Supplementary Table 1: Oligonucleotide sequences for quantitative RT-PCR

Gene
36B4
Cyp7al
Cyp8bl
Cyp27al
Cyp7bl
Hnf4a
Shp
Fgfra
Klb
Slcl0al
Slcolb2
Abcb11
Abcb4
Fgfl5
Asbt
Fabp6
Osta
Ostp
Cyp3all
Cyp2b10
Sult2al
Sult2a8
Baat
Slc27a5
Ugt2bl
Ugt2b5
Ugt3al
Gba2
Myc
Ccendl
Ccnel
Cdk2a

Forward Primer (5°----3”)

GTCCTG GCATTG TCT GTG GA
CAA TGA AAG CAG CCT CTG AAG
TAG CCC TGT TAG AGT GTG TGT GAC
GCC TTG CAC AAG GAAGTG ACT
GAA AAC TCT TCA AAG GCAACATGG
AGA CAA AGATAA GAG GAACCAG
TCT GGAGCC TTG AGC TGG GT
CTC GGA AAG CCC CTG GGT GA
GTG GTG AGC GAAGGACTG AA
ATCTGACCAGCATTGAGGCTCT
ACC AAACTC AGC ATC CAAGC
CAC ACA AAG CCC CTACCAGT
ATT CGG GAC TAG GTG GTG GA
CCAACT GCT TCCTCC GAATCC
GGA ACT GGC TCC AAT ATC CTG
CAG GAC GGACAG GAC TTC AC
GCC AGG CAG GAC TCATAT CAAA
GAC AAG CAT GTT CCT CCT GAG
TGG AGT GAACGT GGATTC CC
GCG CAT GGA GAA GGA GAAGT
ACC TCC CAT CTT CCC ATC CA
ATG GCC TCT CTC CTT CCC AT
AGATCT GGAGCATGACCCCT
GTAACG TCC CTG AGC AAC CA
GTG CTG GTG TGG CCT ACAG
CAATGG TGT CTACGA GGC GA
GCCTTG GAT TTT GCT CGT CC
TCAAGG CTT CCT GGAGGA CAT G
ATT TCC TTT GGG CGT TGG AAA C
CGC CCT CCG TAT CTT ACT TCA

CAC AGC TTC GGG TCT GAG TT

GTC TTT GTG TAC CGC TGG GAA C

Reverse Primer (5°----3%)

GGC TGACTT GGT TGC TTT GG
AGC CTC CTT GAT GAT GCT ATC
AGT CAG GAT CTCTCCCTGAACTTG
CGC AGG GTC TCCTTAATC ACA
ACT GGA AAG GGT TCA GAA CAAATG
CAG AGA TGG GAG AGG TGA
GCCTTG GCT GGC TGG GTAC
AGC TTC ATC ACCTCC ATCTCG
TCG TGC GGT TGT ACATGT CA
CCGTCG TAG ATT CCT TGC TGT
TAG CTG AAT GAG AGG GCT GC
CCA GAG GCAGCT ATC AGG AC
TCAGTGGTGCCCTTGATGTC
TAC AGT CTT CCT CCG AGT AGC
TCC AAT CAC AGC TAT GAG CAC
GCT CAT AGG TCA CAT CCC CG
GGC AAC TGA GCC AGT GGT AAG A
GAT GCAGGT CTT CTGGTGTTTC
TAG AAT CCAGGC GGC TTT CC
GCG GTC ATC AAG GGT TGG TA
TCC GAG TGACCCTGG ATT CT
TGGCACTTGTTCCTT TCCCT
CCACCT TTC CAG AGT CAG GC
TAAGCC CACATT GCCCTCTG
ATT GCT CGG CCC AAT GAG G
CCAGGG GTT TCATAG GCT GG
GTC CAT AGC ACC CCT TGA GG
TGG TCT GCG TAG CCT CCATTCT
TCC TCG TCG CAG ATG AAATAG G
CTC CTC ACA GAC CTC CAG CAT

TTC TGG AGC GGA CTG AAA GG

TTA GCT CTG CTC TTG GGA TTG G



