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Samples at age 14

Figure S1. The distribution of Bristol stool consistency types of the samples at age 14. Among N = 125
participants providing stool samples at age 14, N = 7 (boy: girl = 3: 4) reported type 1 stools (separate hard
lumps like nuts) during collection, N = 16 (boy: girl = 7: 9) reported type 2 stools (sausage shaped but
lumpy), N =1 girl reported a stool between types 2 and 3 (like a sausage or snake but with cracks on its
surface), N = 58 (boy: girl = 29: 29) reported type 3 stools, N = 2 (boy: girl = 1: 1) reported stools between
types 3 and 4 (like a sausage or snake, smooth and soft), N = 31 (boy: girl = 21: 10) reported type 4 stools,
N = 1 boy reported a stool between types 4 and 5 (soft blobs with clear cut edges), N = 2 (boy: girl = 1: 1)
reported type 5 stools, N = 1 boy reported a type 6 stool (fluffy pieces with ragged edges, a mushy stool),
and N =1 girl reported a type 7 stool (watery, no solid pieces).
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Number of Dirichlet Components

Figure S2. The number of Dirichlet components. Dirichlet Multinomial Mixtures models were conducted N =
10 times. Eighty percent (8/10) of the models showed consistent bacterial clusters of which the optimal number
was four, as indicated by the lowest Laplace value.



