Supplementary Data Fig. 1: Gating strategy for the immunophenotyping by FACS
analysis for CAR-T and CAR-NK cells.
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Supplementary Table 1: sgRNA sequences for CRISPR/Cas9 gene editing.

a.
DNA sequence (5-3)
AAVS1 Not applicable ~ GCCAGTAGCCAGCCCCGTCC
FAS FAS GTGACTGACATCAACTCCAA
FASLG FAS ligand ~ TGGGGATATGGGTAATTGAA
TNFSF10 TRAIL CTCCTGCAGTCTCTCTGTGT
b.

Primer sequence (5'-3)

F: CCAAGGACTCAAACCCAGAA

A Not applicable o +6CcTGCAGCTTCCTTACACT
Fas FAS F: TCTATCATTCATGGTGCTGTTTC
R: AGGGGAACCAAAAACT GTAAAA
. F: GAGAAAGACAGAGGTGTTTC
RIS FASligand o AATCCTACCAAGGCAACC
TNESE10 TRAL F: ACAGAACCCAGAAAAACAACTCAT

R: GCTGTTGCTACTGCTGTGGA
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