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Supplementary Materials:

Figure S1: Expression analysis and survival analysis for FCGBP in pan-cancer by

UALCAN and GEPIA. (A) The expression of FCGBP in pan-cancer based on TCGA

cancer and normal data analyzed using UALCAN. (B) The expression of FCGBP in

pan-cancer based on TCGA cancer and normal data analyzed using UALCAN using



the GEPIA database. *p value < 0.05; **p value < 0.01; ***p value < 0.001. (C)

Immunohistochemistry results of FCGBP in cancer and normal tissues from the

Human Protein Atlas database.

Table S1: Predicted miRNAs by seven prediction programs.


