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Supplementary Figure s2. Cluster annotation strategy. (A) UMAP plot representing the FastMNN-integrated
scRNA data built from publicly available data sets (Supplemental Table D). The 26 resulting clusters were
annotated based on the markers used in sorting strategy and the differential expressed genes among clusters.
Integrated MDSC scRNAseq data (contour lines) was projected onto the integrated reference data set using
FindTransferAnchors. (B) Heatmap of the frequency of cells within each MDSC cluster that is projected onto
the reference annotated groups. Scale represents relative frequency.



