 
               N52450    ESTs 
KIAA1573       AA598639  KIAA1573 protein 
               AA046967  ESTs 
               N21553    ESTs 
               AI092576  ESTs 
BRPF3          N64814    bromodomain and PHD finger containing, 3 
               N55492    ESTs
CLDN11         AA443966  claudin 11 oligodendrocyte transmembrane protein 
EPB41L2        AA448595  erythrocyte membrane protein band 4.1-like 2 
CNTN1          H19023    contactin 1 
CNTN1          R38995    contactin 1 
CHL1           R13014    cell adhesion molecule with homology to L1CAM close homolog of L1 
CHL1           H15266    cell adhesion molecule with homology to L1CAM close homolog of L1 
               AI084504  ESTs 
               AA663333  
NAV3           AA705735  neuron navigator 3 
               AA975538  ESTs
GJA12          AI367323  gap junction protein, alpha 12, 47kDa 
FLRT2          AI338894  fibronectin leucine rich transmembrane protein 2 
RBIG1          N80769    likely ortholog of mouse retinoblastoma inhibiting gene 1 
ABCA6          AA099357  ATP-binding cassette, sub-family A ABC1, member 6 
SDC2           H64346    syndecan 2 heparan sulfate proteoglycan 1, cell surface-associated, fibroglycan 
CDH11          H96738    cadherin 11, type 2, OB-cadherin osteoblast 
CDH11          AA136983  cadherin 11, type 2, OB-cadherin osteoblast 
CDH11          AI278518  cadherin 11, type 2, OB-cadherin osteoblast 
FNTA           N78902    farnesyltransferase, CAAX box, alpha 
               AI822084  ESTs
               W78816    ESTs
               AI668663  ESTs
               AA699878  
               AA705436  ESTs
               AA256200  ESTs
               N81025    ESTs
               AA976207  
MAOB           AA682423  monoamine oxidase B 
ECM2           AI016683  extracellular matrix protein 2, female organ and adipocyte specific 
               N30117    ESTs
FLJ10748       T58522    hypothetical protein FLJ10748 
DKFZP564K1964  AA166810  DKFZP564K1964 protein 
P37NB          AI341604  37 kDa leucine-rich repeat LRR protein 
P37NB          AA423870  37 kDa leucine-rich repeat LRR protein 
XRCC1          AA425139  X-ray repair complementing defective repair in Chinese hamster cells 1 
GNG11          AA999901  guanine nucleotide binding protein G protein, gamma 11 
               H13074    ESTs
DKFZP761F241   T59665    hypothetical protein DKFZp761F241 
DKFZP761F241   R20416    hypothetical protein DKFZp761F241 
GSTM5          N48751    glutathione S-transferase M5 
SLPI           AA683520  secretory leukocyte protease inhibitor antileukoproteinase 
GSTM5          AA056231  glutathione S-transferase M5 
ISLR           H61361    immunoglobulin superfamily containing leucine-rich repeat 
AKAP12         AA478542  A kinase PRKA anchor protein gravin 12 
FLJ90022       W92257    hypothetical protein FLJ90022 
               N68463    ESTs 
THBS2          H38013    thrombospondin 2 
COL16A1        AA088202  collagen, type XVI, alpha 1 
NBL1           AA598830  neuroblastoma, suppression of tumorigenicity 1 
FZD7           N69049    frizzled homolog 7 Drosophila 
MEG3           AA425780  maternally expressed 3 
HTRA3          H29723    serine protease HTRA3 
CDKN1C         R81336    cyclin-dependent kinase inhibitor 1C p57, Kip2 
CDKN1C         AI676118  cyclin-dependent kinase inhibitor 1C p57, Kip2 
LAMA2          AA034938  laminin, alpha 2 merosin, congenital muscular dystrophy 
PDGFRA         H23235    platelet-derived growth factor receptor, alpha polypeptide 
SGCE           AA432066  sarcoglycan, epsilon 
SMARCA1        AA496809  SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 1 
SLC22A3        AA460012  solute carrier family 22 extraneuronal monoamine transporter, member 3 
LOC51186       H96654    pp21 homolog 
CTNNAL1        AA621315  catenin cadherin-associated protein, alpha-like 1 
FLJ21174       N73975    hypothetical protein FLJ21174 
TGFBR3         N26658    transforming growth factor, beta receptor III betaglycan, 300kDa 
DKFZp434L142   AA490585  hypothetical protein DKFZp434L142 
LOC83468       AA628462  gycosyltransferase 
               N34849    ESTs 
IGFBP5         AA054451  insulin-like growth factor binding protein 5 
IGFBP5         H08560    insulin-like growth factor binding protein 5 
MGC21981       T85693    hypothetical protein MGC21981 
IGFBP5         T52829    insulin-like growth factor binding protein 5 
ADAMTS1        T40309    a disintegrin-like and metalloprotease reprolysin type with thrombospondin type 1 motif, 1 
ADAMTS1        R76276    a disintegrin-like and metalloprotease reprolysin type with thrombospondin type 1 motif, 1 
ADAMTS1        AA057170  a disintegrin-like and metalloprotease reprolysin type with thrombospondin type 1 motif, 1 
TEM8           H58644    tumor endothelial marker 8 
FLJ23462       AA457501  duodenal cytochrome b 
FLJ23462       N54788    duodenal cytochrome b 
C1QTNF7        N75552    C1q and tumor necrosis factor related protein 7 
OGN            AA045327  osteoglycin osteoinductive factor, mimecan 
OGN            AA219099  osteoglycin osteoinductive factor, mimecan 
OGN            N89676    osteoglycin osteoinductive factor, mimecan 
               N78661    ESTs 
CDH11          AA495903  cadherin 11, type 2, OB-cadherin osteoblast 
               N34500  
FLJ21986       AI093577  hypothetical protein FLJ21986 
EBAF           W56771    endometrial bleeding associated factor left-right determination, factor A
GAS1           AA025819  growth arrest-specific 1 
TIMP2          AI820548  tissue inhibitor of metalloproteinase 2 
TIMP2          AW005791  tissue inhibitor of metalloproteinase 2 
TIMP2          AA917374  tissue inhibitor of metalloproteinase 2 
               AA917536  ESTs
               W70258    ESTs
na             AA393766  hypothetical gene supported by BC007386 
COL12A1        AA478481  collagen, type XII, alpha 1 
MGC3047        AA775270  hypothetical protein MGC3047 
NR2F2          AA055076  nuclear receptor subfamily 2, group F, member 2 
NR2F2          AA418510  nuclear receptor subfamily 2, group F, member 2 
               AA056224  ESTs 
EBAF           AA913306  endometrial bleeding associated factor left-right determination, factor A
               AI095823  ESTs
SFRP4          AA486838  secreted frizzled-related protein 4 
KIAA1474       AI289011  teashirt 3 
MGC24995       AA447610  hypothetical protein MGC24995 
KIAA1474       N70608    teashirt 3 
SYTL4          AA451888  synaptotagmin-like 4 granuphilin-a 
CTSK           R00859    cathepsin K pycnodysostosis 
ECM2           N79778    extracellular matrix protein 2, female organ and adipocyte specific 
               AI088903  ESTs
PDGFRL         AI806433  platelet-derived growth factor receptor-like 
PDGFRL         AA461197  platelet-derived growth factor receptor-like 
PDGFRL         AA454868  platelet-derived growth factor receptor-like 
OMD            N32201    osteomodulin 
FLJ10378       AI365530  FLJ10378 protein 
na             AA454681  LOC150311 
ZFPM2          R35921    zinc finger protein, multitype 2 
ANAPC7         T68445    anaphase-promoting complex subunit 7 
EDNRA          AA450009  endothelin receptor type A 
SNCAIP         AA406113  synuclein, alpha interacting protein synphilin 
               AA447503  ESTs
PLA2G5         R32409    phospholipase A2, group V 
SYNGR1         W90175    synaptogyrin 1 
FHL2           AA995282  four and a half LIM domains 2 
CXorf6         R08270    chromosome X open reading frame 6 
               N78909    ESTs 
WISP2          AI081658  WNT1 inducible signaling pathway protein 2 
BIMLEC         H60460    C-type lectin BIMLEC precursor 
FLJ23191       AA010797  hypothetical protein FLJ23191 
               AA936454  
               N71714    ESTs 
CASP9          AA281152  caspase 9, apoptosis-related cysteine protease 
KIAA1305       AA406197  KIAA1305 protein 
PPP3CB         AA451792  protein phosphatase 3 formerly 2B, catalytic subunit, beta isoform calcineurin A  
MDK            AA968896  midkine neurite growth-promoting factor 2 

               AA410292  ESTs 
na             AA427947  similar to R28379_1 
na             N22620    similar to transmembrane protein AMIGO3 
FLJ10178       AA931166  hypothetical protein FLJ10178 
na             AA443724  LOC283781 
DACT1          AA487274  dapper homolog 1, antagonist of beta-catenin xenopus 
               AI269283  
SIGLEC11       AI223084  sialic acid binding Ig-like lectin 11 
ABCA9          AI284184  ATP-binding cassette, sub-family A ABC1, member 9 
               AI049599  ESTs
               AA426110  ESTs
               AA417915  ESTs
SAH            AI934380  SA hypertension-associated homolog rat 
               AA962615  ESTs
SCDGF-B        AI083520  spinal cord-derived growth factor-B 
               AI122889  ESTs
SCDGF-B        AI005125  spinal cord-derived growth factor-B 
HS3ST1         T55714    heparan sulfate glucosamine 3-O-sulfotransferase 1 
HS3ST1         H86812    heparan sulfate glucosamine 3-O-sulfotransferase 1 
               T40311  
               T53591  
FLJ10748       AA293895  hypothetical protein FLJ10748 
               AA293781  ESTs
C6orf164       AA460597  chromosome 6 open reading frame 164 
MGC2827        AA425375  hypothetical protein MGC2827 
ARHI           AI692753  ras homolog gene family, member I 
na             AI203113  hypothetical gene supported by BC033590 
               AI253217  ESTs
KIAA1571       R68091    KIAA1571 protein 
               AA975530  ESTs 
PPFIBP1        AA459403  PTPRF interacting protein, binding protein 1 liprin beta 1 
WT1            AA130187  Wilms tumor 1 
na             AA460263  LOC344595 
FLJ13204       N72128    hypothetical protein FLJ13204 
FLJ13204       AA149287  hypothetical protein FLJ13204 
               W92766    ESTs
NLGN4          AA479299  neuroligin 4 
NLGN4          R40983    neuroligin 4 
TM4SF9         H23278    tetraspan 5 
TM4SF9         N77929    tetraspan 5 
TM4SF9         W72167    tetraspan 5 
NT5E           N51851    5'-nucleotidase, ecto CD73 
NT5E           R60343    5'-nucleotidase, ecto CD73 
na             AA018113  similar to NG28 
ITM2A          N53447    integral membrane protein 2A 
ITM2A          AA775257  integral membrane protein 2A 
FLJ12649       AI368156  hypothetical protein FLJ12649 
MAF            N34436    v-maf musculoaponeurotic fibrosarcoma oncogene homolog avian 
MAF            AA043501  v-maf musculoaponeurotic fibrosarcoma oncogene homolog avian 
SPRR2C         AA398951  small proline-rich protein 2C 
SOX4           AA029415  SRY sex determining region Y-box 4 
SOX4           N23605    SRY sex determining region Y-box 4 
SOX4           AA453420  SRY sex determining region Y-box 4 
ZNF300         AA994690  kruppel-like zinc finger protein 
GALNT10        W92630    UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 10 
FLJ10652       AA465171  hypothetical protein FLJ10652 
CLECSF2        H11732    C-type calcium dependent, carbohydrate-recognition domain lectin, superfamily member 2 
MGC:13379      N36985    HSPC244 
VIM            AA147847  vimentin 
VIM            AA486321  vimentin 
FOXO1A         AA448277  forkhead box O1A rhabdomyosarcoma 
               AI668659  ESTs
               AA282599  ESTs
               AA599741  ESTs
na             AA608514  similar to H3.3A histone AA 1-136 
CTSO           N81036    cathepsin O 
KIT            N20798    v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog 
               AA916193  ESTs 
UGT1A9         T70999    UDP glycosyltransferase 1 family, polypeptide A9 
RPL23          AA463200  ribosomal protein L23 
RPS3           AA156169  ribosomal protein S3 
RPL10L         AI025348  ribosomal protein L10-like 
C14orf4        AA284580  chromosome 14 open reading frame 4 
GNB2L1         AA640657  guanine nucleotide binding protein G protein, beta polypeptide 2-like 1 
               AA631718  
RPS6           N91584    ribosomal protein S6 
RPL5           AA496838  ribosomal protein L5 
               AA579546  
               T50122    ESTs
RPL11          AA680244  ribosomal protein L11 
RPL31          W15277    ribosomal protein L31 
ARL6IP         AA872341  ADP-ribosylation factor-like 6 interacting protein 
               R24333    ESTs 
KLK3           AA420427  kallikrein 3, prostate specific antigen 
               AA259248  
               AA502960  
MGC14793       AA159728  hypothetical protein MGC14793 
RPS3A          AI820543  ribosomal protein S3A 
HNOEL-iso      AA983467  HNOEL-iso protein 
               AI050004  ESTs 
KLK3           AA229587  kallikrein 3, prostate specific antigen 
TGFBR3         H61499    transforming growth factor, beta receptor III betaglycan, 300kDa 
               T67270    ESTs 
RPL10A         R01139    ribosomal protein L10a 
EIF3S6         AA669674  eukaryotic translation initiation factor 3, subunit 6 48kDa 
               AA631834  
RPL9           AI261854  ribosomal protein L9 
               AI822066  ESTs
LOC339316      AA876556  hypothetical protein LOC339316 
RPS8           AA683050  ribosomal protein S8 
na             AI821026  similar to 40S ribosomal protein S8 
               AA650138  
               AA502230  
ALOX12         T63474    arachidonate 12-lipoxygenase 
               AA872402  ESTs
EIF3S6IP       H63706    eukaryotic translation initiation factor 3, subunit 6 interacting protein 
               AA416785  ESTs
RYK            T77810    RYK receptor-like tyrosine kinase 
ST13           H65676    suppression of tumorigenicity 13 colon carcinoma Hsp70 interacting protein 
KIAA1376       AI091540  KIAA1376 protein 
GALNT10        T51229    UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 10 
MRPS14         T51290    mitochondrial ribosomal protein S14 
SLC40A1        T52564    solute carrier family 40 iron-regulated transporter, member 1 
SLC40A1        AA056733  solute carrier family 40 iron-regulated transporter, member 1 
SLC40A1        AA417956  solute carrier family 40 iron-regulated transporter, member 1 
SLC40A1        AA011593  solute carrier family 40 iron-regulated transporter, member 1 
FMOD           AA485748  fibromodulin 
CAPZB          AA430524  capping protein actin filament muscle Z-line, beta 
na             R33476    similar to hypothetical protein MGC10198 
RNASE4         T60163    ribonuclease, RNase A family, 4 
SAH            N73827    SA hypertension-associated homolog rat 
DPF3           R02268    D4, zinc and double PHD fingers, family 3 
C20orf103      R20199    chromosome 20 open reading frame 103 
               AI040305  ESTs
NOPE           N53427    likely ortholog of mouse neighbor of Punc E11 
               N64174    ESTs
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              AA628128  ESTs  
NPHP1         AA400187  nephronophthisis 1 juvenile 
NPHP1         W38685    nephronophthisis 1 juvenile 
STHM          AA497051  sialyltransferase 
              AI079122  ESTs  
FAIM          AA099194  Fas apoptotic inhibitory molecule 
SPA17         AI339437  sperm autoantigenic protein 17 
MNS1          AI351245  meiosis-specific nuclear structural protein 1 
LOC118491     AA461091  tetratricopeptide repeat-containing protein 
KIAA1505      AI022624  KIAA1505 protein 
KIAA1505      AA989429  KIAA1505 protein 
EFHC1         AA774082  EF-hand domain C-terminal containing 1 
EFHC1         N47541    EF-hand domain C-terminal containing 1 
EFHC1         AA453607  EF-hand domain C-terminal containing 1 
ID4           R20393    inhibitor of DNA binding 4, dominant negative helix-loop-helix protein 
DKFZp434N074  AI223145  hypothetical protein DKFZp434N074 
FLJ11785      AA620829  Rad50-interacting protein 1 
              AA702149  ESTs
VEST1         R18982    vestibule-1 protein 
KIAA0266      AA758154  KIAA0266 gene product 
              AA927221  ESTs 
KCNMB2        AA910198  potassium large conductance calcium-activated channel, subfamily M, beta member 2 
              H94826  
LOC199920     H56682    hypothetical protein LOC199920 
FLJ23129      AA961236  hypothetical protein FLJ23129 
MGC26610      AI336032  hypothetical protein MGC26610 
ASRGL1        AA976561  asparaginase like 1 
              R33073    ESTs  
              R67210    ESTs  
              AA027047  ESTs
FLJ36006      AA609744  hypothetical protein FLJ36006  
FLJ23049      AA890166  hypothetical protein FLJ23049 
TSGA2         AA164846  testes specific A2 ESTslog mouse 
SPAG6         N62418    sperm associated antigen 6 
LOC128344     AA136618  hypothetical protein LOC128344 
na            AA927213  similar to S-100 protein, alpha chain 
C6orf97       AI668688  chromosome 6 open reading frame 97 
SPAG6         AA485055  sperm associated antigen 6 
              AI000702  ESTs  
SCGB2A1       AI659370  secretoglobin, family 2A, member 1 
 FLJ25429     AA417355  hypothetical protein FLJ25429 
              AA978001  
NXF3          AA010599  nuclear RNA export factor 3 
              AA936147  ESTs 
STK33         AA948041  serine/threonine kinase 33 
MGC29761      AA707615  hypothetical protein MGC29761 
TSGA10        AA625993  testis specific, 10 
BICD1         AA504478  Bicaudal D ESTslog 1 Drosophila 
B7            N90281    B7 gene 
na            AA416734  similar to RIKEN cDNA 1700028P14 
FLJ23514      AI073989  hypothetical protein FLJ23514 
              AI292127  ESTs  
              AI299610    
C20orf85      AA707502  chromosome 20 open reading frame 85 
FLJ23834      H23072    hypothetical protein FLJ23834 
              AA055807  ESTs  
ALS2CR12      AA625673  amyotrophic lateral sclerosis 2 juvenile chromosome region, candidate 12 
MGC16186      AI023255  hypothetical protein MGC16186 
FLJ23834      AA906749  hypothetical protein FLJ23834  
na            R64685    LOC350825   
na            AI820513  similar to protein predicted by clone 23733 
FLJ11767      AA035801  hypothetical protein FLJ11767 
FLJ25791      AA628190  hypothetical protein FLJ25791 
DNAH5         AA864968  dynein, axonemal, heavy polypeptide 5 
              AA962163  
              H15395    ESTs  
              H66709    ESTs  
DNALI1        R93087    dynein, axonemal, light intermediate polypeptide 1 
              AI300120  ESTs  
              AA873701  ESTs  
              N33063  
              N70208  
              AI820501  
              AA931732  
              AA587604  
              R66056  
              T85904  
              R34725  
              AA488892  
RARRES1       AI261360  retinoic acid receptor responder tazarotene induced 1 
RARRES1       N94424    retinoic acid receptor responder tazarotene induced 1 
LOC96626      AA460330  pinch-2 
              AI400952  
B7-H4         AA404225  immune costimulatory protein B7-H4 
CLDN1         AA194833  claudin 1 
na            W24204    LOC339299 
WT1           AA130187  Wilms tumor 1 
ESR1          AA291702  estrogen receptor 1 
na            N22620    similar to transmembrane protein AMIGO3 
              R43550    ESTs  
SCARA3        AA977646  scavenger receptor class A, member 3 
SCARA3        AA708619  scavenger receptor class A, member 3 
OACT1         AA133590  O-acyltransferase membrane bound domain containing 1 
BCL6          AA521434  B-cell CLL/lymphoma 6 zinc finger protein 51 
LOC143381     AA931491
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ENPP2          R38717    ectonucleotide pyrophosphatase/phosphodiesterase 2 autotaxin 
TM4SF9         H23278    tetraspan 5 
               AI334391  Homo sapiens transcribed sequences 
ELTD1          AA428201  **EGF, latrophilin and seven transmembrane domain containing 1 
AD031          N29624    AD031 protein 
AP1S2          AA437212  adaptor-related protein complex 1, sigma 2 subunit 
AP1S2          AA453805  adaptor-related protein complex 1, sigma 2 subunit 
               AA131466  Homo sapiens transcribed sequences 
KANK           AA464605  kidney ankyrin repeat-containing protein 
na             AA410298  LOC351854 
               AI086101  MRNA; clone CD 43T7 
na             AA937150  similar to agCP14566 
               AA987959  Sapiens cDNA FLJ11918 fis, clone HEMBB1000272. 
DKFZP566K1924  N20003    DKFZP566K1924 protein 
MGC23947       N25344    hypothetical protein MGC23947 
LDB2           H73914    LIM domain binding 2 
CDH13          AA160651  cadherin 13, H-cadherin heart 
CDH13          R17717    cadherin 13, H-cadherin heart 
NCAM1          AI214500  neural cell adhesion molecule 1 
na             AA460849  LOC143914 
               T96029    **Sapiens, clone MGC:33379 IMAGE:5272747, mRNA, complete cds 
KIAA1913       AA088177  KIAA1913 protein 
DKFZp434L142   AA490585  hypothetical protein DKFZp434L142 
NT5E           N51851    5’-nucleotidase, ecto CD73 
NT5E           R60343    5’-nucleotidase, ecto CD73 
ESR1           AA291702  estrogen receptor 1 
EDN1           H11003    endothelin 1 
LOC339535      AA876411  hypothetical protein LOC339535 
MOXD1          AA424574  monooxygenase, DBH-like 1 
CYP1B1         AA040872  cytochrome P450, family 1, subfamily B, polypeptide 1 
CYP1B1         AA029776  cytochrome P450, family 1, subfamily B, polypeptide 1 
THBS2          H38013    thrombospondin 2 
LOC51063       AI349234  hypothetical protein LOC51063 
               AA099389  Homo sapiens transcribed sequences 
MEIS1          AI004761  Meis1, myeloid ecotropic viral integration site 1 homolog mouse 
ANGPTL1        AA621478  angiopoietin-like 1 
FLJ21127       AA428455  hypothetical protein FLJ21127 
FAP            AA405569  fibroblast activation protein, alpha 
PMX1           AA663309  paired mesoderm homeo box 1 
KIAA1462       AA412199  KIAA1462 protein 
KIAA1462       AA418988  **KIAA1462 protein 
WRN            N53362    Werner syndrome 
               AA621615  
               AA455877  Sapiens cDNA FLJ11177 fis, clone PLACE1007402. 
               AA454660  
MGC21621       W52061    G protein-coupled receptor MrgF 
THSD2          AA478618  thrombospondin, type I, domain 2 
FBLN5          H17615    fibulin 5 
FBLN5          AI016973  fibulin 5 
KIAA2028       AA447583  similar to PH pleckstrin homology domain 
RAI2           AA128005  retinoic acid induced 2 
               AI082183  Homo sapiens transcribed sequences 
TRPC4          AI082121  transient receptor potential cation channel, subfamily C, member 4 
               AI250914  Homo sapiens transcribed sequences 
               AI084504  Sapiens cDNA FLJ38586 fis, clone HCHON2009384. 
PCDH18         W72511    protocadherin 18 
SFRP4          AA486838  secreted frizzled-related protein 4 
DKFZp566D234   AA129444  hypothetical protein DKFZp566D234 
               AA149050  Sapiens mRNA; cDNA DKFZp586G0321 from clone DKFZp586G0321 
DKFZP586H2123  AA460698  DKFZP586H2123 protein 
               AI275070  Homo sapiens transcribed sequences 
PTGFR          AI439851  prostaglandin F receptor FP 
CTSK           R00859    cathepsin K pycnodysostosis 
               AI095823  Sapiens cDNA FLJ11481 fis, clone HEMBA1001803. 
ECM2           N79778    extracellular matrix protein 2, female organ and adipocyte specific 
SNCAIP         AA406113  synuclein, alpha interacting protein synphilin 
EBAF           W56771    endometrial bleeding associated factor left-right determination, factor A; transforming growth factor beta superfamily 
ANAPC7         T68445    **anaphase-promoting complex subunit 7 
EDNRA          AA450009  endothelin receptor type A 
IGF1           N69062    insulin-like growth factor 1 somatomedin C 
MITF           N66177    microphthalmia-associated transcription factor 
               N67822    Sapiens mRNA; cDNA DKFZp586C0224 from clone DKFZp586C0224 
MITF           AI002457  microphthalmia-associated transcription factor 
RERG           AA037415  RAS-like, estrogen-regulated, growth-inhibitor 
RE2            AI095828  G-protein coupled receptor 
               H24940    Sapiens cDNA FLJ35260 fis, clone PROST2004258. 
               W48600    Sapiens mRNA; cDNA DKFZp586J1717 from clone DKFZp586J1717 
               AI095772  
RERG           AA131239  RAS-like, estrogen-regulated, growth-inhibitor 
KIAA1309       AA620455  KIAA1309 protein 
ALDH1A2        AA447978  aldehyde dehydrogenase 1 family, member A2 
MEIS1          N95243    Meis1, myeloid ecotropic viral integration site 1 homolog mouse 
MAGP2          AA056013  Microfibril-associated glycoprotein-2 
CLIC4          AA917861  chloride intracellular channel 4 
FLJ23462       AA457501  duodenal cytochrome b 
               AA490279  Sapiens cDNA: FLJ21027 fis, clone CAE07110. 
NRP2           AA126383  neuropilin 2 
FLJ22415       R63922    hypothetical protein FLJ22415 
SPARC          H95959    secreted protein, acidic, cysteine-rich osteonectin 
SPARC          AA031596  **secreted protein, acidic, cysteine-rich osteonectin 
TIMP3          AA428406  tissue inhibitor of metalloproteinase 3 Sorsby fundus dystrophy, pseudoinflammatory 
SR-BP1         AI365014  type I sigma receptor 
NR2F2          AA055076  nuclear receptor subfamily 2, group F, member 2 
NR2F2          AA418510  nuclear receptor subfamily 2, group F, member 2 
               AA056224  Sapiens full length insert cDNA clone YX37E06 
HOXA11         AA598674  homeo box A11 
RAB23          W60718    RAB23, member RAS oncogene family 
VCL            AA486727  vinculin 
GPR124         AA044379  G protein-coupled receptor 124 
KIAA1474       N70608    teashirt 3 
               R68243    Sapiens cDNA FLJ30718 fis, clone FCBBF2001675. 
TIMP2          AI820548  tissue inhibitor of metalloproteinase 2 
TIMP2          AW005791  tissue inhibitor of metalloproteinase 2 
TIMP2          AA917374  tissue inhibitor of metalloproteinase 2 
               AA917536  ESTs.
               W70258    Homo sapiens transcribed sequences 
               AA156674  Homo sapiens transcribed sequences 
ATP2B4         AA490010  **ATPase, Ca++ transporting, plasma membrane 4 
TEM8           H58644    tumor endothelial marker 8 
ALS2CR12       AA451790  **amyotrophic lateral sclerosis 2 juvenile chromosome region, candidate 12 
OGN            AA045327  osteoglycin osteoinductive factor, mimecan 
OGN            AA219099  osteoglycin osteoinductive factor, mimecan 
FLJ21986       AI093577  hypothetical protein FLJ21986 
SEMACAP3       AA406290  likely ortholog of mouse semaF cytoplasmic domain associated protein 3 
AHNAK          T57765    **AHNAK nucleoprotein desmoyokin 
na             AA393766  **hypothetical gene supported by BC007386 
COL12A1        AA478481  collagen, type XII, alpha 1 
LGALS1         AI927284  lectin, galactoside-binding, soluble, 1 galectin 1 
SBLF           R22926    stoned B-like factor 
LOC253827      AA663730  hypothetical protein LOC253827 
PPP1R12B       AA909950  protein phosphatase 1, regulatory inhibitor subunit 12B 
               AA995197  
PPP1R12B       AA463926  protein phosphatase 1, regulatory inhibitor subunit 12B 
LAMA4          N94616    laminin, alpha 4 
CAV1           AA055368  caveolin 1, caveolae protein, 22kDa 
COL6A1         H99676    collagen, type VI, alpha 1 
COL6A1         AA047208  collagen, type VI, alpha 1 
ENIGMA         AA125911  enigma LIM domain protein 
KIAA0992       AW057757  palladin 
LOC253827      N91811    hypothetical protein LOC253827 
               AI291693  Homo sapiens transcribed sequences 
               H21891    Sapiens cDNA FLJ36638 fis, clone TRACH2018950. 
KCNMB1         AA029299  potassium large conductance calcium-activated channel, subfamily M, beta member 1 
CNN1           AA398400  calponin 1, basic, smooth muscle 
MYH11          AA126989  myosin, heavy polypeptide 11, smooth muscle 
CALD1          H51958    caldesmon 1 
CALD1          AA447737  caldesmon 1 
               AA447729  Sapiens cDNA FLJ37324 fis, clone BRAMY2018279. 
CALD1          AA426421  caldesmon 1 
ACTG2          T60048    actin, gamma 2, smooth muscle, enteric 
               AA291159  Sapiens, clone IMAGE:5286019, mRNA 
               AA279422  Sapiens, clone IMAGE:5286019, mRNA 
               AI039702  ESTs
               R06438    Sapiens cDNA: FLJ22300 fis, clone HRC04759. 
MYLK           AI972269  myosin, light polypeptide kinase 
MYLK           AA487215  myosin, light polypeptide kinase 
ACTA2          AA040169  actin, alpha 2, smooth muscle, aorta 
MGC3036        AA468776  hypothetical protein MGC3036 
DKFZp761L1417  AA010589  hypothetical protein DKFZp761L1417 
               AI079397  Homo sapiens transcribed sequences 
TAGLN          AA010664  transgelin 
SYNPO2         N52151    synaptopodin 2 
PARVA          AA042953  parvin, alpha 
               W78840    Sapiens cDNA FLJ25106 fis, clone CBR01467. 
               T67066    Sapiens cDNA FLJ25106 fis, clone CBR01467. 
BAG2           AA418744  BCL2-associated athanogene 2 
               H48508    ESTs
CMG2           T59658    capillary morphogenesis protein 2 
TSPAN-2        AA142919  tetraspan 2 
SCARA3         R10674    scavenger receptor class A, member 3 
PTGIS          AA126676  prostaglandin I2 prostacyclin synthase 
KIAA1518       AA487895  KIAA1518 protein 
EPS8           H13622    epidermal growth factor receptor pathway substrate 8 
LUM            AA035657  lumican 
               AA478747  ESTs
URB            AA455496  steroid sensitive gene 1 
COL1A1         W90359    collagen, type I, alpha 1 
COL6A3         R62603    collagen, type VI, alpha 3 
               AI127624  Homo sapiens transcribed sequence 
COL3A1         T98611    collagen, type III, alpha 1 Ehlers-Danlos syndrome type IV, autosomal dominant 
MGC9850        W95586    hypothetical protein MGC9850 
COL5A2         AA461456  collagen, type V, alpha 2 
COL5A2         AA857098  collagen, type V, alpha 2 
COL5A2         AA599273  collagen, type V, alpha 2 
SPUVE          AA431796  protease, serine, 23 
MAP4K5         AA708269  mitogen-activated protein kinase kinase kinase kinase 5 
PDCD6IP        AA156791  programmed cell death 6 interacting protein 
               R98407    Sapiens, clone IMAGE:5288080, mRNA 
               N69835    Sapiens, clone IMAGE:5288080, mRNA 
na             AI242494  LOC150311 
na             W90659    LOC150311 
na             AA447485  LOC254826 
               R43550    Homo sapiens transcribed sequences 
COL4A5         AA953254  collagen, type IV, alpha 5 Alport syndrome 
COL4A5         AA029107  collagen, type IV, alpha 5 Alport syndrome 
FLJ21174       N73975    hypothetical protein FLJ21174 
               N59295    Sapiens mRNA; cDNA DKFZp434O0227 from clone DKFZp434O0227 
PLEKHC1        H29252    pleckstrin homology domain containing, family C with FERM domain member 1 
GAS1           AA025819  growth arrest-specific 1 
C14orf31       AA461078  chromosome 14 open reading frame 31 
ARHJ           AA010753  ras homolog gene family, member J 
PBX1           AA401304  pre-B-cell leukemia transcription factor 1 
PBX1           AI364369  pre-B-cell leukemia transcription factor 1 
SEMA3C         AA042990  sema domain, immunoglobulin domain Ig, short basic domain, secreted, semaphorin 3C 
ANGPTL2        AA704833  angiopoietin-like 2 
MGC2555        AA457137  hypothetical protein MGC2555 
TACC1          AA456316  transforming, acidic coiled-coil containing protein 1 
ST5            AA446017  suppression of tumorigenicity 5 
SMOC2          AA931725  SPARC related modular calcium binding 2 
CORO1C         AA126947  coronin, actin binding protein, 1C 
               AA773535  Homo sapiens transcribed sequence 
               AA633772  Homo sapiens transcribed sequences 
               N32949    Sapiens, clone IMAGE:4243767, mRNA 
na             AI004945  LOC143308 
REV3L          AA968983  REV3-like, catalytic subunit of DNA polymerase zeta yeast 
TCF8           H46553    transcription factor 8 represses interleukin 2 expression 
CDC42EP3       AA213816  CDC42 effector protein Rho GTPase binding 3 
CDC42EP3       AA708976  CDC42 effector protein Rho GTPase binding 3 
CDC42EP3       AA115248  CDC42 effector protein Rho GTPase binding 3 
HOXA10         AA953229  homeo box A10 
               AA099541  ESTs
GPNMB          AA059346  glycoprotein transmembrane nmb 
GPNMB          W72431    glycoprotein transmembrane nmb 
GPNMB          AA425450  glycoprotein transmembrane nmb 
MSX1           R33154    msh homeo box homolog 1 Drosophila 
LIM            H12466    LIM protein similar to rat protein kinase C-binding enigma 
LIM            R92455    **LIM protein similar to rat protein kinase C-binding enigma 
               AA432103  Sapiens mRNA; cDNA DKFZp564A072 from clone DKFZp564A072 
FOXO1A         AA448277  forkhead box O1A rhabdomyosarcoma 
               AA485458  
               AI002969  Homo sapiens transcribed sequence with weak similarity to protein ref:NP_060265.1 H.sapiens hypothetical protein FLJ20378 [Homo sapiens] 
THSD2          AI095468  thrombospondin, type I, domain 2 
               N25982    Homo sapiens transcribed sequences 
PEG3           R21225    paternally expressed 3 
MMP11          AA954935  matrix metalloproteinase 11 stromelysin 3 
FNTA           N78902    **farnesyltransferase, CAAX box, alpha 
GATA2          R32405    GATA binding protein 2 
GATA2          H00625    GATA binding protein 2 
SOCS2          R23241    suppressor of cytokine signaling 2 
PALMD          AA418728  palmdelphin 
RERG           AA962466  RAS-like, estrogen-regulated, growth-inhibitor 
               AA917620  Homo sapiens transcribed sequences 
CPT1A          AA934818  carnitine palmitoyltransferase 1A liver 
EBAF           AA913306  endometrial bleeding associated factor left-right determination, factor A; transforming growth factor beta superfamily 
ASPN           T60482    asporin LRR class 1 
TBL1X          AA486067  transducin beta-like 1X-linked 
ENPP1          T69450    ectonucleotide pyrophosphatase/phosphodiesterase 1 
               AA054449  Homo sapiens transcribed sequences 
PLA2R1         W44656    **phospholipase A2 receptor 1, 180kDa 
               AA044692  ESTs
               N24805    Homo sapiens transcribed sequences 
WT1            AA130187  Wilms tumor 1 
HTR2B          AI245235  5-hydroxytryptamine serotonin receptor 2B 
PORIMIN        AI478107  pro-oncosis receptor inducing membrane injury gene 
RAP2C          AA045481  RAP2C, member of RAS oncogene family 
DAPP1          AA459123  dual adaptor of phosphotyrosine and 3-phosphoinositides 
ESR1           AA164585  estrogen receptor 1 
TERA           AA465096  TERA protein 
               AA600172  ESTs
MST4           T84468    Mst3 and SOK1-related kinase 
MST4           N22323    Mst3 and SOK1-related kinase 
MST4           AI822088  Mst3 and SOK1-related kinase 
TES            AA136529  testis derived transcript 3 LIM domains 
PAWR           R26405    PRKC, apoptosis, WT1, regulator 
PAWR           AA708719  PRKC, apoptosis, WT1, regulator 
ENTPD1         H13211    ectonucleoside triphosphate diphosphohydrolase 1 
PTGER3         AA151583  prostaglandin E receptor 3 subtype EP3 
TBC1D1         R24878    TBC1 tre-2/USP6, BUB2, cdc16 domain family, member 1 
PTGER3         AA406362  prostaglandin E receptor 3 subtype EP3 
na             AI091228  hypothetical gene supported by AK094324; AK094324 
               AA446650  Sapiens mRNA; cDNA DKFZp586M0723 from clone DKFZp586M0723 
               AA970531  Sapiens mRNA; cDNA DKFZp586M0723 from clone DKFZp586M0723 
               AI275095  Sapiens cDNA FLJ13603 fis, clone PLACE1010270. 
               AA708864  Sapiens cDNA FLJ13603 fis, clone PLACE1010270. 
               R68996    Sapiens cDNA FLJ11027 fis, clone PLACE1004114. 
               W32933    Sapiens cDNA FLJ13603 fis, clone PLACE1010270. 
MASP1          AI278088  mannan-binding lectin serine protease 1 C4/C2 activating component of Ra-reactive factor 
EML1           AA447196  echinoderm microtubule associated protein like 1 
               AA994330  Homo sapiens transcribed sequence 
ABCG2          W84773    ATP-binding cassette, sub-family G WHITE, member 2 
PDE8B          N49949    phosphodiesterase 8B 
KIAA1203 W84743 KIAA1203 protein
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               R12808    ESTs  
PDE6A          AI221148  phosphodiesterase 6A, cGMP-specific, 
               H59056  
MUC5B          AA829304  mucin 5, subtype B, tracheobronchial 
SCGB2A2        AA513640  secretoglobin, family 2A, member 2 
CRABP2         AW051114  cellular retinoic acid binding protein 2 
CRABP2         AA598508  cellular retinoic acid binding protein 2 
SERPINB4       AW051189  serine or cysteine proteinase inhibitor,member 4 
SERPINB3       AA292860  serine or cysteine proteinase inhibitor,member 3 
KRT1           AA706022  keratin 1 epidermolytic hyperkeratosis 
KRT13          W23757    keratin 13 
KRT13          W60057    keratin 13 
               AI923984  Proline-rich protein SPRK  
SPRR1B         AA447684  small proline-rich protein 1B cornifin 
E48            AI924385  lymphocyte antigen 6 complex, locus D 
SERPINB5       AA284290  serine or cysteine proteinase inhibitor,member 5 
NFATC4         AA394127  nuclear factor of activated T-cells 
DKFZP586H2123  AA460698  DKFZP586H2123 protein 
SFRP4          AA486838  secreted frizzled-related protein 4 
CGI-109        H97565    CGI-109 protein 
SOX17          AA477828  SRY sex determining region Y-box 17 
COL1A1         R48843    collagen, type I, alpha 1 
COL1A1         W90359    collagen, type I, alpha 1 
CPXM           AA598945  carboxypeptidase X M14 family 
               AI250914  ESTs transcribed sequences 
COL6A2         AI830005  collagen, type VI, alpha 2 
TWIST2         AI084745  twist homolog 2 Drosophila 
               AA481879  ESTs 

protein [Contains: Reverse transcriptase ; Endonuclease] 

na             AA705772  LOC349359 
ESR1           AA291702  estrogen receptor 1 
EDN1       
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MAOB           AA682423  monoamine oxidase B 
SIAT9          AI192267  sialyltransferase 9 CMP-NeuAc:lactosylceramide alpha-2,3-sialyltransferase; GM3 synthase 
SIAT9          R93185    sialyltransferase 9 CMP-NeuAc:lactosylceramide alpha-2,3-sialyltransferase; GM3 synthase 
UST            AA147495  uronyl-2-sulfotransferase 
IRS1           AA460841  insulin receptor substrate 1 
RASSF4         AA933056  Ras association RalGDS/AF-6 domain family 4 
               AA962280  Homo sapiens transcribed sequence with weak similarity to protein ref:NP_060265.1 H.sapiens hypothetical protein FLJ20378 [Homo sapiens] 
CYP24A1        AA877213  cytochrome P450, family 24, subfamily A, polypeptide 1 
CYP24A1        N21576    cytochrome P450, family 24, subfamily A, polypeptide 1 
GPR56          AA775249  G protein-coupled receptor 56 
PRDX1          AW071125  peroxiredoxin 1 
PRDX1          AA775803  peroxiredoxin 1 
PLEK2          AA776304  pleckstrin 2 
               AA873302  Homo sapiens transcribed sequences 
               R83611    Sapiens, v-myc myelocytomatosis viral oncogene homolog 1, lung carcinoma derived avian, clone IMAGE:4824265, mRNA 
MT1F           T56221    metallothionein 1F functional 
MT1F           N55459    metallothionein 1F functional 
BIRC5          AA460685  baculoviral IAP repeat-containing 5 survivin 
WRNIP1         T95670    Werner helicase interacting protein 1 
MGST1          AA495935  microsomal glutathione S-transferase 1 
               W81043    Sapiens cDNA: FLJ21447 fis, clone COL04468. 
               W72920    Sapiens cDNA: FLJ21447 fis, clone COL04468. 
CPVL           R53455    carboxypeptidase, vitellogenic-like 
SAT            AA010811  spermidine/spermine N1-acetyltransferase 
LAMC2          AA677534  laminin, gamma 2 
STHM           AA497051  sialyltransferase 
KIAA0828       H99883    KIAA0828 protein 
RCBTB1         AA459405  regulator of chromosome condensation RCC1 and BTB POZ domain containing protein 1 
BCL2           W61100    B-cell CLL/lymphoma 2 
LIMD1          AA460319  LIM domains containing 1 
GNAS           AI268751  GNAS complex locus 
GNAS           W88587    GNAS complex locus 
               H72533    Homo sapiens transcribed sequences 
HOOK3          N67300    hook3 protein 
KIAA0095       H22925    KIAA0095 gene product 
PXK            N63476    PX serine/threonine kinase 
LOC149420      N30329    casein kinase 
NAV2           AA779334  neuron navigator 2 
MET            AA190919  met proto-oncogene hepatocyte growth factor receptor 
DKFZP586A0522  AA704713  DKFZP586A0522 protein 
DKFZP586A0522  T49984    DKFZP586A0522 protein 
DKFZP586A0522  R34273    DKFZP586A0522 protein 
FLJ22390       T61938    hypothetical protein FLJ22390 
GCSH           R28081    glycine cleavage system protein H aminomethyl carrier 
HT008          AA916916  uncharacterized hypothalamus protein HT008 
KIAA1500       R19840    KIAA1500 protein 
BMP7           W73473    bone morphogenetic protein 7 osteogenic protein 1 
               H65041    Homo sapiens transcribed sequences 
BMP7           AA029596  bone morphogenetic protein 7 osteogenic protein 1 
               N62588    ESts
NTRK2          AA707199  neurotrophic tyrosine kinase, receptor, type 2 
CRABP1         AA421217  cellular retinoic acid binding protein 1 
CRABP1         AA454702  cellular retinoic acid binding protein 1 
CPA3           T64223    carboxypeptidase A3 mast cell 
               AI014389  
               N47213    Homo sapiens transcribed sequences 
STXBP6         H15408    syntaxin binding protein 6 amisyn 
WDR9           AA479503  **WD repeat domain 9 
KIAA1265       AA479302  KIAA1265 protein 
FLJ22527       AA909947  hypothetical protein FLJ22527 
FLJ12425       N47979    hypothetical protein FLJ12425 
KCNAB1         AA013094  potassium voltage-gated channel, shaker-related subfamily, beta member 1 
               AA450333  Sapiens cDNA FLJ13209 fis, clone NT2RP4000424. 
PDE8B          AA732787  phosphodiesterase 8B 
PDE8B          N49949    phosphodiesterase 8B 
               H23053    ESTs
PCSK2          R37959    proprotein convertase subtilisin/kexin type 2 
MGC15548       AA190740  hypothetical protein MGC15548 
               W02067    Homo sapiens transcribed sequences 
DAT1           AA677643  neuronal specific transcription factor DAT1 
FLJ13842       AI074650  hypothetical protein FLJ13842 
C8orf13        T96924    chromosome 8 open reading frame 13 
C8orf13        R95765    chromosome 8 open reading frame 13 
               AA620528  Sapiens cDNA FLJ31154 fis, clone IMR322001665. 
CNTN4          AA779814  contactin 4 
KIAA0789       R19019    KIAA0789 gene product 
DMRT3          AI002773  doublesex and mab-3 related transcription factor 3 
ST6GalII       AA609458  beta-galactoside alpha-2,6-sialyltransferase II 
DGKI           R54194    diacylglycerol kinase, iota 
               R14066    **Sapiens cDNA FLJ30906 fis, clone FEBRA2006055. 
FLJ14564       AA496841  hypothetical protein FLJ14564 
               AA903878  Homo sapiens transcribed sequences 
               T73987    ESTs
HOMER1         AA903860  homer homolog 1 Drosophila 
HOMER1         W31479    homer homolog 1 Drosophila 
BAP29          AI657191  B-cell receptor-associated protein BAP29 
BAP29          H08416    B-cell receptor-associated protein BAP29 
BAP29          AA826681  B-cell receptor-associated protein BAP29 
S100A13        AA070489  S100 calcium binding protein A13 
               W52248    Homo sapiens transcribed sequence with moderate similarity to protein pir:JC5064 H.sapiens JC5064 S-100 calcium-binding protein A13 - human 
               N51859    Sapiens mRNA full length insert cDNA clone EUROIMAGE 1913076. 
DKFZP564O0823  AA995890  DKFZP564O0823 protein 
               AA086292  Sapiens cDNA: FLJ21552 fis, clone COL06322. 
ChGn           AA977843  chondroitin beta1,4 N-acetylgalactosaminyltransferase 
               AA443594  Homo sapiens transcribed sequences 
               AA598635  
X123           H24395    Friedreich ataxia region gene X123 
PCSK2          AA069517  proprotein convertase subtilisin/kexin type 2 
FLT1           H66126    **fms-related tyrosine kinase 1 vascular endothelial growth factor/vascular permeability factor receptor 
LOC116441      AA877160  hypothetical protein BC014339 
LIPG           T49529    lipase, endothelial 
C20orf3        H94317    chromosome 20 open reading frame 3 
C20orf3        AA190850  chromosome 20 open reading frame 3 
CTSB           AA598950  cathepsin B 
CTSB           AA970402  cathepsin B 
CTSB           W47179    cathepsin B 
CTSB           AA130998  cathepsin B 
               AA608739  Sapiens cDNA FLJ35156 fis, clone PLACE6011057. 
LOC56930       R31625    hypothetical protein from EUROIMAGE 1669387 
HHEX           AI285592  hematopoietically expressed homeobox 
TNFRSF11B      AA194983  tumor necrosis factor receptor superfamily, member 11b osteoprotegerin 
PLOD2          AA136707  procollagen-lysine, 2-oxoglutarate 5-dioxygenase lysine hydroxylase 2 
PLOD2          H99816    procollagen-lysine, 2-oxoglutarate 5-dioxygenase lysine hydroxylase 2 
TSPAN-3        AA284492  tetraspan 3 
na             N22687    similar to nephronectin short isoform 
na             AA029948  similar to nephronectin short isoform 
               AA911832  Sapiens, clone IMAGE:4471726, mRNA 
               R20290    **Homo sapiens transcribed sequences 
               AI344470  Sapiens, clone IMAGE:4133122, mRNA 
GOLGIN-67      AA456818  golgin-67 
SDC2           AA122056  syndecan 2 heparan sulfate proteoglycan 1, cell surface-associated, fibroglycan 
MBIP           W55967    MUK-binding inhibitory protein 
               R38885    Homo sapiens transcribed sequences 
FLJ20481       N32611    hypothetical protein FLJ20481 
               AI302527  Sapiens cDNA: FLJ23472 fis, clone HSI12131. 
FLJ20481       AI302534  hypothetical protein FLJ20481 
               AA703090  Homo sapiens transcribed sequence with strong similarity to protein sp:Q9Y3C0 H.sapiens AD16_HUMAN Protein AD-016 Protein CGI-116 x0009 
FZD1           N70776    frizzled homolog 1 Drosophila 
FZD1           AA664127  frizzled homolog 1 Drosophila 
PPAP2B         AA058383  phosphatidic acid phosphatase type 2B 
PPAP2B         T71976    phosphatidic acid phosphatase type 2B 
SES2           AA454079  sestrin 2 
PGCP           AA460833  plasma glutamate carboxypeptidase 
SDC2           H64346    syndecan 2 heparan sulfate proteoglycan 1, cell surface-associated, fibroglycan 
               AA975922  
ID4            AA452493  inhibitor of DNA binding 4, dominant negative helix-loop-helix protein 
ID4            R20393    inhibitor of DNA binding 4, dominant negative helix-loop-helix protein 
ID4            AA453341  inhibitor of DNA binding 4, dominant negative helix-loop-helix protein 
MGC12538       AA150422  **hypothetical protein MGC12538 
CTBP2          W49714    C-terminal binding protein 2 
APBB2          R31708    **amyloid beta A4 precursor protein-binding, family B, member 2 Fe65-like 
               H10356    Sapiens cDNA FLJ36544 fis, clone TRACH2006378. 
na             AA885292  hypothetical gene supported by BC035134; BC036429 
MINA53         R68473    **myc-induced nuclear antigen, 53 kDa 
               AA890153  
DKFZp667G2110  AA164630  hypothetical protein DKFZp667G2110 
MINA53         AA464689  myc-induced nuclear antigen, 53 kDa 
               AA452145  Sapiens cDNA FLJ23636 fis, clone CAS07176. 
CLN5           N73307    ceroid-lipofuscinosis, neuronal 5 
DKFZP564D116   AA490464  DKFZP564D116 protein 
SNX5           AA625856  sorting nexin 5 
FAD104         AA150403  FAD104 
DKFZP586F2423  R34175    hypothetical protein DKFZp586F2423 
TRA1           AA598758  tumor rejection antigen gp96 1 
               R13549    
GRP58          R33030    **glucose regulated protein, 58kDa 
               AA115309  Homo sapiens transcribed sequence with strong similarity to protein pir:S55507 H.sapiens S55507 protein disulfide-isomerase EC 5.3.4.1 ER60 precursor - human 
MESDC2         AA284495  mesoderm development candidate 2 
KIAA1376       R33609    KIAA1376 protein 
               AA621183  Sapiens cDNA: FLJ21243 fis, clone COL01164. 
SLC5A3         W72666    solute carrier family 5 inositol transporters, member 3 
               AA449060  Sapiens cDNA: FLJ21243 fis, clone COL01164. 
SLC5A3         AA489889  solute carrier family 5 inositol transporters, member 3 
               AA448605  Homo sapiens transcribed sequence 
SNURF          AA188619  SNRPN upstream reading frame 
SNURF          AI339132  SNRPN upstream reading frame 
               AA159605  Homo sapiens transcribed sequences 
FLJ90430       N22297    hypothetical protein FLJ90430 
FGF7           AA009608  fibroblast growth factor 7 keratinocyte growth factor 
SCAND2         AA701535  SCAN domain containing 2 
INM01          AA701521  hypothetical protein INM01 
MGC33662       H68285    hypothetical protein MGC33662 
MUC15          W93847    mucin 15 
KRT7           AA485959  keratin 7 
LNX            T84156    ligand of numb-protein X 
CKLFSF4        R76505    chemokine-like factor super family 4 
KIAA1200       AA460986  KIAA1200 protein 
               N21592    Homo sapiens transcribed sequences 
TPMT           AA677257  thiopurine S-methyltransferase 
HGD            AI026973  homogentisate 1,2-dioxygenase homogentisate oxidase 
               AA205598  **Homo sapiens transcribed sequences 
na             AA700604  similar to Sorbitol dehydrogenase L-iditol 2-dehydrogenase 
               N36927    Sapiens cDNA FLJ33419 fis, clone BRACE2019877. 
NCRMS          AA935956  non-coding RNA in rhabdomyosarcoma RMS 
MGC48935       AA916297  hypothetical protein MGC48935 
SPINT2         AA031287  serine protease inhibitor, Kunitz type, 2 
SPINT2         AA458849  serine protease inhibitor, Kunitz type, 2 
MYO5B          AA456420  myosin VB 
               AA826324  Sapiens cDNA FLJ32320 fis, clone PROST2003537. 
FLJ30532       N91583    **hypothetical protein FLJ30532 
OCLN           H94471    occludin 
OCLN           AI291184  occludin 
FLJ30532       AA902629  hypothetical protein FLJ30532 
               R69602    Sapiens HSPC324 mRNA, partial cds 
LOC161291      AA173325  hypothetical protein LOC161291 
CDH1           W86859    cadherin 1, type 1, E-cadherin epithelial 
FXYD3          AA126009  FXYD domain containing ion transport regulator 3 
LOC161291      W15339    hypothetical protein LOC161291 
TACSTD1        AA055808  tumor-associated calcium signal transducer 1 
TACSTD1        AI340883  tumor-associated calcium signal transducer 1 
KIAA0872       AI337344  KIAA0872 protein 
MYO5B          AA219282  myosin VB 
               W37777    
               AI016862  
               AI091352  
               AA975399  
               AA701655  
EPB41L4B       H94162    erythrocyte membrane protein band 4.1 like 4B 
EPB41L4B       H66840    erythrocyte membrane protein band 4.1 like 4B 
EPB41L4B       H66834    erythrocyte membrane protein band 4.1 like 4B 
ERO1LB         H19428    ERO1-like beta S. cerevisiae 
SLC2A10        AA007343  solute carrier family 2 facilitated glucose transporter, member 10 
               AI312926  Homo sapiens transcribed sequences 
               AA699931  
               AA923056  **Homo sapiens transcribed sequences 
               AA010556  Sapiens cDNA FLJ90790 fis, clone THYRO1001529, weakly similar to SERINE PALMITOYLTRANSFERASE 2 EC 2.3.1.50. 
PAX8           AA405767  paired box gene 8 
               AA130440  Homo sapiens transcribed sequences 
FLJ20273       AA582915  **RNA-binding protein 
               AA976650  Homo sapiens transcribed sequences 
LOC148418      AA465293  dnaj-like protein 
               AA486567  Sapiens cDNA: FLJ20860 fis, clone ADKA01632. 
CAV2           AI339434  caveolin 2 
               H62778    Sapiens cDNA: FLJ20860 fis, clone ADKA01632. 
               AA437243  Homo sapiens transcribed sequences 
na             H78002    similar to RIKEN cDNA 0610009A07 
               AI267867  ESTs
               AA908851  ESTs
               AA932717  ESTs
               AA598975  Sapiens cDNA: FLJ23173 fis, clone LNG10019. 
LOC253970      N80764    hypothetical protein LOC253970 
TITF1          AI820508  thyroid transcription factor 1 
               AI198563  
TG             AI214881  thyroglobulin 
SLC26A4        AI139968  solute carrier family 26, member 4 
TSHR           R51015    thyroid stimulating hormone receptor 
C20orf82       R19947    chromosome 20 open reading frame 82 
ESM1           W46577    endothelial cell-specific molecule 1 
SLC12A8        AA598947  solute carrier family 12 potassium/chloride transporters, member 8 
FLJ14351       AA625899  hypothetical protein FLJ14351 
GCSH           H81935    **glycine cleavage system protein H aminomethyl carrier 
C20orf82       AI082824  chromosome 20 open reading frame 82 
PCYT1B         AI247953  phosphate cytidylyltransferase 1, choline, beta isoform 
ITGB3          AA037229  integrin, beta 3 platelet glycoprotein IIIa, antigen CD61 
               AA912075  Sapiens cDNA FLJ35612 fis, clone SPLEN2010146. 
GPR48          H77855    G protein-coupled receptor 48 
PVRL3          R73088    poliovirus receptor-related 3 
               AA704268  Sapiens mRNA; cDNA DKFZp564D042 from clone DKFZp564D042 
LOC152195      AA921732  hypothetical protein LOC152195 
               AA991795  ESTs
               AA780027  Homo sapiens transcribed sequence 
CEGF3          AA973449  CUB domain and EGF-like repeat containing 3 
               H83655    
DIO1           N74025    deiodinase, iodothyronine, type I 
IGSF4          N51362    immunoglobulin superfamily, member 4 
IGSF4          AA487505  immunoglobulin superfamily, member 4 
KIF9           AA609473  kinesin family member 9 
APLP2          H89517    amyloid beta A4 precursor-like protein 2 
LRP2           AI936420  low density lipoprotein-related protein 2 
               AA883428  
LRP2           R75977    low density lipoprotein-related protein 2 
DKFZP564B1162  W90522    hypothetical protein DKFZp564B1162 
C17orf26       AI301681  chromosome 17 open reading frame 26 
FLJ21415       H16795    **hypothetical protein FLJ21415 
               W52085    ESTs
DDX28          W72682    DEAD/H Asp-Glu-Ala-Asp/His box polypeptide 28 
               AA918686  ESTs
NXF2           AA918605  nuclear RNA export factor 2 
LOC145786      AA922454  hypothetical protein LOC145786 
VEGFC          H07899    vascular endothelial growth factor C 
IGSF1          AA780028  immunoglobulin superfamily, member 1 
FLJ11323       R49707    hypothetical protein FLJ11323 
DRIL1          AA705382  dead ringer-like 1 Drosophila 
               AA136466  Sapiens mRNA; cDNA DKFZp434E235 from clone DKFZp434E235 
KCNAB1         R49756    potassium voltage-gated channel, shaker-related subfamily, beta member 1 
               AI014877  Homo sapiens transcribed sequences 
SEMA3D         AA165409  **sema domain, immunoglobulin domain Ig, short basic domain, secreted, semaphorin 3D 
               AA883884  Homo sapiens transcribed sequences 
SLC26A7        AI343847  solute carrier family 26, member 7 
IBRDC2         R07826    IBR domain containing 2 
IBRDC2         AA465398  IBR domain containing 2 
ALS2CR9        AA487432  amyotrophic lateral sclerosis 2 juvenile chromosome region, candidate 9 
               AI279296  Homo sapiens transcribed sequences 
               H92239    Sapiens cDNA FLJ13042 fis, clone NT2RP3001318. 
               R08754    ESTs
               AA705034  ESTs
               N45699    Sapiens cDNA FLJ12924 fis, clone NT2RP2004709. 
PVRL3          AA406320  poliovirus receptor-related 3 
PVRL3          R62780    poliovirus receptor-related 3 
INHBB          W44338    inhibin, beta B activin AB beta polypeptide 
               AA147552  **Homo sapiens transcribed sequence with strong similarity to protein ref:NP_078872.1 H.sapiens hypothetical protein FLJ12847 [Homo sapiens] 
ESAM           AA664044  similar to endothelial cell-selective adhesion molecule 
STK33          AA948041  serine/threonine kinase 33 
FCGBP          R52030    Fc fragment of IgG binding protein 
TFF3           N74131    trefoil factor 3 intestinal 
CITED2         AA115076  Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 2 
               AA482159  Sapiens cDNA FLJ31108 fis, clone IMR322000164. 
               AA608841  Homo sapiens transcribed sequences 
DKFZp761P0423  R70140    hypothetical protein DKFZp761P0423 
SLA            AA485141  Src-like-adaptor 
               R80933    **Sapiens, clone IMAGE:4830820, mRNA 
FLJ23186       AA485080  hypothetical protein FLJ23186 
               N49979    Sapiens, clone IMAGE:5178133, mRNA 
GLCCI1         AA975832  glucocorticoid induced transcript 1 
MYO5C          AA194815  myosin VC 
               H17455    **Sapiens, clone IMAGE:4753714, mRNA 
LRP8           W78784    low density lipoprotein receptor-related protein 8, apolipoprotein e receptor 
SLC4A5         AA992645  solute carrier family 4, sodium bicarbonate cotransporter, member 5 
IMP-3          AA011266  IGF-II mRNA-binding protein 3 
PTTG1          AI362866  pituitary tumor-transforming 1 
PTTG1          AA430032  pituitary tumor-transforming 1 
FLJ14502       T84975    TRAF4 associated factor 1 
MGC11324 AA923696 hypothetical protein MGC11324
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TTR            AI261783  transthyretin prealbumin, amyloidosis type I 
TTR            R16541    transthyretin prealbumin, amyloidosis type I 
AMPH           H06483    amphiphysin Stiff-Man syndrome with breast cancer 128kDa autoantigen 
SLC31A2        R76281    solute carrier family 31 copper transporters, member 2 
MGC11324       AA923696  hypothetical protein MGC11324 
FLJ20152       AA446864  hypothetical protein FLJ20152 
LPL            AA633835  lipoprotein lipase 
LPL            AA976046  lipoprotein lipase 
DSCR1          AW073325  Down syndrome critical region gene 1 
EPHA7          N91461    EphA7 
MAFB           T50121    v-maf musculoaponeurotic fibrosarcoma oncogene homolog B avian 
LIG4           AA081631  ligase IV, DNA, ATP-dependent 
MAFB           AA037402  v-maf musculoaponeurotic fibrosarcoma oncogene homolog B avian 
SULT1A3        W81033    sulfotransferase family, cytosolic, 1A, phenol-preferring, member 3 
JDP2           AA443659  jun dimerization protein 2 
NAT5           AA421291  N-acetyltransferase 5 ARD1 homolog, S. cerevisiae 
               AI078856  
               AA704270  ESTs
SLC17A5        AA016300  solute carrier family 17 anion/sugar transporter, member 5 
DMRT3          AI052121  doublesex and mab-3 related transcription factor 3 
               AI031560  ESTs
               AI040906  ESTs
na             AI075210  LOC143409 
GCNT1          AI088120  glucosaminyl N-acetyl transferase 1, core 2 beta-1,6-N-acetylglucosaminyltransferase 
SLC15A1        AI167784  solute carrier family 15 oligopeptide transporter, member 1 
VDR            AA484950  vitamin D 1,25- dihydroxyvitamin D3 receptor 
               W95594    ESTs 
CASR           AA862999  calcium-sensing receptor hypocalciuric hypercalcemia 1
               AI033828  
SULT2A1        AA725397  sulfotransferase family, cytosolic, 2A, dehydroepiandrosterone DHEA -preferring, member 1 
FMO5           H52001    flavin containing monooxygenase 5 
FLJ20605       T63490    hypothetical protein FLJ20605 
ETV6           AA983191  ets variant gene 6 TEL oncogene 
EPHA1          N90246    EphA1 
FLJ31204       R02380    hypothetical protein FLJ31204 
FLJ31204       W67536    hypothetical protein FLJ31204 
TSAP6          AA495818  dudulin 2 
PSG4           AI263104  pregnancy specific beta-1-glycoprotein 4 
CD109          AI278292  CD109 
               AA621453  
               AI253164  ESTs
EMILIN-2       AI671569  extracellular glycoprotein EMILIN-2 precursor 
DNAH11         AI041705  dynein, axonemal, heavy polypeptide 11 
CDSN           AI582314  corneodesmosin 
EPOR           H15574    erythropoietin receptor 
FLJ10846       AA400093  hypothetical protein FLJ10846 
FLJ23861       AA290631  hypothetical protein FLJ23861 
GCM2           AI167675  glial cells missing homolog 2 Drosophila 
na             AA115860  similar to Synaptonemal complex protein 2 SCP-2 protein 
GCM2           W16423    glial cells missing homolog 2 Drosophila 
               AA490483  ESTs 
               N73950    ESTs 
               R14294    ESTs 
GPR27          AA757564  G protein-coupled receptor 27 
               R00424    ESTs
               AA844124  
               AA398264  ESTs
CCNA1          AA777001  cyclin A1 
na             AA772904  similar to heparan sulfate 6-O-sulfotransferase; heparan-sulfate 6-sulfotransferase 
LOC285671      H14987    hypothetical protein LOC285671 
               AI346206  
               W38000    ESTs 
ANK3           AA677185  ankyrin 3, node of Ranvier ankyrin G 
SCAND2         AA701535  SCAN domain containing 2 
PCDHA12        H16743    protocadherin alpha 12 
PCDHA12        AA172188  protocadherin alpha 12 
PCDHA12        R59998    protocadherin alpha 12 
PVALB          AA010608  parvalbumin 
SGNE1          AA670429  secretory granule, neuroendocrine protein 1 7B2 protein 
               AI017655  
ADAM23         N90403    a  disintegrin and metalloproteinase domain 23 
G2             R38090    G2 protein 
FMN2           R73539    formin 2 
MGC2752        AA917452  hypothetical protein MGC2752 
               AA960970  ESTs
               H15535    ESTs
LGI2           R38187    leucine-rich repeat LGI family, member 2 
MGC3265        AA701491  hypothetical protein MGC3265 
CHGA           AA976699  chromogranin A parathyroid secretory protein 1 
PCDHAC1        R24785    protocadherin alpha subfamily C, 1 
MLP            AA961735  MARCKS-like protein 
EPB41L3        AA495835  erythrocyte membrane protein band 4.1-like 3 
               AA788788  
DMRT3          AI002773  doublesex and mab-3 related transcription factor 3 
               AA779383  ESTs
na             R00843    similar to Bis5-adenosyl-triphosphatase Diadenosine 5,5-P1,P3-triphosphate hydrolase
KCNJ13         H97806    potassium inwardly-rectifying channel, subfamily J, member 13 
               T71629    ESTs
GCNT1          AI657057  glucosaminyl N-acetyl transferase 1, core 2 beta-1,6-N-acetylglucosaminyltransferase 
               AA037352  ESTs
               AA778005  ESTs
ENPEP          AA099910  glutamyl aminopeptidase aminopeptidase A 
               N29851    ESTs
ENPEP          AI184893  glutamyl aminopeptidase aminopeptidase A 
PDCD2          AA521466  programmed cell death 2 
PTH            W37305    parathyroid hormone 
GART           AA598487  phosphoribosylglycinamide formyltransferase, phosphoribosylglycinamide synthetase
RALB           AI948737  v-ral simian leukemia viral oncogene homolog B ras related; GTP binding protein 
               N52362    ESTs
CD109          AA418546  CD109 
               AA194037  ESTs
MSX2           W37289    msh homeo box homolog 2 Drosophila 
na             AA599099  hypothetical gene supported by AL050013 
na             N51744    hypothetical gene supported by AL050013 
AFAP           R69355    actin filament associated protein 
               AI079122  ESTs
DNAH11         W04713    dynein, axonemal, heavy polypeptide 11 
NARG2          N63536    NMDA receptor-regulated gene 2 
               AI084343  ESTs
               N62278    ESTs 
               T61475    ESTs
SGK            AI375353  serum/glucocorticoid regulated kinase 
SGK            H74007    serum/glucocorticoid regulated kinase 
SLC38A6        AA129932  solute carrier family 38, member 6 
PRKCM          N53380    protein kinase C, mu 
C5orf4         T57691    chromosome 5 open reading frame 4 
LOC285671      W33182    hypothetical protein LOC285671 
               R43780    ESTs
               AI079647  ESTs
PBX3           AA778198  pre-B-cell leukemia transcription factor 3 
               N21553    ESTs
SLC7A2         AA417651  solute carrier family 7 cationic amino acid transporter, y+ system, member 2 
C5orf4         AA406261  chromosome 5 open reading frame 4 
               AA455095  ESTs
               AA025149  ESTs 
PHKA1          AA927528  phosphorylase kinase, alpha 1 muscle 
               AA894442  ESTs 
               AA758375  ESTs
ED1            AI015138  ectodermal dysplasia 1, anhidrotic 
               AA598821  HepG2 partial cDNA, clone hmd4h01m5. 
               AA620527  HepG2 partial cDNA, clone hmd4h01m5. 
               AI091302  ESTs
FACL3          AI206454  fatty-acid-Coenzyme A ligase, long-chain 3 
FACL3          H29214    fatty-acid-Coenzyme A ligase, long-chain 3 
FACL3          N98509    fatty-acid-Coenzyme A ligase, long-chain 3 
DBI            AI688440  diazepam binding inhibitor GABA receptor modulator, acyl-Coenzyme A binding protein 
               W37682    ESTs 
PXMP3          AA452566  peroxisomal membrane protein 3, 35kDa Zellweger syndrome 
WWP1           AA455942  WW domain-containing protein 1 
WWP1           R67561    WW domain-containing protein 1 
MDS029         AA431199  uncharacterized hematopoietic stem/progenitor cells protein MDS029 
MDS029         H70139    uncharacterized hematopoietic stem/progenitor cells protein MDS029 
NDUFA1         AA083784  NADH dehydrogenase ubiquinone 1 alpha subcomplex, 1, 7.5kDa 
C20orf42       AA488420  chromosome 20 open reading frame 42 
MRPL39         W47365    mitochondrial ribosomal protein L39 
MRPS28         AA427901  mitochondrial ribosomal protein S28 
MRPS33         AA779391  mitochondrial ribosomal protein S33 
MRPS33         R08561    mitochondrial ribosomal protein S33 
               AA487180  ESTs
               AA181159  ESTs 
MGC4825        AI199007  hypothetical protein MGC4825 
COG2           AA504455  component of oligomeric golgi complex 2 
KCNJ2          W38679    potassium inwardly-rectifying channel, subfamily J, member 2 
na             AA436374  similar to RIKEN cDNA 1110014L17 
C1GALT2        AA258030  core 1 UDP-galactose:N-acetylgalactosamine-alpha-R beta 1,3-galactosyltransferase 2 
CD164          AA598561  CD164 antigen, sialomucin 
NUCB2          AI129633  nucleobindin 2 
LOC286148      R28633    hypothetical protein LOC286148 
C8orf2         N24894    chromosome 8 open reading frame 2 
               AA148682  ESTs
LOC90826       N49952    hypothetical protein BC004337 
FLJ10846       AA992207  hypothetical protein FLJ10846 
MGC45408       AA993513  hypothetical protein MGC45408 
ATP6IP2        AI983274  ATPase, H+ transporting, lysosomal interacting protein 2 
ATP6IP2        AA489232  ATPase, H+ transporting, lysosomal interacting protein 2 
SNX6           W15351    sorting nexin 6 
C14orf100      H17648    chromosome 14 open reading frame 100 
ARFGEF2        N34053    ADP-ribosylation factor guanine nucleotide-exchange factor 2 brefeldin A-inhibited 
KIAA0494       AA478157  KIAA0494 gene product 
KIAA0494       AA418887  KIAA0494 gene product 
KIAA0494       W68541    KIAA0494 gene product 
FLJ14753       AA481152  hypothetical protein FLJ14753 
               AI151206  ESTs
               H23029    ESTs
MIZ1           N95048    Msx-interacting-zinc finger 
FLJ23309       AI263800  hypothetical protein FLJ23309 
FLJ23309       AA406266  hypothetical protein FLJ23309 
               H89976    ESTs 
na             AA878541  similar to RIKEN cDNA 5730518J08 
FLJ23861       AA279648  hypothetical protein FLJ23861 
KIAA1157       AA047441  KIAA1157 protein 
SPOCK3         AA199586  sparc/osteonectin, cwcv and kazal-like domains proteoglycan testican 3 
               AA025538  ESTs
SCOC           AA961361  short coiled-coil protein 
SLC25A13       AA410516  solute carrier family 25, member 13 citrin 
MGC5576        T96608    hypothetical protein MGC5576 
C7orf2         AA485032  chromosome 7 open reading frame 2 
C7orf2         W46782    chromosome 7 open reading frame 2 
               AA420992  ESTs
STXBP5         AA029285  syntaxin binding protein 5 tomosyn 
STXBP5         AI025874  syntaxin binding protein 5 tomosyn 
SLC36A1        R00479    solute carrier family 36 proton/amino acid symporter, member 1 
KIF13B         AI033829  kinesin family member 13B 
KIF13B         W86465    kinesin family member 13B 
TDRKH          AI361627  tudor and KH domain containing protein 
LOC89894       AA416631  hypothetical protein BC000282 
HLF            R59192    hepatic leukemia factor 
PTN            AA001449  pleiotrophin heparin binding growth factor 8, neurite growth-promoting factor 1 
SACS           AA481194  spastic ataxia of Charlevoix-Saguenay sacsin 
SLC7A7         T98393    solute carrier family 7 cationic amino acid transporter, y+ system, member 7 
GPCR1          AA262573  putative G protein-coupled receptor 
GPCR1          H50224    putative G protein-coupled receptor 
SYK            AA598572  spleen tyrosine kinase 
               T98927  
LOC162967      W67703    hypothetical protein LOC162967 
GATA3          H72474    GATA binding protein 3 
GATA3          R31441    GATA binding protein 3 
GATA3          AA025379  GATA binding protein 3 
               N21592    ESTs
BSPRY          H67236    B-box and SPRY domain containing 
BSPRY          W38021    B-box and SPRY domain containing 
BSPRY          W37679    B-box and SPRY domain containing 
GPR64          AI521155  G protein-coupled receptor 64 
               W32096    ESTs 
KCNJ16         W37111    potassium inwardly-rectifying channel, subfamily J, member 16 
CD9            AA412053  CD9 antigen p24 
LOC161291      W15339    hypothetical protein LOC161291 
CYB561         AA427768  cytochrome b-561 
               AI054029  
UCK1           T56819    uridine-cytidine kinase 1 
PKIB           N30669    protein kinase cAMP-dependent, catalytic inhibitor beta 
   
PKIB           H04769    protein kinase cAMP-dependent, catalytic inhibitor beta 
   
MBP            AA283755  myelin basic protein 
ID2            H89935    inhibitor of DNA binding 2
PCYT2          AA477754  phosphate cytidylyltransferase 2, ethanolamine 
ID2            H82442    inhibitor of DNA binding 2
ALCAM          R13558    activated leukocyte cell adhesion molecule 
               AA708864  ESTs
               W32933    ESTs 
               R68996    ESTs
DNAH11         W31685    dynein, axonemal, heavy polypeptide 11 
               R93590    Sapiens cDNA FLJ11027 fis, clone PLACE1004114. 
PLA2G4A        AI984983  phospholipase A2, group IVA cytosolic, calcium-dependent 
               AI052137  ESTs
FHIT           AA256122  fragile histidine triad gene 
PRLR           R63646    prolactin receptor 
KIAA0435       AA505117  KIAA0435 gene product 
KCNF1          AI361583  potassium voltage-gated channel, subfamily F, member 1 
DNAM-1         AI361991  adhesion glycoprotein 
LOC115749      R66203    hypothetical protein LOC115749 
               H41327    ESTs
               N68327  
NEURL          H51423    neuralized-like Drosophila 
LOC201191      AI300907  hypothetical protein LOC201191 
DKFZP564P1916  AA777765  DKFZP564P1916 protein 
               AA975820  ESTs
               AA479102  ESTs
PRKCQ          AI570478  protein kinase C, theta 
FLRT2          AI338894  fibronectin leucine rich transmembrane protein 2 
COL21A1        W92416    collagen, type XXI, alpha 1 
FLJ10970     AA446661  hypothetical protein FLJ10970
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FACL4         R28548    fatty-acid-Coenzyme A ligase, long-chain 4 
ABCG1         R39446    ATP-binding cassette, sub-family G WHITE, member 1 
DNER          N47888    delta-notch-like EGF repeat-containing transmembrane 
DNER          H28681    delta-notch-like EGF repeat-containing transmembrane 
QPCT          AA282134  glutaminyl-peptide cyclotransferase glutaminyl cyclase 
RAB38         AA994825  RAB38, member RAS oncogene family 
RAB38         N20045    RAB38, member RAS oncogene family 
PLEK2         AA776304  pleckstrin 2 
SNCG          AA055968  synuclein, gamma breast cancer-specific protein 1 
SNCG          AA293803  synuclein, gamma breast cancer-specific protein 1 
SDC3          AI360323  syndecan 3 N-syndecan 
SDC3          AA167117  syndecan 3 N-syndecan 
na            H62905    LOC196812 
              AA664151  ESTs 
ILF3          AA449048  interleukin enhancer binding factor 3, 90kDa 
HLCS          AA455043  holocarboxylase synthetase biotin-[proprionyl-Coenzyme A-carboxylase ATP-hydrolysing] ligase 
ELOVL5        AA487608  ELOVL family member 5, elongation of long chain fatty acids FEN1/Elo2, SUR4/Elo3-like, yeast 
ELOVL5        H02230    ELOVL family member 5, elongation of long chain fatty acids FEN1/Elo2, SUR4/Elo3-like, yeast 
FADS2         R09913    fatty acid desaturase 2 
              AA199733  ESTs 
HMGCR         AA779417  3-hydroxy-3-methylglutaryl-Coenzyme A reductase 
SCDGF-B       AA904948  spinal cord-derived growth factor-B 
              AI142766  ESTs 
TXNRD1        AA453335  thioredoxin reductase 1 
              AA024788  ESTs 
ABCA1         AA521292  ATP-binding cassette, sub-family A ABC1, member 1 
OSAP          AI085103  ovary-specific acidic protein 
              AI334167  ESTs  
DAF           R09561    decay accelerating factor for complement CD55, Cromer blood group system 
C14orf58      AA682445  chromosome 14 open reading frame 58 
C14orf58      AA621018  chromosome 14 open reading frame 58 
KIAA1024      N45328    KIAA1024 protein 
CPB1          AI382830  carboxypeptidase B1 tissue 
              AA436564  Sapiens cDNA: FLJ23028 fis, clone LNG01852, highly similar to HSU08023 Human cellular proto-oncogene c-mer mRNA. 
H-plk         R78464    Krueppel-related zinc finger protein 
ALDH3A2       AA633569  aldehyde dehydrogenase 3 family, member A2 
PAPPA         W15422    pregnancy-associated plasma protein A 
CREM          AA626724  cAMP responsive element modulator 
CREM          AA453347  cAMP responsive element modulator 
FLJ23306      N62648    hypothetical protein FLJ23306 
FLJ23306      N34799    hypothetical protein FLJ23306 
ATP1B3        R35218    ATPase, Na+/K+ transporting, beta 3 polypeptide 
              N71714    ESTs
na            AA004903  hypothetical gene supported by AK024399 
CASP9         AA281152  caspase 9, apoptosis-related cysteine protease 

MEG3          AA425780  maternally expressed 3 
SH3BP5        AA188563  SH3-domain binding protein 5 BTK-associated 
PEG10         H51765    paternally expressed 10 
PEG10         AI378946  paternally expressed 10 
PEG3          AA447919  paternally expressed 3 
EPB41L1       R71689    erythrocyte membrane protein band 4.1-like 1 
GSTA4         N47483    glutathione S-transferase A4 
GSTA4         AA152346  glutathione S-transferase A4 
RDX           AA477165  radixin 
na            AI056049  LOC254314 
BCKDHA        AA477297  branched chain keto acid dehydrogenase E1, alpha polypeptide maple syrup urine disease 
RDX           AI263095  radixin 
GJA1          AA487623  gap junction protein, alpha 1, 43kDa connexin 43 
SCDGF-B       AI083520  spinal cord-derived growth factor-B 
MASS1         AA910218  monogenic, audiogenic seizure susceptibility 1 homolog mouse 
SCDGF-B       AI005125  spinal cord-derived growth factor-B 
DKFZp434L142  AA490585  hypothetical protein DKFZp434L142 
MGC15397      AA460818  similar to RIKEN cDNA 5730578N08 gene 
MGC27171      R23619    hypothetical protein MGC27171 
CTNNAL1       AA621315  catenin cadherin-associated protein, alpha-like 1 
GNS           AI358910  glucosamine N-acetyl-6-sulfatase Sanfilippo disease IIID 
GNS           N32895    glucosamine N-acetyl-6-sulfatase Sanfilippo disease IIID 
GNS           W56541    glucosamine N-acetyl-6-sulfatase Sanfilippo disease IIID 
              R25614    ESTs
C21orf25      AI674133  chromosome 21 open reading frame 25 
RBBP7         AA995351  retinoblastoma binding protein 7 
PREI3         W72496    preimplantation protein 3 
CYB5-M        AA970729  cytochrome b5 outer mitochondrial membrane precursor 
CYB5-M        H73591    cytochrome b5 outer mitochondrial membrane precursor 
PREI3         AA410302  preimplantation protein 3 
IKBKAP        AA608536  inhibitor of kappa light polypeptide gene enhancer in B-cells, kinase complex-associated protein 
CREBL2        R64144    cAMP responsive element binding protein-like 2 
CREBL2        N53406    cAMP responsive element binding protein-like 2 
              AA478452  ESTs 
C14orf147     AA630381  chromosome 14 open reading frame 147 
C14orf147     N75017    chromosome 14 open reading frame 147 
MCFD2         AA496746  multiple coagulation factor deficiency 2 
MAPK8         T94087    mitogen-activated protein kinase 8 
              W15263    ESTs 
              AA704222  ESTs 
ZNF275        AA405226  zinc finger protein 275 
              W85900    ESTs  
DLK1          W01204    delta-like 1 homolog Drosophila 
SOAT1         AI139693  sterol O-acyltransferase acyl-Coenzyme A: cholesterol acyltransferase 1 
HSD3B1        R68803    hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase 1 
              T84772    ESTs 
SOAT1         R07295    sterol O-acyltransferase acyl-Coenzyme A: cholesterol acyltransferase 1 
DUSP16        N40952    dual specificity phosphatase 16 
NPC1          AA634267  Niemann-Pick disease, type C1 
LXN           W46976    latexin protein 
TBX3          AA701075  T-box 3 ulnar mammary syndrome 
TBX3          T48941    T-box 3 ulnar mammary syndrome 
TBX3          R38300    T-box 3 ulnar mammary syndrome 
              R09201    Sapiens cDNA FLJ35776 fis, clone TESTI2005326. 
NOV           AA910443  nephroblastoma overexpressed gene 
KIAA1576      AA609348  KIAA1576 protein 
NMB           AI650675  neuromedin B 
              AI335863  
KCNK3         AI282108  potassium channel, subfamily K, member 3 
CHGB          W37768    chromogranin B secretogranin 1 
MGC3295       AA634063  hypothetical protein MGC3295 
DKFZp761K2222 AA431106  hypothetical protein DKFZp761K2222 
              R37434    ESTs  
              N30117    ESTs  
ARHI          W72033    ras homolog gene family, member I 
NXPH1         AI199172  neurexophilin 1 
DPP10         N62508    dipeptidylpeptidase 10    
CGEF2         AI361565  cAMP-regulated guanine nucleotide exchange factor II 
KCNN2         AA418000  potassium intermediate/small conductance calcium-activated channel, subfamily N, member 2 
SEMA6A        N21368    sema domain, transmembrane domain TM, and cytoplasmic domain, semaphorin 6A 
CDA017        AA935570  CDA017 protein 
EPHX1         AI002433  epoxide hydrolase 1, microsomal xenobiotic 
FLJ30999      AI222941  hypothetical protein FLJ30999   
LOC285016     AI300876  hypothetical protein LOC285016      
              W37418    ESTs 
PEG10         W56356    paternally expressed 10 
SEMA6A        AA234621  sema domain, transmembrane domain TM, and cytoplasmic domain, semaphorin 6A 
CIP98         N40917    CASK-interacting protein CIP98 
              AI271531  ESTs 
KIAA1201      AA427719  KIAA1201 protein 
na            AA633614  similar to KIAA1201 protein 
FLJ32954      T55547    hypothetical protein FLJ32954    
              AA400080  ESTs    
MYO7A         AA062619  myosin VIIA Usher syndrome 1B autosomal recessive, severe 
FLJ22233      AA460579  hypothetical protein FLJ22233       
SLC23A2       AA460501  solute carrier family 23 nucleobase transporters, member 2 
SLC23A2       N23756    solute carrier family 23 nucleobase transporters, member 2      
MAP3K5        AI268273  mitogen-activated protein kinase kinase kinase 5  
SSA1          N45131    Sjogren syndrome antigen A1 52kDa, ribonucleoprotein autoantigen SS-A/Ro 
SCG2          H27864    secretogranin II chromogranin C 
TFPI2         AA293402  tissue factor pathway inhibitor 2 
CYP19A1       R32427    cytochrome P450, family 19, subfamily A, polypeptide 1 
CYP19A1       H04585    cytochrome P450, family 19, subfamily A, polypeptide 1 
              AA916552  ESTs  
IL1RL1        AA126200  interleukin 1 receptor-like 1 
na            AA489629  similar to Pre-B cell enhancing factor precursor 
IL1RL1        AA125917  interleukin 1 receptor-like 1 
XLKD1         AA704407  extracellular link domain containing 1 
XLKD1         H02823    extracellular link domain containing 1 
Z39IG         R59135    Ig superfamily protein 
Z39IG         AA486747  Ig superfamily protein 
CD163         AA292877  CD163 antigen 
C1QB          T71284    complement component 1, q subcomponent, beta polypeptide 
C1QG          N38801    complement component 1, q subcomponent, gamma polypeptide 
C1QG          N69227    complement component 1, q subcomponent, gamma polypeptide 
C7            AA598478  complement component 7 
FLJ20701      H38799    hypothetical protein FLJ20701 
SERPINA5      W86430    serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 5 
              R10890    ESTs  
              R10422    ESTs 
SERPINA5      R10382    serine or cysteine proteinase inhibitor, clade A alpha-1 antiproteinase, antitrypsin, member 5 
              AI053735  
              AI054403  
AOX1          AI343711  aldehyde oxidase 1 
              AI333424  
na            AI016405  hypothetical gene LOC138729 
RBSK          T69020    ribokinase 
FLJ10847      W85883    hypothetical protein FLJ10847 
CAB56184      AA135715  GlcNAc-phosphotransferase gamma-subunit 
              AA026926  ESTs
ELOVL6        AA478315  ELOVL family member 6, elongation of long chain fatty acids FEN1/Elo2, SUR4/Elo3-like, yeast 
EBP           N67038    emopamil binding protein sterol isomerase 
ASB4          AA939011  ankyrin repeat and SOCS box-containing 4 
              AI279208  
DYRK2         AA452149  dual-specificity tyrosine-Y-phosphorylation regulated kinase 2 
ILF1          R56552    interleukin enhancer binding factor 1 
GRPEL1        T51856    GrpE-like 1, mitochondrial E. coli 
FDX1          N22827    ferredoxin 1 
ALTE          AA630498  Ac-like transposable element 
DAT1          AA495810  neuronal specific transcription factor DAT1 
SYAP1         AA070602  synapse associated protein 1, SAP47 homolog Drosophila 
PTS           AA877347  6-pyruvoyltetrahydropterin synthase 
KIAA0590      AA481015  KIAA0590 gene product 
PPIF          AA442081  peptidylprolyl isomerase F cyclophilin F 
PPIF          AA401291  peptidylprolyl isomerase F cyclophilin F 
GRPEL1        H55907    GrpE-like 1, mitochondrial E. coli 
GRPEL1        AA448573  GrpE-like 1, mitochondrial E. coli 
ALAS1         AA447761  aminolevulinate, delta-, synthase 1 
EIF4EL3       AA487878  eukaryotic translation initiation factor 4E-like 3 
FDX1          AA187349  ferredoxin 1 
HSPE1         AA448395  heat shock 10kDa protein 1 chaperonin 10 
NEK3          AA490263  NIMA never in mitosis gene a-related kinase 3 
BS69          AA683058  adenovirus 5 E1A binding protein 
CRFG          H94877 G  protein-binding protein CRFG 
AKR1B1        AA701963  aldo-keto reductase family 1, member B1 aldose reductase 
BRE           AA477082  brain and reproductive organ-expressed TNFRSF1A modulator 
              H23212    ESTs  
KIAA1673      H71225    KIAA1673 
              AA634469  
KIAA1673      AA495923  KIAA1673 
KIAA1673      R66250    KIAA1673 
KIAA1673      N47681    KIAA1673 
MRPL33        AA284241  mitochondrial ribosomal protein L33 
              T70337    HepG2 partial cDNA, clone hmd5d04m5. 
              AA858371  ESTs  
PBP           AA485909  prostatic binding protein 
              R25544    ESTs 
SLC16A2       AA425395  solute carrier family 16 monocarboxylic acid transporters, member 2 putative transporter 
PDK1          AA017519  pyruvate dehydrogenase kinase, isoenzyme 1 
WRNIP1        T95670    Werner helicase interacting protein 1 
MGST1         AA495935  microsomal glutathione S-transferase 1 
RGN           H05140    regucalcin senescence marker protein-30 
CTH           R07167    cystathionase cystathionine gamma-lyase 
na            H18427    hypothetical gene supported by BC023596 
              N74350    ESTs 
FLJ12650      R52900    hypothetical protein FLJ12650 
MGC35366      N59799    hypothetical protein MGC35366 
APOE          AA947607  apolipoprotein E 
AADAC         AA045221  arylacetamide deacetylase esterase 
              N62279    ESTs  
ABCB1         AA135957  ATP-binding cassette, sub-family B MDR/TAP, member 1 
ABCB1         AA455911  ATP-binding cassette, sub-family B MDR/TAP, member 1 
              AA887211  
              AA159632  ESTs  
DKFZP586B1621 H20543    DKFZP586B1621 protein 
ACO1          AA156728  aconitase 1, soluble 
VTN           N58107    vitronectin serum spreading factor, somatomedin B, complement S-protein 
              AA291395  ESTs  
STK19         H87351    serine/threonine kinase 19 
FRCP1         H78536    likely ortholog of mouse fibronectin type III repeat containing protein 1 
DHCR7         AI652764  7-dehydrocholesterol reductase 
SCARB1        AA443899  scavenger receptor class B, member 1 
LASS2         AA477226  LAG1 longevity assurance homolog 2 S. cerevisiae 
LASS2         AA699770  LAG1 longevity assurance homolog 2 S. cerevisiae 
ABCC3         AA429895  ATP-binding cassette, sub-family C CFTR/MRP, member 3 
              AA099408  
APOE          T70891    apolipoprotein E 
APOC1         AA991590  apolipoprotein C-I 
BST2          AA485371  bone marrow stromal cell antigen 2 
OVCA2         AA670380  candidate tumor suppressor in ovarian cancer 2 
RAB20         AI299673  RAB20, member RAS oncogene family 
RAB20         AI220662  RAB20, member RAS oncogene family 
NDEL1         R94693    nudE nuclear distribution gene E homolog like 1 A. nidulans 
LOC196214     AI285076  hypothetical protein LOC196214 
              R98676    ESTs  
TH            AA447751  tyrosine hydroxylase 
              T49657  
              H12722    ESTs  
              AI671604  ESTs
              R14607   
DHCR24        AA482228  24-dehydrocholesterol reductase 
JDP1          T95267    J domain containing protein 1 
ALDH3B2       AA443630  aldehyde dehydrogenase 3 family, member B2 
H105E3        AA436425  NADP dependent steroid dehydrogenase-like 
              AA878786  ESTs 
TM7SF2        AI364688  transmembrane 7 superfamily member 2 
              AA886414  ESTs 
na            AI268473  hypothetical gene supported by NM_005077; BC010100 
PTP4A1        R61007    protein tyrosine phosphatase type IVA, member 1 
ME1           H58541    malic enzyme 1, NADP+-dependent, cytosolic 
NR0B1         AI681514  nuclear receptor subfamily 0, group B, member 1 
              R09521    ESTs 
FADS1         AA431773  fatty acid desaturase 1 
POR           T73294    P450 cytochrome oxidoreductase 
TNXB          T58430    tenascin XB 
MGC35097      T70612    hypothetical protein MGC35097 
              AI310519  ESTs 
GSTA4         T66320    glutathione S-transferase A4 
RARRES2       AA481944  retinoic acid receptor responder tazarotene induced 2 
GSTA2         T73468    glutathione S-transferase A2 
GSTA3         N30096    glutathione S-transferase A3 
PTPRE         T67544    protein tyrosine phosphatase, receptor type, E 
PAPSS2        R99758    3'-phosphoadenosine 5'-phosphosulfate synthase 2 
KIAA1560      T98162    glycerol 3-phosphate acyltransferase, mitochondrial 
MGC20446      AI290663  hypothetical protein MGC20446 
LOC51693      AA287375  unknown 
MGC33190      AI017382  hypothetical protein MGC33190 
HMOX1         T71606    heme oxygenase decycling 1 
FLJ12604      AA644658  hypothetical protein FLJ12604 
              AA775321  
MCOLN3        AA171718  mucolipin 3 
C7orf10       N99256    chromosome 7 open reading frame 10 
SCD           AA457700  stearoyl-CoA desaturase delta-9-desaturase 
CDH2          W48793    cadherin 2, type 1, N-cadherin neuronal 
PRO2521       N38810    hypothetical protein PRO2521 
              AA682861  ESTs 
LOC114977     N33229    hypothetical protein BC014148 
MET           AA190919  met proto-oncogene hepatocyte growth factor receptor 
ERBB3         AA877334  v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 avian 
KRT17         AA159201  keratin 17 
TOX           R39310    thymus high mobility group box protein TOX 
TM4SF9        H23278    tetraspan 5 
ZNF398        AA776337  zinc finger protein 398 
SLC38A1       R20471
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           AI270779  ESTs
NTS        AA928656  neurotensin 
CD209L     AA448002  CD209 antigen-like 
CETP       R11551    cholesteryl ester transfer protein, plasma 
CD5L       AA677254  CD5 antigen-like scavenger receptor cysteine rich family 
LOC283663  AA010224  hypothetical protein LOC283663 
LOC91937   H53024    hypothetical protein BC008988 
           AA453203  
TNFSF11    AA504211  tumor necrosis factor ligand superfamily, member 11 
TLR10      AA285068  toll-like receptor 10 
           H58798    ESTs
           AA897735  ESTs
BRDG1      AI289185  BCR downstream signaling 1 
P2RY10     AA210739  purinergic receptor P2Y, G-protein coupled, 10 
           AA489779  ESTs 
           AA946862  ESTs 
           AA285149  ESTs 
MMP9       T64837    matrix metalloproteinase 9 gelatinase B, 92kDa gelatinase
FLJ33641   N39063    hypothetical protein FLJ33641 
FCRH3      AA972108  Fc receptor-like protein 3 
           AA465345  ESTs 
           N48258    Sapiens, clone IMAGE:3866403, mRNA 
MS4A1      AA279627  membrane-spanning 4-domains, subfamily A, member 1 
GPR18      AA705077  G protein-coupled receptor 18 
MGC50452   AA135885  hypothetical protein MGC50452 
HLA-DQB1   AA442984  major histocompatibility complex, class II, DQ beta 1 
TRAF5      AA101279  TNF receptor-associated factor 5 
           AA669532  ESTs 
BIKE       W88781    BMP-2 inducible kinase 
CYLD       R25725    cylindromatosis turban tumor syndrome 
           AA954842  ESTs
LEF1       W81128    lymphoid enhancer-binding factor 1 
NOD3       AA282229  NOD3 protein 
SLAM       AA458996  signaling lymphocytic activation molecule 
RASGRP1    AA278632  RAS guanyl releasing protein 1 calcium and DAG-regulated 
RASGRP1    AA884877  RAS guanyl releasing protein 1 calcium and DAG-regulated 
ITGB7      AI380522  integrin, beta 7 
           AA489681  ESTs
na         AI276270  similar to embigin 
na         AA156781  similar to embigin 
na         AA521108  similar to embigin 
           AI343631  ESTs
PLEKHA2    AA425345  pleckstrin homology domain containing, family A phosphoinositide binding specific member 2 
na         AA018229  similar to chromosome 1 amplified sequence 3 
MBD4       AA919160  methyl-CpG binding domain protein 4 
FLJ22584   AA485084  hypothetical protein FLJ22584 
KIAA1554   H17860    KIAA1554 protein 
KIAA1554   AA857573  KIAA1554 protein 
CD4        AA451863  CD4 antigen p55 
TMSB4X     AA419048  thymosin, beta 4, X chromosome 
TMSB4X     AA634103  thymosin, beta 4, X chromosome 
TMSB4L     AI299356  thymosin, beta 4-like 
           AI261428  ESTs
EPSTI1     AI286247  epithelial stromal interaction 1 breast 
RFX5       AA418045  regulatory factor X, 5 influences HLA class II expression 
IGHG3      AA663981  immunoglobulin heavy constant gamma 3 G3m marker 
IGHG3      N92646    immunoglobulin heavy constant gamma 3 G3m marker 
PSMF1      AA421258  proteasome prosome, macropain inhibitor subunit 1 PI31 
IGJ        T70057    immunoglobulin J polypeptide, linker protein for immunoglobulin alpha and mu polypeptides 
STOM       AI668619  stomatin 
LOC91316   H18423    similar to bK246H3.1 immunoglobulin lambda-like polypeptide 1, pre-B-cell specific 
IGLL1      AI611956  immunoglobulin lambda-like polypeptide 1 
IGLL1      W73587    immunoglobulin lambda-like polypeptide 1 
NCF1       AA489666  neutrophil cytosolic factor 1 47kDa, chronic granulomatous disease, autosomal 1 
IGL@       AI732322  immunoglobulin lambda locus 
IGL@       AI668562  immunoglobulin lambda locus 
IGL@       T67053    immunoglobulin lambda locus 
IGL@       AI820828  immunoglobulin lambda locus 
TNFSF10    H44567    tumor necrosis factor ligand superfamily, member 10 
IGL@       T63045    immunoglobulin lambda locus 
IGKC       AA402920  immunoglobulin kappa constant 
AMH        AI811492  anti-Mullerian hormone 
ARL7       N35301    ADP-ribosylation factor-like 7 
GABBR1     N33920    gamma-aminobutyric acid GABA B receptor, 1 
FLJ10652   AA465171  hypothetical protein FLJ10652 
CEP1       H66030    centrosomal protein 1 
           AI335831  ESTs
TRIM22     AA083407  tripartite motif-containing 22 
PACAP      AA864299  proapoptotic caspase adaptor protein 
FLJ33641   AA458943  hypothetical protein FLJ33641 
TNFRSF17   AA987627  tumor necrosis factor receptor superfamily, member 17 
RASSF5     T53117    Ras association RalGDS/AF-6 domain family 5 
MSL3L1     AA460230  male-specific lethal 3-like 1 Drosophila 
NDUFC1     AA460251  NADH dehydrogenase ubiquinone 1, subcomplex unknown, 1, 6kDa 
MX2        AA286908  myxovirus influenza virus resistance 2 mouse 
NOD3       AA974546  NOD3 protein 
CD3Z       AA937995  CD3Z antigen, zeta polypeptide TiT3 complex 
           AA939238  ESTs
TRIM       AI453185  T-cell receptor interacting molecule 
ZNFN1A1    T91080    zinc finger protein, subfamily 1A, 1 Ikaros 
TOSO       AA703531  regulator of Fas-induced apoptosis 
LTB        AI351740  lymphotoxin beta TNF superfamily, member 3 
MAP4K1     T47961    mitogen-activated protein kinase kinase kinase kinase 1 
FLJ11106   AA421642  hypothetical protein FLJ11106 
COPB2      N62924    coatomer protein complex, subunit beta 2 beta prime 
COTL1      R78490    coactosin-like 1 Dictyostelium 
CYBB       AA463492  cytochrome b-245, beta polypeptide chronic granulomatous disease 
STK17A     H01164    serine/threonine kinase 17a apoptosis-inducing 
           H66839    ESTs
TCF7       T68541    transcription factor 7 T-cell specific, HMG-box 
CYP2A6     T50790    cytochrome P450, family 2, subfamily A, polypeptide 6 
CRLF3      AI240562  cytokine receptor-like factor 3 
           AA490892  
TUCAN      AA027167  tumor up-regulated CARD-containing antagonist of caspase nine 
           W80808    ESTs
CXCL9      AA131406  chemokine C-X-C motif ligand 9 
GZMK       AA004281  granzyme K serine protease, granzyme 3; tryptase II 
FREB       N71796    Fc receptor homolog expressed in B cells 
TCL1A      R97095    T-cell leukemia/lymphoma 1A 
LY86       AI720863  lymphocyte antigen 86 
CD79A      T86934    CD79A antigen immunoglobulin-associated alpha 
           AA284474  ESTs
LY9        AI056539  lymphocyte antigen 9 
           AA865644  ESTs
LLT1       AI302421  lectin-like NK cell receptor 
C13orf18   H69683    chromosome 13 open reading frame 18 
KIAA0922   AA465338  KIAA0922 protein 
FLJ20647   AA626710  hypothetical protein FLJ20647 
FLJ13052   AA158236  NAD kinase 
HLA-DRB5   W88546    major histocompatibility complex, class II, DR beta 5 
HLA-DQB1   AI004331  major histocompatibility complex, class II, DQ beta 1 
HLA-DQB1   R73128    major histocompatibility complex, class II, DQ beta 1 
HLA-DQA1   T63324    major histocompatibility complex, class II, DQ alpha 1 
HLA-DQA1   W16836    major histocompatibility complex, class II, DQ alpha 1 
HLA-DQA1   N30205    major histocompatibility complex, class II, DQ alpha 1 
HLA-DMA    H42679    major histocompatibility complex, class II, DM alpha 
HLA-DPB1   AA486532  major histocompatibility complex, class II, DP beta 1 
HLA-DQB1   AA669055  major histocompatibility complex, class II, DQ beta 1 
HLA-DRB3   H52245    major histocompatibility complex, class II, DR beta 3 
HLA-F      AA988615  major histocompatibility complex, class I, F 
HLA-C      AA464246  major histocompatibility complex, class I, C 
EPS8L3     AA134946  EPS8-like 3 
KIAA1268   T64956    KIAA1268 protein 
CD28       AI375736  CD28 antigen Tp44 
CCL5       AA486072  chemokine C-C motif ligand 5 
CCL5       AA873792  chemokine C-C motif ligand 5 
LRMP       AA456895  lymphoid-restricted membrane protein 
CD8A       N80692    CD8 antigen, alpha polypeptide p32 
CD53       H70124    CD53 antigen 
           AA487121  ESTs
IL7R       AA485865  interleukin 7 receptor 
           AA010250  ESTs
na         N30868    similar to Ceramide kinase like 62.4 kD 
BCL2A1     AI766870  BCL2-related protein A1 
CXCL13     AA406115  chemokine C-X-C motif ligand 13 B-cell chemoattractant 
ARHGAP15   AA280331  Rho GTPase activating protein 15 
ITGA4      W73004    integrin, alpha 4 antigen CD49D, alpha 4 subunit of VLA-4 receptor 
MPEG1      H54660    macrophage expressed gene 1 
RNASE6     AA701545  ribonuclease, RNase A family, k6 
CDW52      AI826477  CDW52 antigen CAMPATH-1 antigen 
CDW52      AA393138  CDW52 antigen CAMPATH-1 antigen 
ICSBP1     N62269    interferon consensus sequence binding protein 1 
MS4A1      N91385    membrane-spanning 4-domains, subfamily A, member 1 
BTK        N57766    Bruton agammaglobulinemia tyrosine kinase 
MGC21854   AI146507  hypothetical protein MGC21854 
CD2        AA927710  CD2 antigen p50, sheep red blood cell receptor 
LOC257106  W72330    hypothetical protein LOC257106 
LOC257106  H59365    hypothetical protein LOC257106 
PSCDBP     AA490903  pleckstrin homology, Sec7 and coiled-coil domains, binding protein 
ALOX5AP    T49651    arachidonate 5-lipoxygenase-activating protein 
ALOX5AP    H02307    arachidonate 5-lipoxygenase-activating protein 
SAMSN1     AA035703  SAM domain, SH3 domain and nuclear localisation signals, 1 
SP110      T62482    SP110 nuclear body protein 
SP110      R54613    SP110 nuclear body protein 
SP140      H66483    SP140 nuclear body protein 
FLJ00026   AA400074  hypothetical protein FLJ00026 
CXCR4      AA479357  chemokine C-X-C motif receptor 4 
CXCR4      T62491    chemokine C-X-C motif receptor 4 
KIAA0053   AI264291  KIAA0053 gene product 
SELL       H00662    selectin L lymphocyte adhesion molecule 1 
na         R12665    similar to RIKEN cDNA 4930424G05 
ITGAL      R48796    integrin, alpha L antigen CD11A p180, lymphocyte function-associated antigen 1; 
NKG7       T57859    natural killer cell group 7 sequence 
GMFG       AI311932  glia maturation factor, gamma 
HBA2       N55566    hemoglobin, alpha 2 
HCLS1      N32012    hematopoietic cell-specific Lyn substrate 1 
HCLS1      AA424575  hematopoietic cell-specific Lyn substrate 1 
C6orf9     AA410896  chromosome 6 open reading frame 9 
ITGB2      H17425    integrin, beta 2 antigen CD18 p95, lymphocyte function-associated antigen 1; 
RAC2       AI862818  ras-related C3 botulinum toxin substrate 2 rho family, small GTP binding protein Rac2 
LCK        AA420981  lymphocyte-specific protein tyrosine kinase 
RAC2       AA521232  ras-related C3 botulinum toxin substrate 2 rho family, small GTP binding protein Rac2 
TRB@       N91921 T  cell receptor beta locus 
CD3E       AA933862  CD3E antigen, epsilon polypeptide TiT3 complex 
TRB@       T64192 T  cell receptor beta locus 
CD3D       AA055945  CD3D antigen, delta polypeptide TiT3 complex 
TRD@       AA670107  T cell receptor delta locus 
CD3G       T66799    CD3G antigen, gamma polypeptide TiT3 complex 
LCP2       AA927372  lymphocyte cytosolic protein 2 SH2 domain containing leukocyte protein of 76kDa 
ZNFN1A1    AA702985  zinc finger protein, subfamily 1A, 1 Ikaros 
FYB        AA936866  FYN binding protein FYB-120/130 
           R88734    ESTs
PTPRC      H74264    protein tyrosine phosphatase, receptor type, C 
           AA938900  ESTs 
PTPRC      AI949245  protein tyrosine phosphatase, receptor type, C 
CD48       R05415    CD48 antigen B-cell membrane protein 
CD53       AA132090  CD53 antigen 
EVI2B      AA159620  ecotropic viral integration site 2B 
DOCK2      H72557    dedicator of cyto-kinesis 2 
DOCK2      N70765    dedicator of cyto-kinesis 2 
PLEK       AA490267  pleckstrin 
ARHGDIB    AA487426  Rho GDP dissociation inhibitor GDI beta 
LCP1       AA044166  lymphocyte cytosolic protein 1 L-plastin 
LCP1       W73144    lymphocyte cytosolic protein 1 L-plastin 
PTPRC      AA904360  protein tyrosine phosphatase, receptor type, C 
CD28       AI092544  CD28 antigen Tp44 
ARHGAP15   N59846    Rho GTPase activating protein 15 
GIT2       AI399875  G protein-coupled receptor kinase-interactor 2 
TRA@       AA427491  T cell receptor alpha locus 
FYB        N64862    FYN binding protein FYB-120/130 
UNC84B     AI016027  unc-84 homolog B C. elegans 
CR2        AA521362  complement component 3d/Epstein Barr virus receptor 2 
CORO1A     AA047477  coronin, actin binding protein, 1A 
PIK3CD     AA281652  phosphoinositide-3-kinase, catalytic, delta polypeptide 
MGC10986   W72885    hypothetical protein MGC10986 
BTLA       AA931122  B and T lymphocyte attenuator 
ITK        AI862176  IL2-inducible T-cell kinase 
CCR7       AI672677  chemokine C-C motif receptor 7 
PTPN22     AI016085  protein tyrosine phosphatase, non-receptor type 22 lymphoid 
KLHL6      AA702797  kelch-like 6 Drosophila 
na         AA682624  similar to RIKEN cDNA A630077B13 gene; RIKEN cDNA 2810048G17 
ETS1       AA099595  v-ets erythroblastosis virus E26 oncogene homolog 1 avian 
TUCAN      AA213668  tumor up-regulated CARD-containing antagonist of caspase nine 
BTN3A3     AI885461  butyrophilin, subfamily 3, member A3 
BTN3A1     N66053    butyrophilin, subfamily 3, member A1 
HIMAP2     AI246316  immunity associated protein 2 
RUFY1      AA283710  RUN and FYVE domain containing 1 
           AA283699  ESTs 
           AA125778  
OAS2       R72243    2'-5'-oligoadenylate synthetase 2, 69/71kDa 
OAS2       R34567    2'-5'-oligoadenylate synthetase 2, 69/71kDa 
OAS2       AI984244  2'-5'-oligoadenylate synthetase 2, 69/71kDa 
DAPP1      AA521016  dual adaptor of phosphotyrosine and 3-phosphoinositides 
LOC200227  R11618    hypothetical protein LOC200227 
CRLF3      N46830    cytokine receptor-like factor 3 
AIF1       W69953    allograft inflammatory factor 1 
LOC91526   AA489697  hypothetical protein DKFZp434D2328 
LOC91526   N30317    hypothetical protein DKFZp434D2328 
           AA521012  ESTs
LOC200227  N45602    hypothetical protein LOC200227 
LOC200227  AI285331  hypothetical protein LOC200227 
XCL1       AI298976  chemokine C motif ligand 1 
FLJ33868   AA904681  hypothetical protein FLJ33868 
PIM2       AA863383  pim-2 oncogene 
           AA897140  ESTs 
           AA927646  ESTs
MS4A1      AA505050  membrane-spanning 4-domains, subfamily A, member 1 
           AA287325  ESTs
GG2-1      AA190434  TNF-induced protein 
CEPT1      AI820517  choline/ethanolaminephosphotransferase 
CEPT1      N32019    choline/ethanolaminephosphotransferase 
CEPT1      H67900    choline/ethanolaminephosphotransferase 
CEPT1      AI205575  choline/ethanolaminephosphotransferase 
37870      R76459    septin 6 
STK17B     AA419485  serine/threonine kinase 17b apoptosis-inducing 
FCER2      AI055825  Fc fragment of IgE, low affinity II, receptor for CD23A 
JAK3       AA490900  Janus kinase 3 a protein tyrosine kinase, leukocyte 
CCL21      AI922341  chemokine C-C motif ligand 21 
IGHM       AI985920  immunoglobulin heavy constant mu 
           AI799757  
MMP9       AA425227  matrix metalloproteinase 9 gelatinase B, 92kDa gelatinase
SPIB       N71628    Spi-B transcription factor Spi-1/PU.1 related 
IL16       AA454732  interleukin 16 lymphocyte chemoattractant factor 
CCL19      AA680186  chemokine C-C motif ligand 19 
LTBP4      AA150443  latent transforming growth factor beta binding protein 4 
STK4       T94961    serine/threonine kinase 4 
           R23212    ESTs 
PRG1       AA278759  proteoglycan 1, secretory granule 
SH3KBP1    AA989257  SH3-domain kinase binding protein 1 
FLJ39885   AA996042  hypothetical protein FLJ39885 
FLJ39885   AA490264  hypothetical protein FLJ39885 
FLJ39885   AA988857  hypothetical protein FLJ39885 
UCP2       H61242    uncoupling protein 2 mitochondrial, proton carrier 
GPC1       AA455895  glypican 1 
SWAP70     AI360840  SWAP-70 protein 
SWAP70     H99855    SWAP-70 protein 
NIN        AA214510  ninein GSK3B interacting protein 
NIN        R14959    ninein GSK3B interacting protein 
NCOA3      AA156793  nuclear receptor coactivator 3 
NCOA3      H51992    nuclear receptor coactivator 3 
SPEC2      H48472    non-kinase Cdc42 effector protein SPEC2 
DCK        AA448684  deoxycytidine kinase 
BM-009     AA173423  hypothetical protein BM-009 
           AA702774  ESTs
PLAC8      AA150254  placenta-specific 8 
BM039      AA702803  uncharacterized bone marrow protein BM039 
CD37       AA489700  CD37 antigen 
           T97580    ESTs
DGKA       AA026130  diacylglycerol kinase, alpha 80kDa 
WASPIP     AA459654  Wiskott-Aldrich syndrome protein interacting protein 
           AA897730  
PTPRCAP    AI991606  protein tyrosine phosphatase, receptor type, C-associated protein 
IL24       AA281635  interleukin 24 
           AA503815  ESTs
           AA938245  ESTs 
EVI2A      AA406311  ecotropic viral integration site 2A 
FLJ20220   AA703219  hypothetical protein FLJ20220 
SEMA4D     N50444    sema domain, immunoglobulin domain Ig
EVER1      AA490519  epidermodysplasia verruciformis 1 
FLJ22611   AI214389  hypothetical protein FLJ22611 
MGC54289   N34764    hypothetical protein MGC54289 
BACH2      AI004995  BTB and CNC homology 1, basic leucine zipper transcription factor 2 
DCLRE1C    AI262574  DNA cross-link repair 1C PSO2 homolog, S. cerevisiae 
           AA887494  
           AA425756  ESTs
VCAM1      H07071    vascular cell adhesion molecule 1 
VCAM1      H16591    vascular cell adhesion molecule 1 
na         AI636699  similar to golgin-67 
           W70067    ESTs
           H68477    ESTs 
           AA490863  ESTs

BLNK       AI830988  B-cell linker 
FLJ25604   N31935    Ral-A exchange factor RalGPS2 
FLJ25604   AA416740  Ral-A exchange factor RalGPS2 

AI280269
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MAL          AA227594  mal, T-cell differentiation protein 
OK/SW-cl.56  AW087897  beta 5-tubulin 
UPK1B        AI982899  uroplakin 1B 
             AA960844  Sapiens, clone IMAGE:4081483, mRNA 
LMO2         AA280651  LIM domain only 2 rhombotin-like 1 
STAT1        AA079495  signal transducer and activator of transcription 1, 91kDa 
PLEKHA2      AA425345  **pleckstrin homology domain containing, family A phosphoinositide binding specific member 2 
PLEKHA2      AA190926  **pleckstrin homology domain containing, family A phosphoinositide binding specific member 2 
KIAA0769     AI002800  KIAA0769 gene product 
MGC11061     AA283819  hypothetical protein MGC11061 
DR1          AA043503  down-regulator of transcription 1, TBP-binding negative cofactor 2 
             R22949    Sapiens, Similar to RIKEN cDNA 2700049P18 gene, clone MGC:57827 IMAGE:6064384, mRNA, complete cds 
DCK          AA448684  deoxycytidine kinase 
BM-009       AA173423  hypothetical protein BM-009 
             AA628867  Sapiens, Similar to RIKEN cDNA 2700049P18 gene, clone MGC:57827 IMAGE:6064384, mRNA, complete cds 
MYBL1        AA911236  v-myb myeloblastosis viral oncogene homolog avian-like 1 
TOX          AA972366  thymus high mobility group box protein TOX 
WASPIP       AA459654  Wiskott-Aldrich syndrome protein interacting protein 
DHFR         N52980    dihydrofolate reductase 
ANKT         AA779949  nucleolar protein ANKT 
GAJ          AA971073  GAJ protein 
             AA919126  ESTs
LOC51659     AA961752  HSPC037 protein 
KPNA2        AA676460  karyopherin alpha 2 RAG cohort 1, importin alpha 1 
C20orf1      AA936183  chromosome 20 open reading frame 1 
C20orf1      H73329    chromosome 20 open reading frame 1 
RRM2         AA187351  ribonucleotide reductase M2 polypeptide 
CENPE        AA402431  centromere protein E, 312kDa 
FLJ23468     AA454949  hypothetical protein FLJ23468 
MGC24665     AA181378  hypothetical protein MGC24665 
             N64737    ESTs
ANKT         AI693023  nucleolar protein ANKT 
ANKT         AA620485  nucleolar protein ANKT 
TOP2A        AI990075  topoisomerase DNA II alpha 170kDa 
ZWINT        AA706968  ZW10 interactor 
TOP2A        AA504348  topoisomerase DNA II alpha 170kDa 
DLG7         AA262211  discs, large homolog 7 Drosophila 
CDCA1        AA421171  cell division cycle associated 1 
TOPK         AA448898  T-LAK cell-originated protein kinase 
UBE2C        R80790    ubiquitin-conjugating enzyme E2C 
SMC4L1       AA452095  SMC4 structural maintenance of chromosomes 4-like 1 yeast 
CDC2         AA598974  cell division cycle 2, G1 to S and G2 to M 
FLJ10468     N63744    hypothetical protein FLJ10468 
CDC2         AA278152  cell division cycle 2, G1 to S and G2 to M 
PTTG1        AI362866  pituitary tumor-transforming 1 
PTTG1        AA430032  pituitary tumor-transforming 1 
KIAA0101     W68219    KIAA0101 gene product 
CCNB2        AI932735  cyclin B2 
CENPF        AA701455  centromere protein F, 350/400ka mitosin 
CDC20        AA598776  CDC20 cell division cycle 20 homolog S. cerevisiae 
XTP1         N30185    HBxAg transactivated protein 1 
EZH2         AA428252  enhancer of zeste homolog 2 Drosophila 
LOC157570    AA992658  hypothetical protein LOC157570 
FLJ25604     AA972030  Ral-A exchange factor RalGPS2 
DHFR         AA682438  dihydrofolate reductase 
na           AA885096  similar to PRO2550 
LMNB1        AA983462  lamin B1 
KIF4A        AW029556  kinesin family member 4A 
             AI220472  Homo sapiens transcribed sequences 
MAD2L1       AA481076  MAD2 mitotic arrest deficient-like 1 yeast 
KIF23        AA452513  kinesin family member 23 
SHCBP1       AA401234  likely ortholog of mouse Shc SH2-domain binding protein 1 
HMGB2        AA019203  high-mobility group box 2 
IGKC         AI299994  immunoglobulin kappa constant 
ST18         AI350226  suppression of tumorigenicity 18 breast carcinoma zinc finger protein 
KLRD1        AI300810  killer cell lectin-like receptor subfamily D, member 1 
EAF2         AA971970  ELL-associated factor 2 
BM039        AA702803  uncharacterized bone marrow protein BM039 
IFI16        AA287732  interferon, gamma-inducible protein 16 
CXCL13       AA406115  chemokine C-X-C motif ligand 13 B-cell chemoattractant 
ELF1         H81219    E74-like factor 1 ets domain transcription factor 
CHDH         AI264647  choline dehydrogenase 
SWAP70       N23996    SWAP-70 protein 
SWAP70       H99855    SWAP-70 protein 
E2F5         AA455521  E2F transcription factor 5, p130-binding 
FLJ32535     AA931528  butyrophilin 3 
GABBR1       N33920    **gamma-aminobutyric acid GABA B receptor, 1 
PIK3C3       AA455605  phosphoinositide-3-kinase, class 3 
PCNA         AA450264  proliferating cell nuclear antigen 
ADPRT        H09923    ADP-ribosyltransferase NAD+; poly ADP-ribose polymerase 
LSM6         AA708261  LSM6 homolog, U6 small nuclear RNA associated S. cerevisiae 
MCM3         AI669374  MCM3 minichromosome maintenance deficient 3 S. cerevisiae 
EMX2         AI699872  empty spiracles homolog 2 Drosophila 
MCM6         AA976533  MCM6 minichromosome maintenance deficient 6 MIS5 homolog, S. pombe S. cerevisiae 
TMPO         T63980    thymopoietin 
C14orf106    AA394225  chromosome 14 open reading frame 106 
CEP1         H66030    centrosomal protein 1 
             AA971523  ESTs
H2AFZ        AI668800  H2A histone family, member Z 
HMGB1        AA683085  high-mobility group box 1 
UBE2J1       AA449155  ubiquitin-conjugating enzyme E2, J1 UBC6 homolog, yeast 
UBE2J1       AA150043  ubiquitin-conjugating enzyme E2, J1 UBC6 homolog, yeast 
PRKCN        H98645    protein kinase C, nu 
MBD4         AA919160  methyl-CpG binding domain protein 4 
MBD4         AA010492  methyl-CpG binding domain protein 4 
ARPC3        AA915980  actin related protein 2/3 complex, subunit 3, 21kDa 
ARPC3        H73276    actin related protein 2/3 complex, subunit 3, 21kDa 
PAR5         AA683321  Prader-Willi/Angelman syndrome-5 
ACTR3        AA164562  ARP3 actin-related protein 3 homolog yeast 
CAPZA1       AA449037  capping protein actin filament muscle Z-line, alpha 1 
ARPC2        H25917    actin related protein 2/3 complex, subunit 2, 34kDa 
C2orf6       AA923504  chromosome 2 open reading frame 6 
LZ16         AA479499  **nasopharyngeal carcinoma susceptibility protein 
INPP4B       AI167435  inositol polyphosphate-4-phosphatase, type II, 105kDa 
TD-60        H54093    RCC1-like 
             AI734240  ESTs
EPSTI1       AI286247  epithelial stromal interaction 1 breast 
             N63172    
STOM         AI668619  stomatin 
NCF1         AA489666  neutrophil cytosolic factor 1 47kDa, chronic granulomatous disease, autosomal 1 
LOC91316     H18423    similar to bK246H3.1 immunoglobulin lambda-like polypeptide 1, pre-B-cell specific 
IGLL1        AI611956  immunoglobulin lambda-like polypeptide 1 
IGLL1        W73587    immunoglobulin lambda-like polypeptide 1 
IGL@         AI732322  **immunoglobulin lambda locus 
IGL@         AI668562  **immunoglobulin lambda locus 
IGL@         T67053    **immunoglobulin lambda locus 
IGL@         AI820828  immunoglobulin lambda locus 
TNFSF10      H44567    tumor necrosis factor ligand superfamily, member 10 
IGL@         T63045    immunoglobulin lambda locus 
IGJ          T90492    immunoglobulin J polypeptide, linker protein for immunoglobulin alpha and mu polypeptides 
AMH          AI811492  anti-Mullerian hormone 
IGL@         AA971714  immunoglobulin lambda locus 
BRDG1        AI289185  BCR downstream signaling 1 
P2RY10       AA210739  purinergic receptor P2Y, G-protein coupled, 10 
ICSBP1       N62269    interferon consensus sequence binding protein 1 
RGS13        H70046    regulator of G-protein signalling 13 
             AA489779  Homo sapiens transcribed sequence 
             AA897140  Homo sapiens transcribed sequences 
PIM2         AA863383  pim-2 oncogene 
STK17A       H01164    serine/threonine kinase 17a apoptosis-inducing 
BIRC3        R07870    baculoviral IAP repeat-containing 3 
CD53         H70124    CD53 antigen 
FLJ13052     AA158236  NAD kinase 
HLA-DRB5     W88546    major histocompatibility complex, class II, DR beta 5 
na           T96621    similar to HLA class II histocompatibility antigen, DX beta chain precursor 
HLA-DQA1     AI214586  major histocompatibility complex, class II, DQ alpha 1 
HLA-DQA1     N30205    **major histocompatibility complex, class II, DQ alpha 1 
HLA-DQA1     T63324    major histocompatibility complex, class II, DQ alpha 1 
HLA-DMA      H42679    major histocompatibility complex, class II, DM alpha 
STK17B       AA419485  **serine/threonine kinase 17b apoptosis-inducing 
TRIM14       N32542    tripartite motif-containing 14 
DAPP1        AA521016  dual adaptor of phosphotyrosine and 3-phosphoinositides 
OAS2         R72243    2’-5’-oligoadenylate synthetase 2, 69/71kDa 
CD1C         AA002086  CD1C antigen, c polypeptide 
PIK3CD       AA281652  phosphoinositide-3-kinase, catalytic, delta polypeptide 
ARHGAP15     AA280331  Rho GTPase activating protein 15 
CD3G         T66799    CD3G antigen, gamma polypeptide TiT3 complex 
LCK          AA420981  lymphocyte-specific protein tyrosine kinase 
TRB@         N91921    T cell receptor beta locus 
SP140        H66483    SP140 nuclear body protein 
LCP1         W73144    lymphocyte cytosolic protein 1 L-plastin 
LCP1         AA044166  lymphocyte cytosolic protein 1 L-plastin 
CXCR4        T62491    chemokine C-X-C motif receptor 4 
CXCR4        AA479357  chemokine C-X-C motif receptor 4 
FLJ00026     AA400074  hypothetical protein FLJ00026 
LOC257106    W72330    hypothetical protein LOC257106 
LOC257106    H59365    hypothetical protein LOC257106 
HEM1         AA668726  hematopoietic protein 1 
CD3D         AA055945  CD3D antigen, delta polypeptide TiT3 complex 
PLEK         AA490267  pleckstrin 
DOCK2        H72557    dedicator of cyto-kinesis 2 
DOCK2        N70765    dedicator of cyto-kinesis 2 
FYB          AA936866  FYN binding protein FYB-120/130 
             R88734    Sapiens, clone IMAGE:4692106, mRNA 
ZNFN1A1      AA702985  zinc finger protein, subfamily 1A, 1 Ikaros 
PTPRC        H74264    protein tyrosine phosphatase, receptor type, C 
EVI2B        AA159620  ecotropic viral integration site 2B 
CD48         R05415    CD48 antigen B-cell membrane protein 
CD53         AA132090  CD53 antigen 
RAC2         AA521232  ras-related C3 botulinum toxin substrate 2 rho family, small GTP binding protein Rac2 
ARHGDIB      AA487426  Rho GDP dissociation inhibitor GDI beta 
CDW52        AA393138  CDW52 antigen CAMPATH-1 antigen 
SELL         H00662    selectin L lymphocyte adhesion molecule 1 
MS4A1        N91385    membrane-spanning 4-domains, subfamily A, member 1 
TRA@         AA427491  T cell receptor alpha locus 
BTK          N57766    Bruton agammaglobulinemia tyrosine kinase 
ITGA4        W73004    integrin, alpha 4 antigen CD49D, alpha 4 subunit of VLA-4 receptor 
KIAA0053     AI264291  KIAA0053 gene product 
PTPRC        AA904360  protein tyrosine phosphatase, receptor type, C 
ARHGAP15     N59846    Rho GTPase activating protein 15 
MGC21854     AI146507  hypothetical protein MGC21854 
na           AA702676  hypothetical gene supported by AK021878; BC029580; BC029580 
BCL2A1       AI766870  BCL2-related protein A1 
CD86         H16746    CD86 antigen CD28 antigen ligand 2, B7-2 antigen 
             AA969366  
RUNX3        W94742    runt-related transcription factor 3 
UNC84B       AI016027  unc-84 homolog B C. elegans 
CR2          AA521362  complement component 3d/Epstein Barr virus receptor 2 
MS4A1        AA505050  membrane-spanning 4-domains, subfamily A, member 1 
POU2AF1      AA928017  POU domain, class 2, associating factor 1 
GZMK         AA004281  granzyme K serine protease, granzyme 3; tryptase II 
TCL1A        R97095    T-cell leukemia/lymphoma 1A 
LRMP         AA456895  lymphoid-restricted membrane protein 
HIMAP2       AI246316  immunity associated protein 2 
ETS1         AA099595  v-ets erythroblastosis virus E26 oncogene homolog 1 avian 
             AI799757  
LOC90925     AA505044  hypothetical protein LOC90925 
CD79A        T86934    CD79A antigen immunoglobulin-associated alpha 
PSCDBP       AA490903  pleckstrin homology, Sec7 and coiled-coil domains, binding protein 
AICDA        AI016902  activation-induced cytidine deaminase 
LY86         AI720863  lymphocyte antigen 86 
KIAA0922     AA465338  KIAA0922 protein 
             AA283699  Sapiens, clone IMAGE:5264268, mRNA 
C13orf18     H69683    chromosome 13 open reading frame 18 
38236        R76459    septin 6 
FREB         N72999    Fc receptor homolog expressed in B cells 
FLJ33641     AA458943  hypothetical protein FLJ33641 
TNFRSF17     AA987627  tumor necrosis factor receptor superfamily, member 17 
LYN          T55399    v-yes-1 Yamaguchi sarcoma viral related oncogene homolog 
GG2-1        AA190434  TNF-induced protein 
PLAC8        AA150254  placenta-specific 8 
PLCG2        H57180    phospholipase C, gamma 2 phosphatidylinositol-specific 
CAP          AI954012  adenylyl cyclase-associated protein 
NIN          AI368051  ninein GSK3B interacting protein 
NIN          R14959    **ninein GSK3B interacting protein 
ADAM19       AA937792  a disintegrin and metalloproteinase domain 19 meltrin beta 
SPIB         N71628    Spi-B transcription factor Spi-1/PU.1 related 
KYNU         AI050819  kynureninase L-kynurenine hydrolase 
FCRH3        AA972108  Fc receptor-like protein 3 
GPR18        AA705077  G protein-coupled receptor 18 
             AA287325  Homo sapiens transcribed sequences 
MS4A1        AA279627  membrane-spanning 4-domains, subfamily A, member 1 
AIM2         AA458912  absent in melanoma 2 
LY6G6C       R25237    lymphocyte antigen 6 complex, locus G6C 
na           AA700898  LOC284134 
SLAM         AA458996  signaling lymphocytic activation molecule 
CCR5         AI417775  chemokine C-C motif receptor 5 
             AA884256  Homo sapiens transcribed sequences 
             AA927646  Homo sapiens transcribed sequences 
CCL19        AA680186  chemokine C-C motif ligand 19 
             AA873578  **Sapiens clone BPG79 immunoglobulin heavy chain VDJ region IGH@ mRNA, partial cds 
RDHL         AA609992  NADP-dependent retinol dehydrogenase/reductase 
KLHL6        AA702797  kelch-like 6 Drosophila 
APOBEC3G     AA620608  apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3G 
KIAA0746     AA190380  KIAA0746 protein 
             H42722    ESTs
RNTRE        AI361386  related to the N terminus of tre 
NDE1         R87716    nudE nuclear distribution gene E homolog 1 A. nidulans 
             AA284262  Sapiens full length insert cDNA clone ZC45B12 
             AA149250  Sapiens full length insert cDNA clone ZC45B12 
T2BP         AA857917  TRAF2 binding protein 
FLJ22637     AA464143  hypothetical protein FLJ22637 
BACH2        AI004995  BTB and CNC homology 1, basic leucine zipper transcription factor 2 
GCET2        N69118    germinal center expressed transcript 2 
RASGRP3      AA411225  RAS guanyl releasing protein 3 calcium and DAG-regulated 
FKSG87       AI261348  FKSG87 protein 
VNN2         AI983895  vanin 2 
             AA987536  ESTs
CD22         N53534    CD22 antigen 
MMP12        R92994    matrix metalloproteinase 12 macrophage elastase 
CDCA7        AA406348  cell division cycle associated 7 
GABRP        AA101225  gamma-aminobutyric acid GABA A receptor, pi 
             W48579    ESTs
             AI304424  Homo sapiens transcribed sequences 
S100A9       AA864554  S100 calcium binding protein A9 calgranulin B 
S100A8       AA086471  S100 calcium binding protein A8 calgranulin A 
STAT4        R91570    signal transducer and activator of transcription 4 
SERPINB2     T49158    serine or cysteine proteinase inhibitor, clade B ovalbumin, member 2 
HBP17        AA936757  heparin-binding growth factor binding protein 
                       
SERPINB5     AI989728  serine or cysteine proteinase inhibitor, clade B ovalbumin, member 5 
SPRR2A       AI924562  small proline-rich protein 2A 
SPRR2A       AA456642  small proline-rich protein 2A 
IL1RN        T71181    interleukin 1 receptor antagonist 
PI3          AI582329  protease inhibitor 3, skin-derived SKALP 
             AI923984  Proline-rich protein SPRK [human, odontogenic keratocysts, mRNA Partial, 317 nt] 
SPRR1B       AA447684  small proline-rich protein 1B cornifin 
ADH7         AI863845  alcohol dehydrogenase 7 class IV, mu or sigma polypeptide 
KRT4         AA629189  keratin 4 
SPINK5       W92134    serine protease inhibitor, Kazal type, 5 
SPRR2C       AA398951  small proline-rich protein 2C 
SPRR3        AI278521  small proline-rich protein 3 
KRT13        W23757    keratin 13 
KRT13        W60057    keratin 13 
             R19878    **Homo sapiens transcribed sequences 
SCEL         AA455011  sciellin 
KCNK5        AI300687  potassium channel, subfamily K, member 5 
ANXA8        AA235002  annexin A8 
KRT5         AA160507  keratin 5 epidermolysis bullosa simplex, Dowling-Meara/Kobner/Weber-Cockayne types 
ANXA1        H63077    annexin A1 
APOE         AA478589  apolipoprotein E 
SERPINB7 AI123041 serine or cysteine proteinase inhibitor, clade B ovalbumin, member 7
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FLJ13593       AA172076  hypothetical protein FLJ13593 
GPR3           AA974113  G protein-coupled receptor 3 
               AA921679  ESTs 
               AA419416  ESTs 
               N52073    ESTs  
SOX4           AA453420  SRY sex determining region Y-box 4 
SOX4           AA029415  SRY sex determining region Y-box 4 
SOX4           N23605    SRY sex determining region Y-box 4 
CCL25          N73958    chemokine C-C motif ligand 25 
RAG1           N92955    recombination activating gene 1 
               AI820528  
HSD17B8        AA112515  hydroxysteroid 17-beta dehydrogenase 8 
               AA878637  ESTs 
ASCL1          AA971742  achaete-scute complex-like 1 Drosophila 
RRP41          AA858347  exosome complex exonuclease RRP41 
               AA018617  ESTs 
FLJ10858       AA677552  DNA glycosylase hFPG2 
ZAP70          AI817942  zeta-chain TCR associated protein kinase 70kDa 
               AI017200  ESTs 
               AA037352  ESTs 
               AA031989  ESTs
CIP1           AA037466  cation-chloride cotransporter-interacting protein 
SATB1          AA022560  special AT-rich sequence binding protein 1 
DLEU2          N25204    deleted in lymphocytic leukemia, 2 
C20orf100      R58958    chromosome 20 open reading frame 100 
TOX            AA401275  thymus high mobility group box protein TOX 
MPHOSPH9       AI979339  M-phase phosphoprotein 9 
na             AI250784  LOC346956 
               N47971    ESTs 
               H29574    ESTs 
TOX            AA972366  thymus high mobility group box protein TOX 
RAB37          AA878511  RAB37, member of RAS oncogene family 
               AA873578  ESTs
               AA488770  ESTs
CHRNA3         AA934915  cholinergic receptor, nicotinic, alpha polypeptide 3 
PTPN22         AI016085  protein tyrosine phosphatase, non-receptor type 22 
LOC284749      N64455    hypothetical protein LOC284749 
TEM7           AA678084  tumor endothelial marker 7 precursor 
               AA777753  ESTs 
FLJ14639       R02597    hypothetical protein FLJ14639 
               AA603398  
               W86464  
               AA487264  ESTs
               N69207    ESTs 
CD1B           AI336342  CD1B antigen, b polypeptide 
CD1A           AI240210  CD1A antigen, a polypeptide 
               AI351049  ESTs 
               AA281930  
TCF7           AA480071  transcription factor 7 T-cell specific, HMG-box 
               H61303  
SCAP1          R01170    src family associated phosphoprotein 1 
ADA            AA683578  adenosine deaminase 
GFI1B          T56858    growth factor independent 1B potential regulator of CDKN1A 
               AA954842  ESTs
               T56982    ESTs
               AA251192  ESTs 
PDE7A          H65033    phosphodiesterase 7A 
               AI146383  ESTs 
DGKA           AA026130  diacylglycerol kinase, alpha 80kDa 
               AI310969  ESTs
               H15088    ESTs 
               AI224097  ESTs 
RGS10          AA709036  regulator of G-protein signalling 10 
CD8B1          AA291562  CD8 antigen, beta polypeptide 1 p37 
TMPO           T63980    thymopoietin 
LOC283153      N65972    hypothetical protein LOC283153 
CRLF3          N46830    cytokine receptor-like factor 3 
LEF1           W81128    lymphoid enhancer-binding factor 1 
LMNB1          AA983462  lamin B1 
SLA            AA485141  Src-like-adaptor 
RASGRP1        AA394197  RAS guanyl releasing protein 1 calcium and DAG-regulated 
RASGRP1        AA884877  RAS guanyl releasing protein 1 calcium and DAG-regulated 
RASGRP1        AA278632  RAS guanyl releasing protein 1 calcium and DAG-regulated 
SLAM           AA458996  signaling lymphocytic activation molecule 
ARL7           AA280235  ADP-ribosylation factor-like 7 
ARL7           N35301    ADP-ribosylation factor-like 7 
EVI2A          AA406311  ecotropic viral integration site 2A 
TCF7           T68541    transcription factor 7 T-cell specific, HMG-box 
               H66839    ESTs 
FLJ20647       AA626710  hypothetical protein FLJ20647 
KIAA0922       AA465338  KIAA0922 protein 
IL2RG          N54821    interleukin 2 receptor
DEF6           AA478556  differentially expressed in FDCP 6 homolog mouse 
               AA400676  ESTs 
ITK            AI862176  IL2-inducible T-cell kinase 
PTPN22         AA906845  protein tyrosine phosphatase, non-receptor type 22 
DISC1          AA418008  disrupted in schizophrenia 1 
FLJ11106       AA421642  hypothetical protein FLJ11106 
               AA669142  ESTs 
               AA487121  ESTs
MSL3L1         AA460230  male-specific lethal 3-like 1 Drosophila 
TRIM           AI453185  T-cell receptor interacting molecule 
ZNFN1A1        T91080    zinc finger protein, subfamily 1A, 1 Ikaros 
ITGA4          W73004    integrin, alpha 4 antigen CD49D
CD3Z           AA937995  CD3Z antigen, zeta polypeptide TiT3 complex 
               AI017159  
CD2            AA927710  CD2 antigen p50, sheep red blood cell receptor 
BIN2           R09777    bridging integrator 2 
ITGAL          R48796    integrin, alpha L antigen CD11A p180 
SELL           H00662    selectin L lymphocyte adhesion molecule 1 
               R88734    ESTs
PTPRC          AI949245  protein tyrosine phosphatase, receptor type, C 
FYB            AA936866  FYN binding protein FYB-120/130 
ZNFN1A1        AA702985  zinc finger protein, subfamily 1A, 1 Ikaros 
RAC2           AI862818  ras-related C3 botulinum toxin substrate 2 rho family, small GTP binding protein Rac2 
LCK            AA420981  lymphocyte-specific protein tyrosine kinase 
RAC2           AA521232  ras-related C3 botulinum toxin substrate 2 rho family, small GTP binding protein Rac2 
TRB@           N91921 T  cell receptor beta locus 
CD3E           AA933862  CD3E antigen, epsilon polypeptide TiT3 complex 
TRB@           T64192    T cell receptor beta locus 
CD3D           AA055945  CD3D antigen, delta polypeptide TiT3 complex 
TRD@           AA670107  T cell receptor delta locus 
CD3G           T66799    CD3G antigen, gamma polypeptide TiT3 complex 
DOCK2          H72557    dedicator of cyto-kinesis 2 
DOCK2          N70765    dedicator of cyto-kinesis 2 
LCP2           AA927372  lymphocyte cytosolic protein 2 
CD8A           N80692    CD8 antigen, alpha polypeptide p32 
CD8A           AA443584  CD8 antigen, alpha polypeptide p32 
GMFG           AI311932  glia maturation factor, gamma 
ARHGDIB        AA487426  Rho GDP dissociation inhibitor GDI beta 
CDW52          AI826477  CDW52 antigen CAMPATH-1 antigen 
CDW52          AA393138  CDW52 antigen CAMPATH-1 antigen 
ARHGAP15       AA280331  Rho GTPase activating protein 15 
LRMP           AA456895  lymphoid-restricted membrane protein 
               H22137    5.5 kb mRNA upregulated in retinoic acid treated HL-60 neutrophilic cells. 
LOC150166      AA599043  hypothetical protein LOC150166 
CD1C           AA002086  CD1C antigen, c polypeptide 
LAPTM5         N67007    Lysosomal-associated multispanning membrane protein-5 
37870          R76459    septin 6 
RASSF5         T53117    Ras association RalGDS/AF-6 domain family 5 
               AI091648  ESTs 
               W74254    Sapiens cDNA FLJ36496 fis, clone THYMU2018819. 
LY75           AA911827  lymphocyte antigen 75 
MSL3L1         AA418900  male-specific lethal 3-like 1 Drosophila 
na             AA917854  similar to protein that is immuno-reactive with anti-PTH polyclonal antibodies 
               R22949    ESTs
DKFZp762E1312  AA936181  hypothetical protein DKFZp762E1312 
WHSC1          W69960    Wolf-Hirschhorn syndrome candidate 1 
UBE2C          AA430504  ubiquitin-conjugating enzyme E2C 
FOXM1          AA129552  forkhead box M1 
TOP2A          AA504348  topoisomerase DNA II alpha 170kDa 
CCNB2          AI932735  cyclin B2 
TOP2A          AI990075  topoisomerase DNA II alpha 170kDa 
CENPF          AA701455  centromere protein F, 350/400ka mitosin 
TYMS           AA663310  thymidylate synthetase 
CDCA1          AA421171  cell division cycle associated 1 
TTK            AI337292  TTK protein kinase 
UBE2C          R80790    ubiquitin-conjugating enzyme E2C 
SMC4L1         AA452095  SMC4 structural maintenance of chromosomes 4-like 1 yeast 
CDC2           AA598974  cell division cycle 2, G1 to S and G2 to M 
CDC2           AA278152  cell division cycle 2, G1 to S and G2 to M 
ANKT           AI693023  nucleolar protein ANKT 
ANKT           AA620485  nucleolar protein ANKT 
KIAA0101       W68219    KIAA0101 gene product 
EZH2           AA428252  enhancer of zeste homolog 2 Drosophila 
               AI734240  ESTs 
XTP1           N30185    HBxAg transactivated protein 1 
ANKT           AA779949  nucleolar protein ANKT 
UHRF1          AA026356  ubiquitin-like, containing PHD and RING finger domains
PACAP          AA864299  proapoptotic caspase adaptor protein 
               AA668256  ESTs 
HMGB2          AA019203  high-mobility group box 2 
HA-1           AI004920  minor histocompatibility antigen HA-1 
na             AA071088  LOC350484 
CD4            AA476285  CD4 antigen p55 
CD4            AA451863  CD4 antigen p55 
CHI3L2         AA668821  chitinase 3-like 2 
DDX11          AA402879  DEAD/H Asp-Glu-Ala-Asp/His box polypeptide 11 
DDX11          AA032090  DEAD/H Asp-Glu-Ala-Asp/His box polypeptide 11 
NFATC3         H59048    nuclear factor of activated T-cells, cytoplasmic, calcineurin-dependent 3 
NFATC3         AA293819  nuclear factor of activated T-cells, cytoplasmic, calcineurin-dependent 3 
FLJ21918       AI005172  hypothetical protein FLJ21918 
FLJ21918       T98950    hypothetical protein FLJ21918 
PAFAH2         AA700060  platelet-activating factor acetylhydrolase 2, 40kDa 
               AA598849  
               AA626038  ESTs 
PTPN7          AA262196  protein tyrosine phosphatase, non-receptor type 7 
               AA935724  ESTs 
FLJ38663       AA779176  hypothetical protein FLJ38663 
CCND3          AI340905  cyclin D3 
               AI290845  ESTs 
KIF11          AA504625  kinesin family member 11 
PTGS1       
               N72252    ESTs 
               AA490720  ESTs 
               AA426308  ESTs 
               T82879    ESTs 
               AI822053  ESTs 
TSCOT          AI312783  thymic stromal co-transporter 
               AA579440  
PRSS16         AA149987  protease, serine, 16 thymus 
               N92924    protease, serine, 16 thymus 
               N54036    ESTs 
FLJ11712       AA258104  hypothetical protein FLJ11712 
FLJ23751       AA777284  hypothetical protein FLJ23751 
LOC220930      AA291153  hypothetical protein LOC220930 
BIRC1          AA482508  baculoviral IAP repeat-containing 1 
               AA400200  ESTs
TFDP2          AA465369  transcription factor Dp-2 E2F dimerization partner 2 
               AI024795  ESTs
               AA621378  
CUGBP2         AA701933  CUG triplet repeat, RNA binding protein 2 
               AA448672  ESTs 
SSBP2          H59471    single-stranded DNA binding protein 2 
               AA099330  ESTs
               T61050    ESTs
EPHB6          AA609284  EphB6 
ELOVL4         AI150732  elongation of very long chain fatty acids FEN1/Elo2, SUR4/Elo3, yeast-like 4 
ELOVL4         N45647    elongation of very long chain fatty acids FEN1/Elo2, SUR4/Elo3, yeast-like 4 
               AA235370  ESTs
C18orf1        AA489633  chromosome 18 open reading frame 1 
               N62704    ESTs
C5orf13        H60254    chromosome 5 open reading frame 13 
BCL11B         W69134    B-cell CLL/lymphoma 11B zinc finger protein 
LOC90110       W38387    hypothetical protein LOC90110 
               N95476    ESTs 
               H59921    ESTs
na             H14978    hypothetical gene supported by AF054994 
               AA284303  ESTs
LOC91526       AA885833  hypothetical protein DKFZp434D2328 
               AI092436  ESTs  
IL16           R17227    interleukin 16 lymphocyte chemoattractant factor 
               N29851    ESTs
na             AI192642  similar to seven transmembrane helix receptor 
               H40886    ESTs 
TRB@           AI085387  T cell receptor beta locus 
SATB1          W72669    special AT-rich sequence binding protein 1 
FLJ32820       AI017747  hypothetical protein FLJ32820 
               N22836    ESTs
C18orf1        N48737    chromosome 18 open reading frame 1 
MPHOSPH9       W70051    M-phase phosphoprotein 9 
ADAMTS17       AA022668  a disintegrin-like and metalloprotease 
               AA426560  ESTs
HSA250839      W72870    gene for serine/threonine protein kinase 
FLJ10713       AA425053  hypothetical protein FLJ10713 
CTSL2          AI652005  cathepsin L2 
               AI186593  ESTs 
KRT1           AA706022  keratin 1 epidermolytic hyperkeratosis 
PTCRA          AI767176  pre T-cell antigen receptor alpha 
               AA707915  ESTs 
               N31588    ESTs  
CLEC1          R91686    C-type lectin-like receptor-1 
               AI017208  ESTs  
na             AA001198  hypothetical gene supported by AL109706 
               N24115    ESTs
CALML3         AI865012  calmodulin-like 3 
               AA046311  ESTs  
               AI001805  ESTs 
               AI092582  
CALML3        AA055522
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          AI290919  ESTs 
          N51883    LOC144240 
HDLBP     AA457697  high density lipoprotein binding protein vigilin 
PLCB1     AI620336  phospholipase C, beta 1 phosphoinositide-specific 
          AA626698  ESTs
NPY1R     R19478    neuropeptide Y receptor Y1 
RAB24     T86691    RAB24, member RAS oncogene family 
          R63497    similar to hypothetical protein DKFZp434F142 
          AA705809  ESTs 
          R23408    ESTs
ZNFN1A1   AA968451  zinc finger protein, subfamily 1A, 1 Ikaros 
          AA626163  ESTs  
PRRG1     N30161    proline-rich Gla G-carboxyglutamic acid polypeptide 1 
MPDU1     R55342    mannose-P-dolichol utilization defect 1 
FLJ12443  AA614419  hypothetical protein FLJ12443 
CSF3R     AA443000  colony stimulating factor 3 receptor granulocyte 
COL5A1    R75635    collagen, type V, alpha 1 
MAGEA5    AI200443  melanoma antigen, family A, 5 
SBF1      AA282300  SET binding factor 1 
GMIP      AA055973  Gem-interacting protein 
PIK3CD    AA281652  phosphoinositide-3-kise, catalytic, delta polypeptide 
          AA010250  ESTs  
NDST1     AA463635  N-deacetylase/N-sulfotransferase heparan glucosaminyl 1 
NCF4      AA969460  neutrophil cytosolic factor 4, 40kDa 
C6orf9    AA410896  chromosome 6 open reading frame 9 
HCLS1     N32012    hematopoietic cell-specific Lyn substrate 1 
HCLS1     AA424575  hematopoietic cell-specific Lyn substrate 1 
RAC2      AA521232  ras-related C3 botulinum toxin substrate 2 rho family
LST1      N70057    leukocyte specific transcript 1 
LSP1      T83159    lymphocyte-specific protein 1 
          AA682624  similar to RIKEN cD A630077B13 gene; RIKEN cD 2810048G17 
NKG7      T57859    tural killer cell group 7 sequence 
AIF1      W69953    allograft inflammatory factor 1 
HA-1      AI004920  minor histocompatibility antigen HA-1 
MNDA      AI364884  myeloid cell nuclear differentiation antigen 
NCF4      AA465389  neutrophil cytosolic factor 4, 40kDa 
MS4A7     R95749    membrane-spanning 4-domains, subfamily A, member 7 
MGC15716  AI361028  hypothetical protein MGC15716 
MYO1F     AI360772  myosin IF 
ITGA4     AA490846  integrin, alpha 4 antigen CD49D, alpha 4 subunit of VLA-4 receptor 
CD8A      N80692    CD8 antigen, alpha polypeptide p32 
IL18RAP   AI307682  interleukin 18 receptor accessory protein 
FGR       AA256172  Gardner-Rasheed feline sarcoma viral v-fgr oncogene homolog 
GPR86     T67105 G  protein-coupled receptor 86 
CD37      AA676453  CD37 antigen 
LILRB2    H54023    leukocyte immunoglobulin-like receptor 
FCER2     AI055825  Fc fragment of IgE, low affinity II, receptor for CD23A 
S100A12   AA700005  S100 calcium binding protein A12 calgranulin C 
FLJ00012  H17645    hypothetical protein FLJ00012 
ADAM8     AA279188  a disintegrin and metalloproteise domain 8 
UNC84B    AI016027  unc-84 homolog B C. elegans 
CR2       AA521362  complement component 3d/Epstein Barr virus receptor 2 
BTN3A1    H72375    butyrophilin, subfamily 3, member A1 
LCP1      AA044166  lymphocyte cytosolic protein 1 L-plastin 
          N39240    ESTs
          AI088704  
DEFA1     T81340    defensin, alpha 1, myeloid-related sequence 
HBZ       N59636    hemoglobin, zeta 
          AA704414  ESTs  
          AA707454  ESTs  
ITGAX     N64384    integrin, alpha X antigen CD11C p150, alpha polypeptide 
LILRA1    AI253652  leukocyte immunoglobulin-like receptor, subfamily A with TM domain, member 1 
NR5A1     AI239552  nuclear receptor subfamily 5, group A, member 1 
          AA972125  ESTs 
RSE2      AA984940  ribonuclease, Rse A family, 2 liver, eosinophil-derived neurotoxin 
NFE2      H58953    nuclear factor erythroid-derived 2, 45kDa 
DYSF      AI310142  dysferlin, limb girdle muscular dystrophy 2B autosomal recessive 
ANLN      R17092    anillin, actin binding protein scraps homolog, Drosophila 
TLX1      AA007444  T-cell leukemia, homeobox 1 
FLJ20207  H41285    hypothetical protein FLJ20207 
          AA702243  ESTs 
          AA884266  ESTs 
SEMA6A    AA131395  sema domain, transmembrane domain TM, and cytoplasmic domain, semaphorin 6A 
          AA399964  ESTs  
GTPBP5    AA626265  GTP binding protein 5 putative 
          R99004    ESTs 
          AA628137  
PCDH17    AA969048  protocadherin 17 
          N69091    ESTs  
PACE4     W85806    paired basic aminoacid cleaving system 4
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LOC91582       AA682419  hypothetical protein LOC91582 
RAD54B         AA973748  RAD54B homolog 
DDR1           H41900    discoidin domain receptor family, member 1   
RNASE1         AA485893  ribonuclease, RNase A family, 1 pancreatic  
SNK            AA460152  serum-inducible kinase 
LHFPL2         AA863469  lipoma HMGIC fusion partner-like 2    
RALA           H97948    v-ral simian leukemia viral oncogene homolog A ras related   
CTNNAL1        AA621315  catenin cadherin-associated protein, alpha-like 1 
PLAT           AA447797  plasminogen activator, tissue 
FZD4           AA677200  frizzled homolog 4 Drosophila 
CTSL           W73874    cathepsin L 
LAMB1          AA429989  laminin, beta 1 
A2M            AA775447  alpha-2-macroglobulin 
IGFBP7         T53297    insulin-like growth factor binding protein 7 
SR-BP1         AI365014  type I sigma receptor 
SPARC          AA031596  secreted protein, acidic, cysteine-rich osteonectin   
TIMP3          AA428406  tissue inhibitor of metalloproteinase 3  
CALD1          AA447737  caldesmon 1   
               AA447729  ESTs  
KIAA0992       AW057757  palladin 
FSTL1          AW073393  follistatin-like 1 
YAP1           N92380    Yes-associated protein 1, 65kDa 
CNN3           AI969128  calponin 3, acidic 
ADAMTS1        AA057170  a disintegrin-like and metalloprotease  
COL5A2         AA461456  collagen, type V, alpha 2 
PMP22          R26732    peripheral myelin protein 22 
               N59295    ESTs      
GNG12          N20796    guanine nucleotide binding protein G protein, gamma 12 
FLJ21174       N73975    hypothetical protein FLJ21174 
               AA069696  ESTs  
               AA455935  ESTs 
               AI376502  
RGS5           AA668470  regulator of G-protein signalling 5 
SORBS1         AA459944  sorbin and SH3 domain containing 1 
KANK           AA464605  kidney ankyrin repeat-containing protein 
C9orf3         AA485743  chromosome 9 open reading frame 3 
GPNMB          AA425450  glycoprotein transmembrane nmb 
               W52248    ESTs 
COBL           AI004928  KIAA0633 protein 
FLJ32642       AA394302  hypothetical protein FLJ32642 
C7orf2         W46782    chromosome 7 open reading frame 2 
ME1            N35825    malic enzyme 1, NADP+-dependent, cytosolic 
ACAT1          AI871665  acetyl-Coenzyme A acetyltransferase 1 acetoacetyl Coenzyme A thiolase 
               AA126261  ESTs 
TM4SF6         H87106    transmembrane 4 superfamily member 6  
KIAA0152       AA487921  KIAA0152 gene product 
MRPL27         W88752    mitochondrial ribosomal protein L27 
MUT            AA663792  methylmalonyl Coenzyme A mutase  
ABCD3          H25922    ATP-binding cassette, sub-family D ALD, member 3 
TOM1L1         W33157    target of myb1-like 1 chicken 
PPP2CB         AA166736  protein phosphatase 2 formerly 2A, catalytic subunit, beta isoform 
TRNT1          AI074113  tRNA nucleotidyl transferase, CCA-adding, 1 
LOC129401      N59330    mitotic phosphoprotein 44 
LOC113251      AA455994  c-Mpl binding protein 
FHOD2          AA449419  formin homology 2 domain containing 2 
KIAA1078       AA190333  KIAA1078 protein 
UGCGL2         AA424587  UDP-glucose ceramide glucosyltransferase-like 2 
OK/SW-cl.56    R38919    beta 5-tubulin 
USP12          AA418003  ubiquitin specific protease 12 
BTBD3          AA454989  BTB POZ domain containing 3 
               AA025538  ESTs 
               AI290494  ESTs 
               AA609806  ESTs 
               AA463272  ESTs 
RBM9           AI346246  RNA binding motif protein 9 
na             W90659    LOC150311 
APP            W42848    amyloid beta A4 precursor protein protease nexin-II, Alzheimer disease 
               AI284282  ESTs
MKKS           AI017696  McKusick-Kaufman syndrome 
C4A            AA664406  complement component 4A 
DKFZP564K1964  AA166810  DKFZP564K1964 protein 
APOD           AA456975  apolipoprotein D 
EML1           AA447196  echinoderm microtubule associated protein like 1 
PKIB           AA004415  protein kinase cAMP-dependent, catalytic inhibitor beta 
PRO2730        AA005230  hypothetical protein PRO2730 
SNX5           AA459393  sorting nexin 5 
SNX5           AA625856  sorting nexin 5 
EBNA1BP2       R45255    EBNA1 binding protein 2 
STXBP1L1       N62554    syntaxin binding protein 1-like 1 
UBE2D3         AA017199  ubiquitin-conjugating enzyme E2D 3 UBC4/5 homolog, yeast 
               N64519    ESTs  
               N57550    ESTs  
AMPD2          AA485376  adenosine monophosphate deaminase 2 isoform L 
               AA448602  ESTs 
SORL1          AI817699  sortilin-related receptor, LDLR class A repeats-containing 
               AA160258  
na             W86523    LOC348541 
               AA969791  ESTs 
               AA994976  ESTs  
MGAM           AA894763  maltase-glucoamylase alpha-glucosidase 
SIAT8C         AI681589  sialyltransferase 8C alpha2,3Galbeta1,4GlcNAcalpha 2,8-sialyltransferase 
               N49267    ESTs  
CYP3A5         N54855    cytochrome P450, family 3, subfamily A, polypeptide 5 
MLH3           AA682848  mutL homolog 3 E. coli 
MLH3           AI768554  mutL homolog 3 E. coli 
               H93283  
               AA954184  ESTs 
               AA906330  ESTs  
               AI094854  ESTs  
FGL2           H56348    fibrinogen-like 2 
NCE2           H57081    NEDD8-conjugating enzyme 
               H57483    ESTs  
C20orf108      H56903    chromosome 20 open reading frame 108 
               AA159994  ESTs  
               N73879    ESTs  
               AA937212  ESTs  
               R22002    ESTs  
               H67883    ESTs  
LOC145474      H47804    hypothetical protein LOC145474 
               AA018412  ESTs  
LOC92799       AA457723  hypothetical protein BC007653 
               AA703491  ESTs  
               N89753    ESTs  
               AA513590  
RNPC1          AW072104  RNA-binding region RNP1, RRM containing 1 
FLJ33069       AI342543  hypothetical protein FLJ33069 
HBA2           AA027832  hemoglobin, alpha 2 
CD99           T56054    CD99 antigen 
HBB            AI927438  hemoglobin, beta 
MAP3K8         W42450    mitogen-activated protein kinase kinase kinase 8 
DGAT2          H25560    diacylglycerol O-acyltransferase homolog 2 mouse 
               AA703460  ESTs 
               T96381    ESTs  
TREM1          AA099288  triggering receptor expressed on myeloid cells 1 
               AI821020  
               AA487838  ESTs  
               AI821396  ESTs  
               AA233643  ESTs  
TUBB1          AA989159  tubulin, beta 1 
ERAF           H94872    erythroid associated factor 
LILRA2         N63398    leukocyte immunoglobulin-like receptor, subfamily A with TM domain, member 2 
LILRB3         AI815229  leukocyte immunoglobulin-like receptor, subfamily B with TM and ITIM domains, member 3 
               AA228824  
               AI151359  
               H81048    ESTs 
               H48253    ESTs 
               R66895    ESTs 
               AA847949  
               H94497  
ALAS2          AA406485  aminolevulinate, delta-, synthase 2 sideroblastic/hypochromic anemia 
LANCL1         R59621    LanC lantibiotic synthetase component C-like 1 bacterial 
AQP9           AA621132  aquaporin 9 
LRRN3          AA452138  leucine rich repeat neuronal 3 
CDA            AA922903  cytidine deaminase 
CGI-69         AA485441  CGI-69 protein 
               AA625806  ESTs 
               AA910608  
               R94451    ESTs  
PPBP           W92812    pro-platelet basic protein chemokine C-X-C motif ligand 7 
na             AI279721  LOC348541 
               AA777002  
               R20221  
HBE1           H79533    hemoglobin, epsilon 1 
               AI053408  
CLDN1          H95362    claudin 1 
               N35046    ESTs  
HIST1H2BC      H70774    histone 1, H2bc 
               R83017    ESTs   
HBG1           H94956    hemoglobin, gamma A 
PF4            T97180    platelet factor 4 chemokine C-X-C motif ligand 4 
KLRC2          AI810168  killer cell lectin-like receptor subfamily C, member 2 
               AA503162  
FPRL1          R79948    formyl peptide receptor-like 1 
HNRPH1         R91170    heterogeneous nuclear ribonucleoprotein H1 H 
               H60867  
               N36989    ESTs  
HBA2           H60173    hemoglobin, alpha 2 
               AA486255  ESTs  
               AA659627  ESTs  
               W78884    ESTs  
               AA680272  ESTs  
               N23717    ESTs 
               AA478048  
CLK1           H75300    CDC-like kinase 1 
               R73661  
DKFZP434B168   H69691    DKFZP434B168 protein 
               AA128008  ESTs 
               H56427  
na             AA157797  similar to 40S RIBOSOMAL PROTEIN S3A 
IL17R          AW029299  interleukin 17 receptor 
               H98780    ESTs 
               H65983    ESTs  
SEMA4D         N50444    sema domain, immunoglobulin domain Ig 
               N65982    ESTs  
STAT4          R91570    signal transducer and activator of transcription 4 
S100A3         AA055241  S100 calcium binding protein A3 
               T83209    ESTs  
GCA            R19937    grancalcin, EF-hand calcium binding protein 
GCA            R25989    grancalcin, EF-hand calcium binding protein 
               R80933    ESTs
               AA417621  ESTs  
RNASE6PL       AA281840  ribonuclease 6 precursor 
RNASE6PL       W72293    ribonuclease 6 precursor 
               AI732279  ESTs 
VNN2           AI983895  vanin 2 
TXK            H12312    TXK tyrosine kinase 
MGC14386       T96829    similar to cyclin-E binding protein 1 H. ESTs 
TNFAIP2        W37248    tumor necrosis factor, alpha-induced protein 2 
PRG1           AA278759  proteoglycan 1, secretory granule 
               AA521012  ESTs  
LOC91526       N30317    hypothetical protein DKFZp434D2328 
PTAFR          AI214077  platelet-activating factor receptor 
LYN            R83836    v-yes-1 Yamaguchi sarcoma viral related oncogene homolog 
               AA443971  
FPR1           AA425249  formyl peptide receptor 1 
VMD2           AA991578  vitelliform macular dystrophy Best disease, bestrophin 
LST1           N70057    leukocyte specific transcript 1 
MNDA           AI364884  myeloid cell nuclear differentiation antigen 
MNDA           N29376    myeloid cell nuclear differentiation antigen 
NCF2           AW025732  neutrophil cytosolic factor 2 65kDa 
CSF2RB         AA279147  colony stimulating factor 2 receptor
LOC64174       AA451861  putative dipeptidase 
FCGR2A         AA634109  Fc fragment of IgG, low affinity IIa, receptor for CD32 
FCGR2C         N68464    Fc fragment of IgG, low affinity IIc, receptor for CD32 
FCER1G         H79353    Fc fragment of IgE, high affinity I, receptor for; gamma polypeptide 
TYROBP         H12338    TYRO protein tyrosine kinase binding protein 
C1orf38        N93440    chromosome 1 open reading frame 38 
ARNTL          H17528    aryl hydrocarbon receptor nuclear translocator-like 
ITGAL          AI350394  integrin, alpha L antigen CD11A p180, lymphocyte function-associated antigen 1 
NCF2           AA872098  neutrophil cytosolic factor 2 65kDa, chronic granulomatous disease, autosomal 2 
CCR7           AI672677  chemokine C-C motif receptor 7 
IL10RA         AA437226  interleukin 10 receptor, alpha 
PSCDBP         AA490903  pleckstrin homology, Sec7 and coiled-coil domains, binding protein 
               AI652836  
TRA@           AA427491  T cell receptor alpha locus 
FYB            N64862    FYN binding protein FYB-120/130 
CXCR4          T62491    chemokine C-X-C motif receptor 4 
CXCR4          AA479357  chemokine C-X-C motif receptor 4 
KIAA0053       AI264291  KIAA0053 gene product 
NDST1          AA463635  N-deacetylase/N-sulfotransferase heparan glucosaminyl 1 
HBA2           N55566    hemoglobin, alpha 2 
HCLS1          AA424575  hematopoietic cell-specific Lyn substrate 1 
C6orf9         AA410896  chromosome 6 open reading frame 9 
SELPLG         AA991507  selectin P ligand 
CD3E           AA933862  CD3E antigen, epsilon polypeptide TiT3 complex 
LCP2           AA927372  lymphocyte cytosolic protein 2 SH2 domain containing leukocyte protein of 76kDa 
CD48           R05415    CD48 antigen B-cell membrane protein 
EVI2B          AA159620  ecotropic viral integration site 2B 
PTPRC          AI949245  protein tyrosine phosphatase, receptor type, C 
PTPRC          H74264    protein tyrosine phosphatase, receptor type, C 
FYB            AA936866  FYN binding protein FYB-120/130 
               R88734    ESTs
DOCK2          H72557    dedicator of cyto-kinesis 2 
DOCK2          N70765    dedicator of cyto-kinesis 2 
PLEK           AA490267  pleckstrin 
ITGAL          R48796    integrin, alpha L antigen CD11A p180
BCL2A1         AI766870  BCL2-related protein A1 
GMFG           AI311932  glia maturation factor, gamma 
ALOX5AP        T49651    arachidonate 5-lipoxygenase-activating protein 
ALOX5AP        H02307    arachidonate 5-lipoxygenase-activating protein 
SAMSN1         AA035703  SAM domain, SH3 domain and nuclear localisation signals, 1 
RUNX3          W94742    runt-related transcription factor 3 
LOC257106      H59365    hypothetical protein LOC257106 
CD69           AA279755  CD69 antigen p60, early T-cell activation antigen 
SELL           H00662    selectin L lymphocyte adhesion molecule 1 
PTPRC          AA904360  protein tyrosine phosphatase, receptor type, C 
CD28           AI092544  CD28 antigen Tp44 
CDW52          AI826477  CDW52 antigen CAMPATH-1 antigen 
SP110          T62482    SP110 nuclear body protein 
SP110          R54613    SP110 nuclear body protein 
NKG7           T57859    natural killer cell group 7 sequence 
CCL5           AA486072  chemokine C-C motif ligand 5 
GZMK           AA004281  granzyme K serine protease, granzyme 3; tryptase II 
MX2            AA286908  myxovirus influenza virus resistance 2 mouse 
FLJ37940       AA156079  hypothetical protein FLJ37940 
CTSS           AA236164  cathepsin S 
               AA410584  
LYN            AA918079  v-yes-1 Yamaguchi sarcoma viral related oncogene homolog 
LYN            T55399    v-yes-1 Yamaguchi sarcoma viral related oncogene homolog 
CASP1          T95052    caspase 1, apoptosis-related cysteine protease interleukin 1
CST7           AI927615  cystatin F leukocystatin 
CST7           N47763    cystatin F leukocystatin 
KLRB1          AI924973  killer cell lectin-like receptor subfamily B, member 1 
KLRB1          AA976691  killer cell lectin-like receptor subfamily B, member 1 
GZMA           AA283007  granzyme A granzyme 1 
LSP1           T83159    lymphocyte-specific protein 1 
FMNL           N51614    formin-like 
CD37           AA676453  CD37 antigen 
LILRB2         H54023    leukocyte immunoglobulin-like receptor
FLJ39639       AA235576  hypothetical protein FLJ39639 
GYPC           W74668    glycophorin C Gerbich blood group 
CSF3R          AA443000  colony stimulating factor 3 receptor granulocyte 
COL5A1         R75635    collagen, type V, alpha 1 
CD97           AI651871  CD97 antigen 
               AI438958  
GNLY           AA701652  granulysin 
TNFRSF1B       AA150416  tumor necrosis factor receptor superfamily, member 1B 
ICAM3          AA478647  intercellular adhesion molecule 3 
STK17B         AA419485  serine/threonine kinase 17b apoptosis-inducing 
TLT3           H53073    TREM-like transcript 3 
CMRF-35H       H84076    leukocyte membrane antigen 
PRSS2          AA284528  protease, serine, 2 trypsin 2 
ARRB2          AW009594  arrestin, beta 2 
FLJ30532       W38683    hypothetical protein FLJ30532 
STK4           T94961    serine/threonine kinase 4 
PIK3CD         AI969548  phosphoinositide-3-kinase, catalytic, delta polypeptide 
               T97580    ESTs  
MS4A6A         N71028    membrane-spanning 4-domains, subfamily A, member 6A 
RASGRP1        AA394197  RAS guanyl releasing protein 1 calcium and DAG-regulated 
XPO6           AA026169  exportin 6 
BID            AA190401  BH3 interacting domain death agonist 
               W20487    ESTs  
S100A4         AI871056  S100 calcium binding protein A4  
STX11          R33851    syntaxin 11 
CLECSF2        H11732    C-type calcium dependent, carbohydrate-recognition domain lectin
CLECSF2        AA417921  C-type calcium dependent, carbohydrate-recognition domain lectin
               AA581123  ESTs  
               AI821028  
IFIT2          AA917505  interferon-induced protein with tetratricopeptide repeats 2 
               AI821356  ESTs  
RASSF2         AI015986  Ras association RalGDS/AF-6 domain family 2 
IGSF6          AI814576  immunoglobulin superfamily, member 6 
CLECSF6        AA677149  C-type calcium dependent, carbohydrate-recognition domain lectin, superfamily member 6 
               H98855    ESTs   
MGC17330       AA429034  HGFL gene 
IFIT2          N63988    interferon-induced protein with tetratricopeptide repeats 2 
PSTPIP1        AW071376  proline-serine-threonine phosphatase interacting protein 1 
               AI254515  ESTs  
OSTF1          N64491    osteoclast stimulating factor 1 
FCGR3A         H20822    Fc fragment of IgG, low affinity IIIa, receptor for CD16 
NFE2           H58953    nuclear factor erythroid-derived 2, 45kDa 
MSCP           H66255    mitochondrial solute carrier protein 
               H78670    ESTs    
na             AI201945  hypothetical gene supported by BC042973 
MSCP           T50019    mitochondrial solute carrier protein 
               W37421    ESTs  
 0S2           AA931758  putative lymphocyte G0/G1 switch gene 
TLR2           T57791    toll-like receptor 2 
MGC16202       AA136060  hypothetical protein MGC16202 
HIST1H2AC      N50797    histone 1, H2ac 
HIST1H2AC      AA452933  histone 1, H2ac 
               R59359    ESTs   
HM74           R02739    putative chemokine receptor 
DKFZp434H2111  AI302471  hypothetical protein DKFZp434H2111 
DKFZp434H2111  AA283608  hypothetical protein DKFZp434H2111 
KIAA0014       N48090    KIAA0014 gene product 
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