
A

B

Supplementary Figure S2 

D

E

C

IFN
B
IFN
G

CX
CL
1

CX
CL
10

CX
CL
11
CC
L2
TN
FA IL1

B
RE
LB

GA
PD
H

0

2

4

6

8

R
el

at
iv

e 
ex

pr
es

si
on

 le
ve

l

H446
sgDHX9Scr

**

****

ns
ns

****

***
***

****
ns

***

IFN
B
IFN
G

CX
CL
1

CX
CL
10

CX
CL
11
CC
L2
TN
FA IL1

B
RE
LB

GA
PD
H

0

5

10

15
R

el
at

iv
e 

ex
pr

es
si

on
 le

ve
l

H82
sgDHX9Scr

***

ns

**** ****

ns

**

***

****

***

ns

H446

Scr sgDHX9
0.0

0.5

1.0

1.5

2.0

2.5

R
el

at
iv

e 
M

FI
 o

f H
LA

***

H82

Scr sgDHX9
0

1

2

3

4

R
el

at
iv

e 
M

FI
 o

f H
LA

****

Scr sgDHX9
0.0

0.5

1.0

1.5

2.0

R
el

at
iv

e 
M

FI
 o

f P
D

-L
1

H446
***

Scr sgDHX9
0.0

0.5

1.0

1.5

2.0

R
el

at
iv

e 
M

FI
 o

f P
D

-L
1

H82

**

Immune Response

IFNB1
CXCL1
CXCL2
CXCL3
CXCL8
CXCL10
CXCL11
IL6
CCL2
CCL20
NFKB1
NFKBIA
NFKBIE
NFKB2
PTGS2
TRAF1
TNFRSF9
TNIP1
TNFAIP3
RELB
FGR
GPR83
DPEP2
GCH1
PLK2

Innate and Adaptive Immune

sgDHX9 ScrsgDHX9 Scr

RANTES (74)

IP-10 (65)

TNF alpha (75)

MCP-1 (67)

VEGF (78)

EGF (12)

GM-CSF (20)

IL-17A (39)

IL-8 (63)

MIP-1alpha (72)

IL-10 (27)

IL-6 (57)

IL-1RA (42)

IL-4 (53)

-2

L2FC

-1
0
1
2

H446

VEGF

IL-17A

IL-4

MCP-1
TNF alpha

IP-10

RANTES

EGF
GM-CSF

IL-8
MIP-1alpha

IL-10
IL-6

IL-1RA

sgDHX9 vs Scr
IFNgamma (25)

IL-12P70 (33)

IL-17A (39)

IL-13 (35)

IL-1alpha (44)

IFNalpha2 (22)

IP-10 (65)

EGF (12)

GM-CSF (20)

IL-4 (53)

TNF beta (76)

VEGF (78)

MCP-1 (67)

TNF alpha (75)

IL-6 (57)

G-CSF (18)

-4

L2FC

-2
0
2
4

H82

G-CSF

GM-CSF

IL-12P70

IL-6

IL-13

IFNgamma

IFNalpha2

IL-17A

IL-1alpha

IP-10
EGF

IL-4
TNF beta

VEGF
MCP-1

TNF alpha

sgDHX9 vs Scr



 51 

Supplementary Figure S2. 
A, Heat map of RNA-seq results comparing Scramble and sgDHX9 H196 cells. B, qRT-PCR 
analysis of the immune-related genes comparing Scramble and sgDHX9 of H446 and H82 cells 
(n = 3). 36B4 gene was used as a reference. C, Log2 fold change (FC) of cytokine/chemokine 
differences of sgDHX9 compared to Scramble, of H446 and H82 cells. The cytokine/chemokine 
levels were quantified with Proteome Profiler Human Cytokine Array Kit. D and E, Flow 
cytometry analysis of HLA-A.B.C (D) or PD-L1 (E) expression on the cell surface of H446 and 
H82 cells (Scramble and sgDHX9). Data are representative of three independent experiments 
(left). Mean fluorescence intensity (MFI) was quantified by FlowJo (right) (n = 3). 
Data represent mean ± SEM. ns, not significant; *p < 0.05, **p < 0.01, ***p < 0.001, ****p < 
0.0001 by unpaired Student’s t test (B, D and E). 
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