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Supplementary Figures
Figure S1

Figure S1. The structural modeling analysis of the complex between the linear peptide ARTC 
and MDM2 complexed with AR DNA binding domain.

Figure S2

Figure S2. Amino acids at various locations were analyzed for their impact on binding to the 
androgen receptor DNA binding domain (AR DBD).
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Figure S3

Figure S3. Synthetic route of double stapled peptides DSARTC.

Figure S4

Figure S4. HPLC and MS characterization of DSARTC.
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Figure S5

Figure S5. Stability detection of DSARTC. A) The serum resistance of the free peptide and 
DSARTC was tested in PBS containing 10% serum. B) The chymotrypsin resistance analysis 
of the free peptide and DSARTC.

Figure S6

Figure S6. Cellular uptake analysis comparing DSARTC and polyR-DSARTC by confocal at 
a used concentration of 5μM in C4-2 cell lines.

Figure S7

Figure S7. IB analysis of WCLS and anti-AR immunoprecipitated (IP) from C4-2 cells with or 
without DSARTC treatment.
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Figure S8

Figure S8. Statistical Analysis of the degradation ability of AR and AR-V7 by DSARTC.

Figure S9

Figure S9. The degradation ability test of ARV110 for AR and AR - V7 on CWR22Rv1 cells.

Figure S10

Figure S10. Volcano plots of protein analysis in CWR22Rv1 cells after treatment with 
DSARTC for 24 h.
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Figure S11

Figure S11. GO pathway enrichment analysis after DSARTC drug treatment compared to the 
control group in CWR22Rv1 cells.
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Figure S12

Figure S12. KEGG pathway enrichment analysis after DSARTC drug treatment in CWR22Rv1 
cells.
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Figure S13

Figure S13. KEGG emapplot enrichment analysis after DSARTC drug treatment in 
CWR22Rv1 cells.

Figure S14

Figure S14. Safety analysis of DSARTC. A) Body weight change detection during drug 
treatment. B) Liver and kidney toxicity analysis after drug treatment.
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