Modeling Molecular Pathogenesis of Idiopathic Pulmonary Fibrosis-Associated Lung Cancer in

Mice

Supplemental Figure S2

Barravecchia et al.
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of <0.05, n.s. denotes no significance.
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Supplemental Figure S2: Expression of immune cell surface markers by CyTOF. CyTOF of at least 3 lungs per experimental group was performed at study

endpoint (5 weeks post initial bleomycin injection). (A) Representative heatmaps for each experimental group showing median expression pattern for each
immune cluster with corresponding immune cluster identification and quantification of abundance in percent (B-N) for all immune markers analyzed using
FlowSOM-viSNE. Data +/-SEM with statistical analysis using one-way ANOVA with post-hoc Fisher's Least Significant Difference (LSD), * denotes p value
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