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Research involving human participants, their data, or biological material
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We only used blood samples from two anonymous male donors for technical tests. And thus, sex and gender were not
considered in this study.

We only used blood samples from 2 anonymous male donors for technical tests. And thus, race, ethnicity, or

other socially relevant groupings are irrelevant to this study.

We only used blood samples from 2 anonymous male donors for technical tests. And thus population characteristic is
irrelevant to this study.

Participants were randomly selected and the recruitment has no impact on the study since we only used the blood samples
for technical purposes.

The study was performed in accordance with the guidelines of the Faculty of Health and medical Sciences of the University of
Copenhagen.

For proteomics experiments involving statistical analysis, we used at least biological triplicates to gain appropriate power for the discovery of
true positive events. The sample sizes were chosen based on similar studies published previously (Kitata et al., 2021; Bekker-Jensen et al.,
2020; Leutert et al., 2019).

For mouse embryo analysis, 3 samples high number of missing values were excluded from the hierarchical clustering and PCA analysis since
we excluded proteins that were not quantified in all samples and this would result in too few proteins present in the overall analysis and
compromise its quality. This correspond to 1 oocyte, 1 cell of 2-cell stage and 1 cell of 4-cell stage.

All attempt at replicating the findings were successful.

No randomization was performed for technical benchmark. Mouse samples were randomized before injection.

Researchers were not blinded to performed the experiments reported in this work.

This was required as to keep a strict overview of mass spectrometry method selection.




