
AT1G47580

10 20 30 40

AT1G67900

10 20 30 40

AT2G07050

10 20 30 40

AT3G06540

10 20 30 40

AT3G24050

10 20 30 40

AT3G49640

10 20 30 40

AT3G51670

10 20 30 40

AT5G60170

10 20 30 40

0.0

0.5

1.0

0.0

0.5

1.0

0.0

0.5

1.0

Time post−infiltration (min)

N
or

m
al

iz
ed

 r
el

at
iv

e 
ab

un
da

nc
e

R
E

C
H

L
U

S

Rapid Fast Slow Stable

Figure S3. Representative RNA decay curves
Plots represent changes in normalized relative abundance for two example genes from each pattern of decay 
observed: rapid, fast, slow, stable. Points represent means, error bars represent standard error (n=3-4). Linear 
mixed-effects modelling was used to determine half-life values and the R-squared obtained for each model is 
shown.
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