
 
Fig. S6 The molecular and spatial heterogeneity of astrocytes in the developing human spinal 

cord. a A heatmap showcasing the distinct gene expression profiles between PA-1, PA-2, and PA-

3 (left), FA-1 and FA-2 (middle), and FA and PA (right). b Distinctive gene expression is 

represented by a UMAP visualization. Each dot denotes a single cell, colored based on its 

expression level (dark red, high expression; light blue, low expression). c The spatial expression 

profiles of FA specific and PA specific genes are delineated using the 10X Visium platform. d 

Visualization of the spatially resolved gene expression profiles with dorsal and ventral preferences 

in 10x Visium Dataset. 

 

UXS1 TNR TJP2 FBXO2

CXCL14 SLC1A2

PTPRZ1

CPE

ATP1A2SLC6A11

SLC7A10

RGCC

GPM6B FLNC APLNR

ATP1A2CPE TTC9B SNCGSLC6A11

APOE

G
W
13

G
W
27

G
W
13

G
W
27

ADIRF THSD4 SFRP2

a

G
W
13

G
W
27

ID3
EGR1
JUNB
IER2
FOS

S100A13
FABP7
FGFBP3

SLC7A10
CPE
SERPINE2
CXCL14
PLP1
MBP

−1
0

1

GFAP
PMP2
FBXO2
CPE
ITM2C
SULF2
MT1E
APLNR

IGFBP2
HES4
ZIC1
NTRK2
IGFBP5
THSD4
PTN

−1
0
1

PA-1 PA-2 PA-3 FA-1 FA-2

CPE
CST3
SLC1A2
SERPINE2
SLC7A10
CXCL14
IGFBP2
SLC6A11
GLUL
MT3

ADIRF
TJP2
LGALS3
FLNC
VIM
SAT1
GFAP
ID3
SFRP2
S100A10
CRYAB

FA PA

−1

0
1

NTRK2 ID3

SAT1 VIM GFAP CRYAB

GRM3 SLC4A4

SERPINE2 MT3 GLUL CST3

ELN TKTL1 AGT

b

c

d

ID3


