
VOLTAGE-GATED ION CHANNEL SUPERFAMILY

1. D. melanogaster 24649751 unknown

2. P. americana 25991361 Ca2+-activated K+ channel

3. A. gambiae 31209075 unknown

8. M. jannaschii 2495825 voltage-gated K+ channel
7. PF14_0622

9. M. musculus 3023491 KCNQ1 voltage-gated K+ channel

10. H. sapiens 5921785 KCNQ3 voltage-gated K+ channel

11. H. sapiens 14285389 KCNQ2 voltage-gated K+ channel

12. H. sapiens 6166006 KCNQ4 voltage-gated K+ channel

21. Z. mays 18077659 inward-rectifying K+ channel

TMD 2 TMD 3

4. C. elegans 25154299 Ca2+-activated K+ channel

5. R. norvegicus 13929184 Ca2+-activated K+ channel

6. C. parvum 32398793 ion channel (p)

15. D. discoideum 28829840 unknown

22. A. thaliana 44887669 inward-rectifying K+ channel

7.

5.

TMD 4

TMD 5 TMD 6

13. PFL1315w

14. PF14_0342

16. Nostoc sp. 17232125 ion channel (p)

17. N. punctiforme 23125946 Kef-type K+ channel (p)

18. P. aeruginosa 15596693 K+ channel (p)

19. P. syringae 28870782 ion channel (p)

20. P. fluorescens 48729526 Kef-type K+ channel (p)
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VIC FAMILY ALIGNMENT CONTINUED …

SELECTIVITY SEQUENCE

VOLTAGE SENSOR

Additional data file 9; Martin et al.



Additional data file 9.  The alignment of the putative P. falciparum K+ channel proteins (PFL1315w and PF14_0622) and novel ion channel protein 
(PF14_0342) with a representative selection of K+ channel proteins (known and putative) of the voltage-gated ion channel superfamily from other 
organisms. The region over TMDs 2-6 of the alignment is shown.  The locations of the ‘voltage sensor’ and ‘selectivity sequence’ are indicated.  Legend as 
described for Additional data file 4.


