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This paper introduces SGAE, a novel method designed for the detection of spatial domains in spatial 

transcriptomics (ST). The authors utilize various public datasets and demonstrate that SGAE enhances 

representation discrimination, outperforming other spatial transcriptomics clustering software in 

clustering index evaluations. The study holds significant interest, as the application of SGAE has the 

potential to offer profound insights into complex biological systems.While the authors effectively 

showcase the efficacy and robustness of SGAE across various real datasets, it would be intriguing to 

assess SGAE's performance and compare it with other ST methods under different sequencing depths 

and clustering parameters. Additionally, a comparative analysis of maximum memory usage and runtime 

among various ST methods could provide valuable insights.In the "Results" section, enhancing the data 

description would contribute to a more compelling presentation.Please provide the explanations of 

error bars in the figure legends.Furthermore, it is recommended to standardize specialized terms, such 

as 'F-score,' for consistency throughout the paper. 
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I agree to the open peer review policy of the journal. I understand that my name will be included on my 

report to the authors and, if the manuscript is accepted for publication, my named report including any 

attachments I upload will be posted on the website along with the authors' responses. I agree for my 

report to be made available under an Open Access Creative Commons CC-BY license 

(http://creativecommons.org/licenses/by/4.0/). I understand that any comments which I do not wish to 

be included in my named report can be included as confidential comments to the editors, which will not 

be published. 
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