
Supplementary Figure 1- Recurrent copy number losses and gains profile. 

This profile represents all pathogenic and variants of unknown significance (VUS) copy number variants by chromosome number

and hg19 genomic coordinates using the UCSC Genome Browser Tool which, excludes whole chromosome losses and gains. This

figure is arranged by chromosome number (1-22) and the sex chromosomes are listed last. Each segment represents a CNV

finding, but multiple segments in the same row correlate to different cases. Blue segments represent segmental gains and red

segments represent segmental losses.


