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Supplementary Figure 1

A) Consort Diagram B) Diagram of the shared or individual tumor Ki67 IHC, TILs levels, PAM50 and RNA
sequencing data successfully performed on each of the 106 patients of CORALLEEN trial.
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Supplementary Figure 2

Changes in Ki67 levels across 3 time-points. (A) Ribociclib and letrozole arm; (B) Chemotherapy. Green line
reflects any decrease in Ki67 levels between 2 time-points and red line reflects any increase in Ki67 levels. p-value
was obtained after performing Wilcoxon signed-rank test.
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Supplementary Figure 3

Expression of Ki67 in surgical samples in patients achieving a response versus stable disease by magnetic resonance
imaging (MRI) at 24 weeks of treatment. (A) of ribociclib and letrozole arm; (B) of chemotherapy. Expression of
Ki67 in surgical samples in patients achieving a low PAM50-ROR vs intermediate vs high (C) after ribociclib and
letrozole arm; (D) after chemotherapy. Correlation of Ki67 and PAM50-ROR in surgical samples after neoadjuvant
(E) ribociclib and letrozole (F) after chemotherapy. Expression of Ki67 in surgical samples in patients achieving a
PEPI score 0 vs 1-3 vs >4 (G) after ribociclib and letrozole arm; (H) after chemotherapy. Expression of Ki67 in
surgical samples in patients achieving a residual cancer burden (RCB) 0 vs I vs Il vs Il (1) after ribociclib and
letrozole arm; (J) after chemotherapy.
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Supplementary Figure 4

Breast cancer molecular subtype shifts between baseline, day 14 and surgery paired samples in ribociclib and letrozole group (left) and Chemotherapy group (right).
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Supplementary Figure 5

A) Individual paired TILs levels at baseline and surgery after treatment with ribociclib and letrozole and multi-agent
chemotherapy. Colored lines represent individual patient data. B) Individual TILs levels at baseline, day 14, and
surgery. Colored lines represent individual patient data. C) TILs levels across the three timepoints (Baseline, day 14,
surgery) in ribociclib and chemotherapy arm. p-value was obtained after performing ANOVA test. D) Changes in
Ki67 levels across 3 time-points. (Left) Ribociclib and letrozole arm; (ERight) Chemotherapy. Green line reflects
any decrease in TILs levels between 2 time-points and red line reflects any increase in TILs levels. p-value was
obtained after performing Wilcoxon signed-rank test.
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Supplementary Figure 6

Spearman correlation matrix for continuous TIL quantification and top 20 most correlated immune signatures, ordered by the correlation coefficients with TILs
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Supplemental Table 1. List and classification of immune gene expression signatures.

Signature_ID_paper

Immune_Class

Signature type

PMID

Bcells.Cluster_Iglesia CCR.2014 _PMID.24916698

Median signature

PMID.24916698

Beells.IL10.Minus_Lin_JImmunol.2014 PMID.25080484

Median signature

PMID.25080484

Bceells.IL10.Plus_Lin_JImmunol.2014_PMID.25080484

Median signature

PMID.25080484

Bcells.Centroblast_Dybaer JC0.2015 PMID.25800755

Median signature

PMID.25800755

Bcells.Centrocyte_Dybaer_JC0.2015_PMID.25800755

Median signature

PMID.25800755

Bcells.Memory_Dybaer_JC0.2015_PMID.25800755

Median signature

PMID.25800755

Beells.Naive_Dybaer_JCO.2015_PMID.25800755

Median signature

PMID.25800755

Bcells.Memory_CIBERSORT_NatMethods.2015_PMID.25822800

Median signature

PMID.25822800

Bcells.Naive_CIBERSORT_NatMethods.2015_PMID.25822800

Median signature

PMID.25822800

Bcells_Garber_CellMolGastroenterolHepatol.2017_PMID.28508029

Median signature

PMID.28508029

Bcells.Extended_Garber_CellMolGastroenterolHepatol.2017_PMID.28508029

Median signature

PMID.28508029

Bcells_Bindea_Immunity.2013_PMID.24138885

Median signature

PMID.24138885

Bcells.ImmuneProfiles.Mouse.Human_Shay PNAS.2013_PMID.23382184

Median signature

PMID.23382184

Bcells.Activated_Charoentong_CellRep.2017_PMID.28052254

Median signature

PMID.28052254

Bcells.Immature_Charoentong_CellRep.2017_PMID.28052254

Median signature

PMID.28052254

Bcells.Memory_Charoentong_CellRep.2017_PMID.28052254

Median signature

PMID.28052254

Bcells_ImSig.Nirmal_CancerlmmunolRes.2018_PMID.30266715

Median signature

PMID.30266715

Bcells.Plasma.cells.52genes_Miller_GenomeBiol.2013_PMID.23618380

Median signature

PMID.23618380

Immune.CD19_TCGA.BRCA.1198_JCI.2020_PMID.32573490

Median signature

PMID.32573490




Signature_ID_paper

Immune_Class

Signature type

PMID

Immunel_TCGA.BRCA.1198_JCI.2020_PMID.32573490

Bcells. Tcells.Cooperation_Hollern_Cell.2019_PMID.31730857

Immune.14_Perez_JCO.2015 PMID.2560586

Tcells.Bcells.Lymphocyte. Infiltration_Calabro_
BreastCancerResTreat.2009 PMID.18592372

Immune.CD4.CD53.CD84.BTK_TCGA.BRCA.1198_JCI.2020_PMID.32573490

CD103.Negative_Broz_CancerCell.2014_PMID.25446897

Dendritic.cells.Activated_ CIBERSORT_NatMethods.2015_PMID.25822800

Dendritic.cells.Resting. CIBERSORT_NatMethods.2015 PMID.25822800

Dendritic.cells.Activated_Bindea_lmmunity.2013 PMID.24138885

Dendritic.cells_Bindea_Immunity.2013_PMID.24138885

Denditic.cells.ImmuneProfiles.Mouse.Human_Shay PNAS.2013 PMID.23382184

Dendritic.cells.Activated_Charoentong_CellRep.2017_PMID.28052254

Dendritic.cells.Immature._Charoentong_CellRep.2017_PMID.28052254

Dendritic.cells.Immature._Bindea_Immunity.2013_PMID.24138885

Plasmacytoid.Dendritic.cell_Charoentong_CellRep.2017_PMID.28052254

Eosinophils_CIBERSORT_NatMethods.2015_PMID.25822800

Eosinophils_Bindea_Immunity.2013_PMID.24138885

Eosinophils_Charoentong_CellRep.2017_PMID.28052254

Hematopoietic.Stem.cells.ImmuneProfiles.Mouse.Human_Shay
PNAS.2013 PMID.23382184

Immune.HLA.A.F_TCGA.BRCA.1198 JCI.2020_PMID.32573490

Immune.HLA.D_TCGA.BRCA.1198 JCI.2020_PMID.32573490

IFNa.Modulel0_Gatza ProcNatlAcadSciUSA.2010 PMID.20335537

Median signature

PMID.32573490

Median signature

PMID.31730857

Median signature

PMID.25605861

Median signature

PMID.18592372

Median signature

PMID.32573490

Median signature

PMID.25446897

Median signature

PMID.25822800

Median signature

PMID.25822800

Median signature

PMID.24138885

Median signature

PMID.24138885

Median signature

PMID.23382184

Median signature

PMID.28052254

Median signature

PMID.28052254

Median signature

PMID.24138885

Median signature

PMID.28052254

Median signature

PMID.25822800

Median signature

PMID.24138885

Median signature

PMID.28052254

Median signature

PMID.23382184

Median signature

PMID.32573490

Median signature

PMID.32573490

Median signature

PMID.20335537

IFNg.Modulel1_Gatza_ProcNatlAcadSciUSA.2010_PMID.20335537

Median signature

PMID.20335537
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Signature_ID_paper

Immune_Class Signature type

IFN.Cluster. GSEA.GP11_Fan_BMCMedGenomics.2011_PMID.21214954

PMID

Median signature

IFN_Rody_BreastCancerResearch.2008_PMID.19272155

PMID.21214954

Median signature

IFN.Cluster_Fan_BMCMedGenomics.2011_PMID.21214954

PMID.19272155

Median signature

IFN.3.ImmLandscape_Wolf_PlosOne.2014_PMID.24516633

PMID.21214954

Median signature

IFN.5.ImmLandscape_Wolf_PlosOne.2014 PMID.24516633

PMID.24516633

Median signature

IFN.Pathway_ImSig.Nirmal_CancerlImmunolRes.2018 PMID.30266715

PMID.24516633

Median signature

IFN.Score.module3_TCGA_Immunity.2018_PMID.29628290

PMID.30266715

Median signature

Immune.lFN_TCGA.BRCA.1198_JCI1.2020_PMID.32573490

PMID.29628290

Median signature

IgG_Rody_BreastCancerResearch.2008_PMID.19272155

PMID.32573490

Median signature

IGG.Cluster_Fan_BMCMedGenomics.2011_PMID.21214954

PMID.19272155

Median signature

Ig_TCGA.BRCA.1198_Cell.2015_PMID.26451490

PMID.21214954

[o] Median signature

Immune.Suppression_Kardos_JClInsight.2016_PMID.27699256

PMID.26451490

Immune checkpoint

molecules Median signature

CD274.Single.Gene_Hollern_Cell.2019_PMID.31730857

PMID.27699256

Immune checkpoint
molecules

CTLAA4.Single.Gene_Hollern_Cell.2019 _PMID.31730857

PMID.31730857

Immune checkpoint
molecules

PDCD1.Single.Gene_Pare_AnnOncol.2019_PMID.30165419

PMID.31730857

Immune checkpoint

Immunosuppression_Petitprez_Nature.2020_PMID.31942077

PMID.30165419

Median signature

Stromal.Inflammation_Heng_JPathol.2017_PMID.27861902

PMID.31942077

Inflammation Median signature

'Wound.Healing_Chang_PlosBiol.2004_PMID.14737219

PMID.27861902

Inflammation Median signature

TGFB.score_ TCGA_Immunity.2018_PMID.29628290

PMID.14737219

Inflammation Median signature

Immune.FOS.JUN.IL6_TCGA.BRCA.1198_JCI1.2020_PMID.32573490

PMID.29628290

Inflammation Median signature

Macrophages.M0_CIBERSORT_NatMethods.2015 PMID.25822800

PMID.32573490

Macrophages Median signature

Macrophages.M1_CIBERSORT_NatMethods.2015_PMID.25822800

PMID.25822800

Macrophages

Median signature
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Signature_ID_paper

Immune_Class Signature type

Macrophages.M2_CIBERSORT_NatMethods.2015 PMID.25822800

PMID

Macrophages Median signature

Macrophages_Bindea_Immunity.2013 PMID.24138885

PMID.25822800

Macrophages Median signature

Macrophages.M2_Ghassabeh_Blood.2006_PMID.16556895

PMID.24138885

Macrophages Median signature

Macrophages. Th1.Cluster_lglesia_CCR.2014_PMID.24916698

PMID.16556895

Macrophages Median signature

Macrophages.ImmuneProfiles.Mouse.Human_Shay PNAS.2013 PMID.23382184

PMID.24916698

Macrophages Median signature

Macrophages_Charoentong_CellRep.2017_PMID.28052254

PMID.23382184

Macrophages Median signature

Macrophages.Monocytes.CSF1.Response_Beck CCR.2009_PMID.19188147

PMID.28052254

Macrophages Median signature

Macrophages_ImSig.Nirmal_CancerlmmunolRes.2018_PMID.30266715

PMID. 19188147

Macrophages Median signature

Immune.GIMAP.1L16_TCGA.BRCA.1198_JCI1.2020_PMID.32573490

PMID.30266715

Macrophages Median signature

Mast.cells.Activated_ CIBERSORT _NatMethods.2015_PMID.25822800

PMID.32573490

Mastocytes Median signature

Mast.cells.Resting_ CIBERSORT_NatMethods.2015_PMID.25822800

PMID.25822800

Mastocytes Median signature

Mast.cells_Bindea_Immunity.2013_PMID.24138885

PMID.25822800

Mastocytes Median signature

Mast.cell_Charoentong_CellRep.2017_PMID.28052254

PMID.24138885

Mastocytes

Median signature

MDSC.Granulocytic_Youn_LeukocBiol.2012_PMID.21954284

PMID.28052254

Median signature

PMID.21954284

MDSC.Neutrophil_Youn_LeukocBiol.2012_PMID.21954284

Median signature

PMID.21954284

MDSC.Tumor.Macrophages_Schlecker_Jimmunol.2012_PMID.23152559

Median signature

PMID.23152559

MDSC.Tumor_Schlecker_JImmunol.2012_PMID.23152559

Median signature

PMID.23152559

MDSC_Charoentong_CellRep.2017_PMID.28052254

Median signature

MHC.11genes_Forero_CancerImmunolRes.2016 _PMID.26980599

PMID.28052254

Median signature

MHC.24genes_Forero_CancerImmunolRes.2016_PMID.26980599

PMID.26980599

Median signature

MHC.l_Rody_ BreastCancerResearch.2008 PMID.19272155

PMID.26980599

Median signature

MHC.11_Rody_BreastCancerResearch.2008_PMID.19272155

PMID.19272155

Median signature

MHC.I.CoreGenes_Lauss_NatCommun.2017_PMID29170503

PMID.19272155

Median signature

CD68.Cluster_Iglesia_CCR.2014_PMID.24916698

PMID.29170503

Median signature
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Signature_ID_paper

Monocytes CIBERSORT_NatMethods.2015 PMID.25822800

Monocytes

Tcells.Effector.Memory_Bindea_Immunity.2013_PMID.24138885

Monocytes

Monocytes.Dendritic.cell. Metagene_Miller_GenomeBiol.2013_PMID.23618380

Monocytes

Monocytes_Charoentong_CellRep.2017_PMID.28052254

Monocytes

Monocytes ImSig.Nirmal_CancerlmmunolRes.2018 PMID.30266715

Monocytes

Monocytes.Dendritic.25genes_Miller_GenomeBiol.2013_PMID.23618380

Monocytes

CSF1.Response_ TCGA_Immunity.2018_PMID.29628290

Monocytes

Immune.CD34.TIE1_TCGA.BRCA.1198_JCI1.2020_PMID.32573490

Monocytes

HCK_Rody_BreastCancerResearch.2008_PMID.19272155

Monocytes

Influenza.11genes_Khatri_Immunity.2015_PMID.26682989

Monocytes

Neutrophils.Activated.Blood_Janiszewska NatCellBiol.2019_PMID.31263265

Neutrophils

Neutrophils.Activated.Lung_Janiszewska_NatCellBiol.2019_PMID.31263265

Neutrophils

Neutrophils_CIBERSORT_NatMethods.2015_PMID.25822800

Neutrophils

Neutrophils_Bindea_Immunity.2013_PMID.24138885

Neutrophils

Granulocytes.ImmuneProfiles.Mouse.Human_Shay PNAS.2013_PMID.23382184

Neutrophils

Neutrophils.MCP_Petitprez_Nature.2020_PMID.31942077

Neutrophils

Neutrophils_Charoentong_CellRep.2017_PMID.28052254

Neutrophils

Neutrophils_ImSig.Nirmal_CancerimmunolRes.2018 PMID.30266715

Neutrophils

NK.Activated CIBERSORT_NatMethods.2015 PMID.25822800

Immune_Class

Signature type

PMID

Median signature

PMID.25822800

Median signature

PMID.24138885

Median signature

PMID.23618380

Median signature

PMID.28052254

Median signature

PMID.30266715

Median signature

PMID.23618380

Median signature

PMID.29628290

Median signature

PMID.32573490

Median signature

PMID.19272155

Median signature

PMID.26682989

Median signature

PMID.31263265

Median signature

PMID.31263265

Median signature

PMID.25822800

Median signature

PMID.24138885

Median signature

PMID.23382184

Median signature

PMID.31942077

Median signature

PMID.28052254

Median signature

PMID.30266715

Median signature

PMID.25822800

NK.Resting_ CIBERSORT_NatMethods.2015_PMID.25822800

Median signature

PMID.25822800

NK.CD56bright_Bindea_Immunity.2013 _PMID.24138885

Median signature

PMID.24138885

NK.CD56dim_Bindea_Immunity.2013_PMID.24138885

Median signature

PMID.24138885

NK_Bindea_Immunity.2013_PMID.24138885

Median signature

PMID.24138885

Tcells.Central. Memory_Bindea_Immunity.2013 _PMID.24138885

Median signature

PMID.24138885
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Signature type

PMID

NK.ImmuneProfiles.Mouse.Human_Shay PNAS.2013 PMID.23382184

Median signature

PMID.23382184

NK.CD56bright_Charoentong_CellRep.2017_PMID.28052254

Median signature

PMID.28052254

NK.CD56dim_Charoentong_CellRep.2017_PMID.28052254

Median signature

PMID.28052254

NK_Charoentong_CellRep.2017_PMID.28052254

Median signature

PMID.28052254

NK.Tcell_Charoentong_CellRep.2017_PMID.28052254

Median signature

PMID.28052254

NK_ImSig.Nirmal_CancerImmunolRes.2018_PMID.30266715

Median signature

PMID.30266715

NK.MCP_Helmink_Nature.2020_PMID.31942077

Median signature

PMID.31942077

Bcells.Plasmablast_Dybaer JC0.2015 PMID.25800755 Plasma cells Median signature PMID.25800755
Plasma.cells_ CIBERSORT _NatMethods.2015_PMID.25822800 Plasma cells Median signature PMID.25822800
Bcells.Plasma.cells.Metagene_Miller_GenomeBiol.2013_PMID.23618380 Plasma cells Median signature PMID.23618380
Plasma.cells_ImSig.Nirmal_CancerlImmunolRes.2018 PMID.30266715 Plasma cells Median signature PMID.30266715

STAT1_Rody_ BreastCancerResearch.2008_PMID.19272155

Proliferation.Pathway ImSig.Nirmal_CancerlmmunolRes.2018_PMID.30266715

Immune.CTLA4.CXCL.FOXP3_TCGA.BRCA.1198 JCI.2020_PMID.32573490.

CDS8.Cluster_lglesia_CCR.2014_PMID.24916698

Tcells.CD8.MCP_Petitprez_Nature.2020_PMID.31942077

Tcells.CD4.Memory.Activated_ CIBERSORT_NatMethods.2015_PMID.25822800

Tcells.CD4.Memory.Resting_ CIBERSORT_NatMethods.2015_PMID.25822800

Tcells.CD4.Naive_CIBERSORT_NatMethods.2015_PMID.25822800

Tcells.CD8_CIBERSORT_NatMethods.2015_PMID.25822800

Tcells.Follicular.Helper_CIBERSORT_NatMethods.2015_PMID.25822800

Tcells.Gamma.Delta_ CIBERSORT_NatMethods.2015 PMID.25822800

Tcells.Regulatory. Tregs CIBERSORT _NatMethods.2015 _PMID.25822800

Cytolytic.Activity_Rooney_Cell.2015 PMID.25594174
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Median signature

PMID.19272155

Median signature

PMID.30266715

Median signature

PMID.32573490

Median signature

PMID.24916698

Median signature

PMID.31942077

Median signature

PMID.25822800

Median signature

PMID.25822800

Median signature

PMID.25822800

Median signature

PMID.25822800

Median signature

PMID.25822800

Median signature

PMID.25822800

Median signature

PMID.25822800

Median signature

PMID.25594174
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Cytotoxic.Lymphocytes.MCP_Petitprez_Nature.2020_PMID.31942077

PMID

Median signature

Immune.Active_Hollern_Cell.2019_PMID.31730857

PMID.31942077

Median signature

CTLA4.Pathway GSEA.BIOCARTA_ProcNatlAcadSciUSA.2005_PMID.16199517

PMID.31730857

Median signature

Immune.cell.Cluster.PerouLab_Fan.GSEA.GP2_
BMCMedGenomics.2011_PMID.21214954

PMID.16199517

Median signature

Tcells.Bcell. KEGG.hematopoietic.cell.lineage GSEA.GP2_
ProcNatlAcadSciUSA.2005 PMID.16199517

PMID.16199517

Median signature

PD1.Signaling.Reactome_GSEA_ProcNatlAcadSciUSA.2005 PMID.16199517

PMID.16199517

Median signature

Tcells.CD8_Bindea_Immunity.2013_PMID.24138885

PMID.16199517

Median signature

Cytotoxic.cells_Bindea_Immunity.2013_PMID.24138885

PMID.24138885

Median signature

Tcells_Bindea_Immunity.2013_PMID.24138885

PMID.24138885

Median signature

Tcells.Thelper_Bindea_Immunity.2013_PMID.24138885

PMID.24138885

Median signature

Tcells.Follicular.Helper_Bindea_Ilmmunity.2013_PMID.24138885

PMID.24138885

Median signature

Tcells.Gamma.Delta_Bindea_Immunity.2013_PMID.24138885

PMID.24138885

Median signature

Tcells.Thl.cells_Bindea_Immunity.2013_PMID.24138885

PMID.24138885

Median signature

Tcells.Th17.cells_Bindea_Immunity.2013 PMID.24138885

PMID.24138885

Median signature

Tcells.Th2.cells_Bindea_Immunity.2013_PMID.24138885

PMID.24138885

Median signature

Immune.Hot.vs.Cold.CD8_Cabrita_Nature.2020_PMID.31942071

PMID.24138885

Median signature

Immune.87_Perez_JCO.2015_PMID.2560586

PMID.31942071

Median signature

LCK_Rody_BreastCancerResearch.2008_PMID.19272155

PMID.2560586

Median signature

MCD3.CD8_Fan_BMCMedGenomics.2011_PMID.21214954

PMID.19272155

Median signature

MERCK.Immune.Signature_Cristescu_Science.2018_PMID.30309915

PMID.21214954

Median signature

Tcells.NK.Metagene_Miller_GenomeBiol.2013_PMID.23618380

PMID.30309915

Median signature

Tcells.ImmuneProfiles.Mouse.Human_Shay_PNAS.2013_PMID.23382184

PMID.23618380

Median signature

Tcells.CD4.Activated_Charoentong_CellRep.2017_PMID.28052254

PMID.23382184

Median signature
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Tcells.CD8.Activated_Charoentong_CellRep.2017_PMID.28052254

PMID

Median signature

Tcells.CD4.Central. Memory_Charoentong_CellRep.2017_PMID.28052254

PMID.28052254

Median signature

Tcells.CD8.Central. Memory_Charoentong_CellRep.2017_PMID.28052254

PMID.28052254

Median signature

Tcells.CDA4.Effector.Memory_Charoentong_CellRep.2017_PMID.28052254

PMID.28052254

Median signature

Tcells.CD8.Effector.Memory_Charoentong_CellRep.2017_PMID.28052254

PMID.28052254

Median signature

Tcells.Gamma.Delta_Charoentong_CellRep.2017_PMID.28052254

PMID.28052254

Median signature

Tcells.Regulatory_Charoentong_CellRep.2017_PMID.28052254

PMID.28052254

Median signature

Tcells.Follicular.Helper_Charoentong_CellRep.2017_PMID.28052254

PMID.28052254

Median signature

Tcells.Thl.cells_Charoentong_CellRep.2017_PMID.28052254

PMID.28052254

Median signature

Tcells. Th17.cells_Charoentong_CellRep.2017_PMID.28052254

PMID.28052254

Median signature

Tcells.Th2_Charoentong_CellRep.2017_PMID.28052254

PMID.28052254

Median signature

Tcells_ImSig.Nirmal_CancerlmmunolRes.2018 PMID.30266715

PMID.28052254

Median signature

Tcells.NK.51genes_Miller_GenomeBiol.2013_PMID.23618380

PMID.30266715

Median signature

Tcells.CD8.Effector.vs.Naive.2_Pauken_Science.2016_PMID.27789795

PMID.23618380

Median signature

Tcells.CD8.Exhausted.vs.AntiPDL1.2_Pauken_Science.2016_PMID.27789795

PMID.27789795

Median signature

Tcells.CD8.Exhausted.vs.Naive.2_Pauken_Science.2016_PMID.27789795

PMID.27789795

Median signature

Tcells.CD8.Memory.vs.Naive.1_Pauken_Science.2016_PMID.27789795

PMID.27789795

Median signature

Tcells.Activation_Petitprez_Nature.2020_PMID.31942077

PMID.27789795

Median signature

Tcells.Cluster_lglesia CCR.2014_PMID.24916698

PMID.31942077

Median signature

Tcells.Survival.2gene_Petitprez_Nature.2020_PMID.31942077

PMID.24916698

Median signature

Tcells.Regulatory.cell.2gene_Petitprez_Nature.2020_PMID.31942077

PMID.31942077

Median signature

Tcells.Resident.Memory.Single.cell_Savas NatMed.2018_PMID.29942092

PMID.31942077

Median signature

Tcells.MCP_Petitprez_Nature.2020_PMID.31942077

PMID.29942092

Median signature

Tcells.CD8.Exhausted.Anti.PDL1.vs.Control.Metagene.1_
Pauken_Science.2016 PMID.27789795

PMID.31942077

Median signature

PMID.27789795
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Immune_Class

Tcells.CD8.Exhausted.at.day.8.post.Imm.vs.Naive.Metagene.1
Pauken_Science.2016 PMID.27789795

T cells

Tcells.CD8.Exhausted.vs.Naive.Metagene.1_Pauken_Science.2016_PMID.27789795

T cells

Tcells.CD8.Exhausted.vs.Naive.Metagene.3_Pauken_Science.2016_PMID.27789795

T cells

Tcells.CD8.Memory.vs.Naive.Metagene.1 Pauken_Science.2016_PMID.27789795

T cells

Tcells.CD8.Memory.vs.Naive.Metagene.2_Pauken_Science.2016_PMID.27789795

T cells

Tcells.CD8.Memory.vs.Naive.Metagene.3_Pauken_Science.2016_PMID.27789795

T cells

Serum.Response.Up_TCGA_Immunity.2018_PMID.29628290

T cells

Lymphocyte.Infiltration.Expression.Score_ TCGA_Immunity.2018 PMID.29628290

T cells

Tcells.Follicular.Helper_ TCGA_Immunity.2018 PMID.29628290

Tcells.Gamma.Delta_ TCGA_Immunity.2018_PMID.29628290

Immune.CD8.GZMK_TCGA.BRCA.1198_JCI.2020_PMID.32573490

Immune.Cell.Content_Verhaak_NatCommun.2013_PMID.24113773

TLS.Hallmark_Cabrita_Nature.2020_PMID.31942071

Signature type

PMID

Median signature

PMID.27789795

Median signature

PMID.27789795

Median signature

PMID.27789795

Median signature

PMID.27789795

Median signature

PMID.27789795

Median signature

PMID.27789795

Median signature

PMID.29628290

Median signature

PMID.29628290

Median signature

PMID.29628290

Median signature

PMID.29628290

Median signature

PMID.32573490

Median signature

PMID.24113773

Median signature

PMID.31942071

TLS.Known.Markers_Cabrita_Nature.2020_PMID.31942071

Median signature

PMID.31942071

ITLS.12genes.Chemokine_Zhu_Frontimmunol.2017_PMID.28713385

Median signature

PMID.28713385

ITLS.High.In.No.Response_Helmink_Nature.2020_PMID.31942075

Median signature

PMID.31942075

TLS.High.In.Response.MCP_Helmink_Nature.2020_PMID.31942075

Median signature

PMID.31942075

ITLS.9genes_Cabrita_Nature.2020_PMID.31942071

Median signature

PMID.31942071

TLS.Tumors.w.TLS.and.CD8.vs.CD8.alone_Cabrita_Nature.2020_PMID.31942071

Median signature

PMID.31942071
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Signature type

PMID

HouseKeeping_Genome.Biol.2004 PMID.15287981

Median signature

PMID.15287981

GATAZ3.induced.genes_Oncogene.2004_PMID.15361840

Median signature

PMID.15361840

MCF7.E2.induced.genes_JC0.2006_PMID.16505416

Median signature

PMID.16505416

GATAS.induced.genes_JC0O.2006_PMID.16505416

Median signature

PMID.16505416

MCF7.E2.repressed.genes_JCO.2006_PMID.16505416

Median signature

PMID.16505416

CIN70_Nat.Genet.2006_PMID.16921376

Median signature

PMID.16921376

RB_LOSS_J.Clin.Invest.2007_PMID.17160137

Median signature

PMID.17160137

Shipitsin_CD44_A_Cancer.Cell.2007_PMID.17349583

Median signature

PMID.17349583

Shipitsin_CD44 B_Cancer.Cell.2007_PMID.17349583

Median signature

PMID.17349583

KRAS_amplicon_Genome.Biology.2007_PMID.17493263

Median signature

PMID.17493263

Claudin_High_Genome.Biol.2007_PMID.17493263

Median signature

PMID.17493263

MM _p53null_1pFDR_UP_Genome.Biology.2007_PMID.17493263

Median signature

PMID.17493263

Claudin_Low_Genome.Biol.2007_PMID.17493263

Median signature

PMID.17493263

MM_DMBAwnt_1pFDR_UP_Genome.Biology.2007_PMID.17493263

Median signature

PMID.17493263

GSEA_GP5_MYC_targets TERT.r=0.922_PerouLab_MM_Myc_1pFDR_UP_
Genome_Biology 2007 PMID.17493263

Median signature

PMID.17493263

MM_NeuPyMT_1pFDR_UP_Genome.Biology.2007_PMID.17493263

Median signature

PMID.17493263

MM_C3Tag_1pFDR_UP_Genome.Biology.2007_PMID.17493263

Median signature

PMID.17493263

MM_WapINT3_1pFDR_UP_Genome.Biology.2007_PMID.17493263

Median signature

PMID.17493263

MM_BRCAwnt_1pFDR_UP_Genome.Biology.2007_PMID.17493263

Median signature

PMID.17493263

MM_WAPTag_1pFDR_UP_Genome.Biology.2007_PMID.17493263

Median signature

PMID.17493263
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Signature type

PMID

MM_Potluck_1pFDR_UP_Genome.Biology.2007_PMID.17493263

Median signature

PMID.17493263

MM_Normal_1pFDR_UP_Genome.Biology.2007_PMID.17493263

Median signature

PMID.17493263

HER1_Cluster2_BMC.Genomics.2007_PMID.17663798

Median signature

PMID.17663798

HER1_Clusterl_BMC.Genomics.2007_PMID.17663798

Median signature

PMID.17663798

HER1_Cluster3_BMC.Genomics.2007_PMID.17663798

Median signature

PMID.17663798

Fibromatosis_Lab.Invest.2008 PMID.18414401

Median signature

PMID.18414401

Murat_G24 J.Clin.Oncol.2008_PMID.18565887

Median signature

PMID.18565887

Murat_G18_J.Clin.Oncol.2008_PMID.18565887

Median signature

PMID.18565887

Murat_G07_J.Clin.Oncol.2008_PMID.18565887

Median signature

PMID.18565887

Wirapati_Proliferation_Breast.Cancer.Res.2008_PMID.18662380

Median signature

PMID.18662380

RB_LOH_Breast.Cancer.Res.2008_PMID.18782450

Median signature

PMID.18782450

bMYB_Signature_Oncogene.2009_PMID.19043454

Median signature

PMID.19043454

Glycolysis_Signature BMC.Med.2009 PMID.19291283

Median signature

PMID.19291283

VEGF_13genes BMC.Med.2009_PMID.19291283

Median signature

PMID.19291283

Claudin_Low_29 Cancer.Res.2009 PMID.19435916

Median signature

PMID.19435916

METAPLASTIC_Up_CanRes.2009_PMID.19435916

Median signature

PMID.19435916

Lung.WNT.DiMeo_Cancer.Res.2009_PMID.19549913

Median signature

PMID.19549913

Luminal_Progenitor_Down_Nat.Med.2009_PMID.19648928

Median signature

PMID.19648928

Mature_LuminaUp_Nat.Med.2009_PMID.19648928

Median signature

PMID.19648928

Mature_Luminal_Down_Nat.Med.2009_PMID.19648928

Median signature

PMID.19648928

Stromal_Up_Nat.Med.2009 PMID.19648928

Median signature

PMID.19648928

MASC_Down_Nat.Med.2009_PMID.19648928

Median signature

PMID.19648928

Stromal_Down_Nat.Med.2009_PMID.19648928

Median signature

PMID.19648928

Luminal_Progenitor_Up_Nat.Med.2009 PMID.19648928

Median signature

PMID.19648928

MASC_Up_Nat.Med.2009_PMID.19648928

Median signature

PMID.19648928
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Signature type

PMID

MS_CD44_UP_PNAS.2009_PMID.19666588

Median signature

PMID.19666588

MS_CD44_DOWN_PNAS.2009_PMID.19666588

Median signature

PMID.19666588

Troester_Wound_Signature_Clin.Cancer.Res.2009_PMID.19887484

Median signature

PMID.19887484

Duke_Module17_pr_Mike_PMID.20335537

Median signature

PMID.20335537

Duke_Module02_akt_Mike_PMID.20335537

Median signature

PMID.20335537

Duke Module05 egfr Mike PMID.20335537

Median signature

PMID.20335537

Duke_Module09_hypoxia_Mike PMID.20335537

Median signature

PMID.20335537

Duke_Module22_tnfa_Mike_PMID.20335537

Median signature

PMID.20335537

Duke_Modulel?2_lacticacidosis_Mike PMID.20335537

Median signature

PMID.20335537

Duke_Module07_glucosedepletion_Mike PMID.20335537

Median signature

PMID.20335537

Duke_Module04_e2f1_Mike_PMID.20335537

Median signature

PMID.20335537

Duke_Module16_pi3k_Mike_PMID.20335537

Median signature

PMID.20335537

Duke_Modulel4 p53 Mike PMID.20335537

Median signature

PMID.20335537

Duke_Module06_er_Mike PMID.20335537

Median signature

PMID.20335537

Duke_Module15_p63_Mike_PMID.20335537

Median signature

PMID.20335537

Duke_Module13 myc_Mike PMID.20335537

Median signature

PMID.20335537

Duke_Modulel19 _src_Mike PMID.20335537

Median signature

PMID.20335537

Duke_Module03_betacatenin_Mike PMID.20335537

Median signature

PMID.20335537

Duke_Module01 acidosis_Mike PMID.20335537

Median signature

PMID.20335537

Duke_Module21_tgfb_Mike_PMID.20335537

Median signature

PMID.20335537

Duke_Module08_her2_Mike_PMID.20335537

Median signature

PMID.20335537

Lim.et.al.2010.Conserved.Mature_ BCR.2010_PMID.20346151

Median signature

PMID.20346151

Lim.et.al.2010.Conserved.Luminal.Progenitor BCR.2010_PMID.20346151

Median signature

PMID.20346151

Lim.et.al.2010.Conserved.aMaSC_BCR.2010_PMID.20346151

Median signature

PMID.20346151

EMT_DOWN_Weingberg_PNAS.2010_PMID.20713713

Median signature

PMID.20713713

20




Signature_ID_paper

Signature type

PMID

EMT_UP_Weinberg_PNAS.2010_PMID.20713713

Median signature

PMID.20713713

Taube_EMT_down_PNAS.2010_PMID.20713713

Median signature

PMID.20713713

Taube_EMT _up_PNAS.2010_PMID.20713713

Median signature

PMID.20713713

MDACC.FNA.1_J.Clin.Oncol.2010_PMID.20805453

Median signature

PMID.20805453

MDACC.FNA.2_J.Clin.Oncol.2010_PMID.20805453

Median signature

PMID.20805453

HRneg.Tneg 14.Genes BCR.2010 PMID.20946665

Median signature

PMID.20946665

C_MYB_Signature_PL0S.One.2010_PMID.20949095

Median signature

PMID.20949095

MM_Red3_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Red5 BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Red7_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Greenl3 BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Red2_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Red9_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Greenll BMC.Med.Genomics.2011 PMID.21214954

Median signature

PMID.21214954

MM_Red19_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Green2_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Red16_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Green8_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Red8_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

4p16_Amplicon_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Green18 BMC.Med.Genomics.2011 PMID.21214954

Median signature

PMID.21214954

MM_Green16_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Red22_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Green9 BMC.Med.Genomics.2011 PMID.21214954

Median signature

PMID.21214954

MM_Red12 BMC.Med.Genomics.2011 PMID.21214954

Median signature

PMID.21214954
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PMID

MM_Greenl5 BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Red20_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Green6_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Green7_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Green3_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Red25_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Green20_BMC.Med.Genomics.2011 _PMID.21214954

Median signature

PMID.21214954

MVEGFC_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Green24 BMC.Med.Genomics.2011 _PMID.21214954

Median signature

PMID.21214954

MKRAS_amplicon_BMC.Med.Genomics.2011 PMID.21214954

Median signature

PMID.21214954

MITO1_BMC.Med.Genomics.2011_PMID.21214954

Median signature

PMID.21214954

MM_Red21_BMC.Med.Genomics.2011_PMID.21214954
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