Supplement Figures

Comparative phylogenomic and phenotypic analysis highlights diversity
of antibiotic resistance and virulence in Acinetobacter baumannii
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Figure 1a — AdeN Dimerization Domain
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Figure 1b — AdeN AA1-105
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Figure 2a — AdeR DNA binding domain
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Figure 2b — AdeR of AB220-1K38, AB341-
IK15, AB340-1K14 and AB339-1K13
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Figure 2¢c — BaeR
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Figure 2¢c — BaeR
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Figure 3 — AdelL
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AB337-TK11 * PDIDLVIGLNDRPVDLVGEAVDCATRVGELKDSSLTARRIGTFOQCATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB338-IK12 A RYPDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTF(CATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB335-IK13 . i'!J PDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTFQCATAASPIYLEKYGEP DLOKNHKATHFFSSRTGRNFDWDFVVDD sty
AB340-TK14 ARYPDIDLVICLNDRPVDLVGEA DCATRVGELKDSSLTARRIGTFCATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB341-TK156 ARYPDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTFCATAASPIYLEKYGEP DLOKNHKATHFFSSRTGRNFDWDFVVDD sty
AB342-TK16 H* PDIDLVIGLNDRPVDLVGEAVDCATRVGELKDSSLTARRIGTFOQCATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB343-IK17 A RYPDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTF(CATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB345-TK19 . i'!J PDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTFQCATAASPIYLEKYGEP DLOKNHKATHFFSSRTGRNFDWDFVVDD sty
AB346-TK20 ARYPDIDLVICLNDRPVDLVGEA DCATRVGELKDSSLTARRIGTFCATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB347-TK21 ARYPDIDLVIGLNDRPVDLVGEAVDCATRVGELKDSSLTARRIGTFQCATAASPTYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB351-TK26 AR PDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTFQCATAASPIYLEKYGEP DLOKNHKATHFFSSRTGRNFDWDFVVDD sty
AB352-TK27 ARYPDIDLVICLNDRPVDLVGEA DCATRVGELKDSSLIARRIGTFCATAASPIYLEKYGEP DLOQKNHEATHFFSSRTGRNFDWDFVVDD sty
AB353-TK28 . i'!J PDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTFQCATAASPIYLEKYGEP DLOKNHKATHFFSSRTGRNFDWDFVVDD sty
AB354-TK29 ARYPDIDLVICLNDRPVDLVGEA DCATRVGELKDSSLTARRIGTFCATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB214-TK32 ARYPDIDLVIGLNDRPVDLVGEAVDCATRVGELKDSSLTARRIGTFQCATAASPTYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB215-TK33 AR PDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTFQCATAASPIYLEKYGEP DLOKNHKATHFFSSRTGRNFDWDFVVDD sty
AB216-TK34 ARYPDIDLVICLNDRPVDLVGEA DCATRVGELKDSSLTARRIGTFCATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB218-TK36 * PDIDLVIGLNDRPVDLVGEAVDCATRVGELKDSSLTARRIGTFOQCATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB215-TIK37 A RYPDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTF(CATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB220-TK38 ARYPDIDLVIGLNDRPVDLVGEAVDCATIRVGELKDSSLIARRIGTFQCATAASPTIYLEKYGEP DLOKNHKATHFFSSRTGRNFDWDFVVDD sty
AB223-TK41 AR PDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTFQCATAASPIYLEKYGEP DLOKNHKATHFFSSRTGRNFDWDFVVDD sty
AB224-TKA2 ARYPDIDLVICLNDRPVDLVGEA DCATRVGELKDSSLTARRIGTFCATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
ABOBZ2-MST-SNC-8 * PDIDLVIGLNDRPVDLVGEAVDCATRVGELKDSSLTARRIGTFOQCATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB421-M5T-SNC-9 A RYPDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTF(CATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB4Z2Z-M5T-SNC-24 ARYPDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTFCATAASPIYLEKYGEP DLOKNHKATHFFSSRTGRNFDWDFVVDD sty
ABA23-MST-SNC-253 H* PDIDLVIGLNDRPVDLVGEAVDCATRVGELKDSSLTARRIGTFOQCATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB4Z24-AcE0 A RYPDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTF(CATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
ABAZE-AcS17 * PDIDLVIGLNDRPVDLVGEAVDCATRVGELKDSSLIARRIGTFQCATAASPIYLEKYGEP DLOKNHKATHFFSSRTGRNFDWDFVVDD sty
AB4Z6-AcE18 A RYPDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTF(CATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB4ZT-AcE19 ARYPDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTFCATAASPIYLEKYGEP DLOKNHKATHFFSSRTGRNFDWDFVVDD sty
ABAZ8-AcB520 H* PDIDLVIGLNDRPVDLVGEAVDCATRVGELKDSSLTARRIGTFOQCATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB4ZG-AcE2T A RYPDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTF(CATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD sty
AB4Z20-M5T-SNC-5 RYPDIDLVIGLNDRPVDLVGEAVDCAIRVGELKDSSLIARRIGTFQCATAASPIYLEKYGEP DLOKNHEATHFFSSRTGRNFDWDFVVDD RSty
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AB338-TK12 D : q 343
AB339-TK13 D : ! 343
AB340-TK14 D : ! 343
AB341-TK15b D : ! I 343
AB342-TK16 D : ! 343
AB343-TK17 D : q 343
AB345-TK19 D ! ! 343
AB346-TK20 D : ! 343
AB347-TK21 D : ! I 343
AB351-TK26 D : ! 343
AB352-TK27 D : q 343
AB353-TK28 D ! i 343
AB3B4-TK29 D : ! 343
AB214-TK32 D : ! 343
AB215-TK33 D : ! 343
AB216-TK34 D : q 343
AB218-TK36 D ! i 343
AB219-TK37 D : ! 343
AB220-TK38 D : ! 343
AB223-TK41 D : q 343
AB224-TK42 D : q 343
ABO52-MST-SNC-8 D : q 343
AB421-MST-SNC-9 D : ! 343
ABA22-MST-SNC-24 D : ! 343
AB423-MST-SNC-253 D : q 343
AB424-AcS9 D : Q AEA 343
ABAZE-AcS17 D : ! A ';ii 343
ABA26-AcS1E D : Q AEA 343
ABAZ2T-AcS19 D : ! AEA 343
AB428-Ac320 D : q 343
AB420-AcS27 D ! Q AEA 343
ABAZ20-MST-SNC-5 D : ! AEA 343
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Figure 4a — Motility - hospital
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Figure 4b — Motility — Tank milk
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Figure 4c — Motility - Stream and WWE
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Figure 4d — Motility — Agricultural Surface
Water
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Figure 5a: Biofilm Formation - Hospital
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Biofilm Formation — Tank milk

Figure 5b
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Figure 5c: Biofilm Formation — Stream and
WWTP
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Figure 5d: Biofilm Formation — Agricultural
Surface water
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Figure 6: Spearman’s Correlation Analysis of
Motility and Biofilm Formation
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