
Figure S5. Rapid recovery gene down-regulation is dependent on the length of high light 
exposure in Arabidopsis
(A) Gene expression changes in AT3G14200 following cordycepin infiltration carried out at 5, 20, and 
50 minutes HL. Solid line denotes untreated leaves, dashed line denotes cordycepin-infiltrated 
samples.
(B-D) Gene expression profiles of HSP101, ROF1, and GOLS1 during REC after various lengths of 
HL. Red lines denote HL, blue lines denote REC (initiated at 10, 30, 60, and 120 minutes).
Points denote means, error bars denote standard error of the mean (n = 3).
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