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Fig. S6 The molecular and spatial heterogeneity of astrocytes in the developing human spinal
cord. a A heatmap showcasing the distinct gene expression profiles between PA-1, PA-2, and PA-
3 (left), FA-1 and FA-2 (middle), and FA and PA (right). b Distinctive gene expression is
represented by a UMAP visualization. Each dot denotes a single cell, colored based on its
expression level (dark red, high expression; light blue, low expression). ¢ The spatial expression
profiles of FA specific and PA specific genes are delineated using the 10X Visium platform. d
Visualization of the spatially resolved gene expression profiles with dorsal and ventral preferences

in 10x Visium Dataset.



