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84 pMHC-I-specific positive regulators
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protein insertion into mitochondrial membrane
generation of precursor metabolites and energy
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transcription initiation from RNA polymerase Il promoter

F

negative regulation of myeloid leukocyte mediated immunity
negative regulation of leukocyte degranulation
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regulation of telomere capping
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34 pMHC-I-specific negative regulators
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21 common MHC-I positive regulators
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44 common MHC-I negative regulators
regulation of chromosome organization

regulation of telomere maintenance

Golgi vesicle transport

intra—Golgi vesicle-mediated transport

regulation of DNA metabolic process

protein insertion into ER membrane by stop-transfer membrane—anchor sequence
retrograde vesicle-mediated transport, Golgi to endoplasmic reticulum
telomere maintenance

chromatin remodeling

mRNA export from nucleus

nuclear export

Golgi organization

negative regulation of autophagosome assembly

telomere organization

tail-anchored membrane protein insertion into ER membrane
regulation of DNA strand elongation
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